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ALTERNATIVE READING FRAME ANTIGENS FROM VIRUSES 

The invention relates to peptides derived from pathogenic vir- 
uses . 

For several viral infections it has become more and more clear 
that an early effective and strong CTL response to most encoded 
viral proteins is critical to overcome or clear a viral infec- 
tion from the host. 

Selection for mutations within CTL epitopes of HIV demonstrates 
that CTL exert pressure on virus replication in vivo, and stud- 
ies in macaques have provided compelling in vivo data for the 
role of CD8+ T cells in controlling viremia in both acute and 
chronic, simian immunodeficiency virus (SIV) infection. HIV-in- 
fected individuals who are treated during acute infection show 
enhancement of both CTL and T helper cell responses against HIV 
associated with subsequent viral control after treatment inter- 
ruption. 

Therefore the identification of precise epitopes from most (if 
not all) viral proteins is a major goal in view of understanding 
the hosts immune response and most important for the design of 
new and effective vaccines against those pathogens . 

As up to now, most research for the identification of those epi- 
topes has focused mainly on those proteins of the viruses which 
are encoded in the actually transcribed open reading frames 
(ORF's), i.e. the structural proteins and the proteins which 
have a certain function for the virus, e.g. for its regulation, 
replication or reproduction. 

Although some research has been performed in investigating in 
potential alternative reading frames of pathogens, the topic of 
such alternative reading frames has up to now only been regarded 
as relevant for tumor antigens, but not for viral pathogens, 
despite some reports about overlapping reading frames in HCV 
(see Walewski et al . ( RNA 7 (2001) 710-721) and W099/63941) and 
otherviruses or antigens (Bullock et al . ( J . Exp . Med .186(7) (1997), 
1051-1058), Malarkannan et al . (Immunity 10 (1999) 681-690) an/ 
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Shastri et al . ( J . Biol . Chem. 270 (3 ) (1995) 1088-1091) . All these 
reported viral polypeptides have starting codons other than AUG 
or ATG leading to peptides starting with e.g. Ala, Leu, Pro or 
Gly. Moreover these viral peptides according to the prior art 
were no T cell epitopes, but - at best - were able to elicit an 
antibody response. 

It is an object of the present invention to provide further 
means for combating viral infections. It is a further object to 
provide means for replacing or improving existing or proposed 
vaccines against viral pathogens, especially human pathogens. A 
specific aim is to provide effective T cell epitopes against 
viral pathogens . 

Therefore, the present invention provides a polypeptide encoded 
by an alternative reading frame of a pathogenic virus, charac- 
terized in that said polypeptide 

starts with a methionine amino acid residue, 

comprises an antigenic determinant and 

comprises more than 7 amino acid residues 
and fragments of said polypeptide comprising more than 7 amino 
acids . 

Surprisingly, such epitopes (antigenic determinants) proved to 
be highly relevant in infections with pathogenic viruses. In- 
deed, T cell responses against such alternatively encoded epi- 
topes are detectable in patients suffering such infections. It 
seems that upon infection of a virus into a host cell, not only 
those ORFs of the viral genome, which give rise to the viral 
proteins, are transcribed, but also some of those proteins or 
fragments which are encoded by other frames of the genome. 

Such a polypeptide according to the present invention may be 
defined as an antigenic sequence within an ORF of the genome but 
outside the primarily (main) transcribed ORF of a given patho- 
genic virus. 

Alternative reading frame as used in the context of the present 
invention is defined as a reading frame which is different from 
the open reading frames (= main frames) which encode utilized 
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codons of an organism or virus for the expression of e.g. struc- 
tural proteins or non structural proteins . 

Typically but not exclusively a main frame starts with the first 
coding start codon, e.g. AUG or GUG of a nucleic acid eg. of a 
messenger RNA or an RNA from a positive/negative stranded RNA 
virus. Alternative frames described in this invention do not use 
these start codons or any other codon used by the main frames, 
respectively . 

The present invention considers 5 such alternative reading 
frames which by a second name are also called non- coding open 
reading frames (ncORFs), to be distinctive from the main frames 
as described above. One such alternative reading frame is the +1 
frame, which uses codons that start with the next nucleotide 
3 'prime of the 5 'prime nucleotide of a main frame codon. A 
second such frame is the +2 frame which uses codons of which the 
5 'prime nucleotide is identical with a 3 'prime nucleotide of a 
codon of the main coding frame. Alternative reading frames 4, 5 
and six are encoded by a nucleic acid which is complementary to 
a nucleic acid, encoding alternative reading frames 1 and 2 re- 
spectively. The 5 'prime nucleotide of a frame 4 codon is comple- 
mentary to a middle nucleotide of a codon of a +1 frame. The 
5 'prime nucleotide of a frame 5 codon is complementary to the 
5 'prime nucleotide of a +1 frame codon and the 5 'prime nucle- 
otide of a frame 6 codon is complementary to a 3 'prime nucle- — 
otide of a +2 frame codon. 

Furthermore, alternative reading frames might be located in re- 
gions of the genome which are not involved in main frame trans- 
lations, eg. so called non translated 5 "prime or 3 'prime 
regions . 

Although these "ncOrfs" ("non coding ORFs") do not display a 
(yet) known function for the pathogen, they encode for antigenic 
determinants (B- or T- cell epitopes) 

In contrast to all enabling reports about alternatively encoded 
ORFs in HCV (see Walewski et al . , W099/63941) and other viruses 
or antigens (Bullock et al . , Malarkannan et al . , Shastri et al . ) 
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the polypeptides according to the present invention have all an 
AUG or ATG (encoding Methionin) as start codon. Moreover the 
peptides provided with the present invention contain T cell epi- 
topes as antigenic determinants and are not intended to exclus- 
ively elicit an antibody response. 

The principle provided with the present invention seems to be a 
general one in viral infections. It is therefore not restricted 
to certain viruses or certain groups of viruses. Regarding this, 
preferred polypeptide or fragments according to the present in- 
vention are those from major and prominent (human) pathogenic 
viruses or pathogenic virus for which currently no proper treat- 
ment or active immunisation protocol exists, such as Hepatitis A 
virus (HAV) , Hepatitis B virus (HBV) , Hepatitis C virus (HCV) , 
Hepatitis D virus (HDV) , Hepatitis E virus (HEV) , Hepatitis F 
virus (HFV) Hepatitis G virus (HGV) Human Immunodeficiency vir- 
uses (e.g HIV-1 and HIV-2), Influenza virus, Foot and Mouth Dis- 
ease virus (FMDV) , Ebola virus, HTLV I, HTLV II, SIV, 
Parvovirus, Papilloma virus, Rotavirus, Adenovirus, Cytomega- 
lovirus, Feline Immunodeficiency virus (FIV) , Epstein-Barr virus 
(EBV) , Herpes simplex virus (HSV) , Herpes zoster virus (HZV) , 
Measles virus and oncogenic viruses. 

With the present invention, a completely new generation of im- 
munogenic epitopes are provided which according to a preferred 
embodiment are characterized in that the polypeptides and frag- 
ments according to the present invention comprise at least one 
cytotoxic T lymphocyte (CTD-) epitope. 

Preferably the polypeptide or fragments according to the present 
invention comprise a cytotoxic T lymphocyte (CTL-) epitope for a 
HLA allele selected from the group consisting of A02 01, Al , A2 4, 
A3, A31, B3501, B4403, B7 , B8 , especially A0201, or mixtures 
thereof . 

According to a preferred embodiment, the polypeptide or frag- 
ments according to the present invention comprise at least one T 
helper cell epitope. 

Preferably, the polypeptide or fragments according to the 
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present invention comprise a T helper cell epitope for a HLA al- 
lele selected from the group consisting of DP, DQ, DR or mix- 
tures thereof . 

Preferred epitopes according to the present invention are selec- 
ted from the group listed in table 2a) -n) (Seq.lD No. 1-822) or a 
fragment of said polypeptide comprising more than 7 amino acids 
and/or epitopes comprising or consisting of a fragment selected 
from the group listed in table 4a) -n) , preferable fragments with 
a score of 50 or more, more preferred with a score of more than 
2 00, especially fragments with a score of more than 500 
(according to the scores given in the table which were determ- 
ined according to the algorithm reported by Parker et al . 
(J. Immunol. 152 (1994) 163)). 

Further preferred epitopes according to the present invention 
are the polypeptides selected from the group listed in table 6 
and comprising more than 7 amino acid residues (Seq.ID No. 823- 
874) or a fragment of said polypeptide comprising more than 7 
amino acid residues. 

The polypeptides or fragments according to the present invention 
may be conjugated to a carrier, especially to an immunomodulat- 
ing substance. For certain applications, such conjugations res- 
ult in an improved action of these peptides. It may also be 
preferred to couple selected hydrophobic (F, I, L, A, Y, W, C) 
or acidic amino (D or E) acid residues N- and/or C-terminally to 
the peptides as described in WO 01/78767. 

-V 

Preferred polypeptides or fragments therefore comprise a tail 
consisting of two to seven amino acids, said amino acids being 
selected from F, I, L, A, Y, W or C, at at least one of its N- 
or C-terminus; or a tail consisting of two to seven amino acids, 
said amino acids being selected from E or D, at at least one of 
its N- or C-terminus. 

In specifically preferred conjugates, the polypeptides or frag- 
ments according to the present invention are conjugated to an 
immunomodulating substance selected from the group comprising 
polycationic substances, especially polycationic polypeptides, 
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and immunomodulating nucleic acids, especially deoxyinosine- 
and/or deoxyuridine containing oligodeoxynucleotides . 

Preferably the polycationic substance is a polymer, preferably a 
polycationic peptide, especially polyarginine, polylysine or an 
antimicrobial peptide. 

The polycationic compound (s) to be used according to the present 
invention may be any polycationic compound which shows the char- 
acteristic effect according to the WO 97/30721. Preferred polyc- 
ationic compounds are selected from basic polypeptides, organic 
polycations, basic polyaminoacids or mixtures thereof. These 
polyaminoacids should have a chain length of at least 4 amino 
acid residues. Especially preferred are substances containing 
peptidic bonds, like polylysine, polyarginine and polypeptides 
containing more than 20%, especially more than 50% of basic 
amino acids in a range of more than 8, especially more than 20, 
amino acid residues or mixtures thereof. Other preferred polyca- 
tions and their pharmaceutical compositions are described in WO 
97/30721 (e.g. polyethyleneimine) and WO 99/38528. Preferably 
these polypeptides contain between 2 0 and 500 amino acid 
residues, especially between 30 and 200 residues. 

These polycationic compounds may be produced chemically or re- 
combinant ly or may be derived from natural sources . 

Cationic (poly) peptides may also be polycationic anti-bacterial 
microbial peptides. These (poly) peptides may be of prokaryotic 
or animal or plant origin or may be produced chemically or re- 
combinant ly. Peptides may also belong to the class of de- 
fensines. Such host defense peptides or defensines are also a 
preferred form of the polycationic polymer according to the 
present invention. Generally, a compound allowing as an end 
product activation (or down-regulation) of the adaptive immune 
system, preferably mediated by APCs (including dendritic cells) 
is used as polycationic polymer. 

Especially preferred for use as polycationic substance in the 
present invention are cathelicidin derived antimicrobial pep- 
tides or derivatives thereof (WO 02/13857, incorporated herein 
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by reference), especially antimicrobial peptides derived from, 
mammal cathelicidin, preferably from human, bovine or mouse, or 
neuroactive compounds, such as (human) growth hormone (as de- 
scribed e.g. in WO01/24822) . 

Polycationic compounds derived from natural sources include HIV- 
REV or HIV- TAT (derived cationic peptides, antennapedia pep- 
tides, chitosan or other derivatives of chitin) or other pep- 
tides derived from these peptides or proteins by biochemical or 
recombinant production. Other preferred polycationic compounds 
are cathelin or related or derived substances from cathelin, es- 
pecially mouse, bovine or especially human cathelins and/or 
cathelicidins . Related or derived cathelin substances contain 
the whole or parts of the cathelin sequence with at least 15-20 
amino acid residues. Derivations may include the substitution or 
modification of the natural amino acids by amino acids which are 
not among the 20 standard amino acids. Moreover, further cation- 
ic residues may be introduced into such cathelin molecules. 
These cathelin molecules are preferred to be combined with the 
antigen/ vaccine composition according to the present invention. 
However, these cathelin molecules surprisingly have turned out 
to be also effective as an adjuvant for a antigen without the 
addition of further adjuvants. It is therefore possible to use 
such cathelin molecules as efficient adjuvants in vaccine formu- 
lations with or without further immunactivating substances . 

Another preferred polycationic substance to be used according to 
the present invention is a synthetic peptide containing at least 
2 KLK-motifs separated by a linker of 3 to 7 hydrophobic amino 
acids, especially L (WO 02/32451, incorporated herein by refer- 
ence) . 

The immunomodulating nucleic acids to be used according to the 
present invention can be of synthetic, prokaryotic and eukaryot- 
ic origin. In the case of eukaryotic origin, DNA should be de- 
rived from, based on the phylogenetic tree, less developed 
species (e.g. insects, but also others). In a preferred embodi- 
ment of the invention the immunogenic oligodeoxynucleotide (ODN) 
is a synthetically produced DNA-molecule or mixtures of such mo- 
lecules. Derivates or modifications of ODNs such as thiophos- 
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phate substituted analogues (thiophosphate residues substitute 
for phosphate) as for example described in US patents US 
5,723,335 and US 5,663,153, and other derivatives and modifica- 
tions, which preferably stabilize the immunostimulatory composi- 
tion (s) but do not change their immunological properties, are 
also included. A preferred sequence motif is a six base DNA mo- 
tif containing an (unmethylated) CpG dinucleotide flanked by two 
5' purines and two 3' pyrimidines ( 5 1 -Pur-Pur-C-G-Pyr-Pyr-3 ' ) . 
The CpG motifs contained in the ODNs according to the present 
invention are more common in microbial than higher vertebrate 
DNA and display differences in the pattern of methylation. Sur- 
prisingly, sequences stimulating mouse APCs are not very effi- 
cient for human cells . Preferred palindromic or non-pal indromic 
ODNs to be used according to the present invention are disclosed 
e.g. in Austrian Patent applications A 1973/2000, A 805/2001, EP 
0 468 520 A2, WO 96/02555, WO 98/16247, WO 98/18810, WO 
98/37919, WO 98/40100, WO 98/52581, WO 98/52962, WO 99/51259 and 
WO 99/56755 all incorporated herein by reference. Apart from 
stimulating the immune system certain ODNs are neutralizing some 
immune responses. These sequences are also included in the cur- 
rent invention, for example for applications for the treatment 
of autoimmune diseases. ODNs/DNAs may be produced chemically or 
recombinantly or may be derived from natural sources. Preferred 
natural sources are insects . 

Alternatively, also nucleic acids based on hypoxanthine and 
cytosine (as e.g. described in the WO 01/93905) or deoxynucleic 
acids containing deoxyinosine and/or deoxyuridine residues 
(described in the PCT/EP02/05448 , incorporated herein by refer- 
ence) may preferably be used as immunostimulatory nucleic acids 
for the present invention. 

Of course, also mixtures of different immunogenic nucleic acids 
may be used according to the present invention. 

The above mentioned substances may be used as conjugates with 
the present peptides or fragments or as mixtures. The mixtures 
may either be provided in a form already mixed or as a kit of 
single components intended to be mixed before application. 
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The preferred polypeptides or fragments according to the present 
invention comprise a T cell epitope. 

Surprisingly, with the present invention not only polypeptides 
or fragments having a shifted reading frame (i.e. reading frame 
2 and 3) are provided as clinically relevant peptides, but also 
such peptides and fragments being encoded by an alternative 
reading frame which reads on the complementary strand as the 
functional reading frame of said pathogenic virus, i.e. gener- 
ally referred to as reading frame 4 to 6 in the present spe- 
cification. This means that also such reading frames proved to 
be of importance which are located at the opposite end of the 
known (functional or structural) gene or e.g. its regulating 
elements . 

Therefore, one further aspect of the present invention consists 
in all antigens being encoded by alternative reading frames of 
pathological viruses which read on the complementary strand as 
the functional reading frame of said pathogenic virus, i.e. gen- 
erally referred to as reading frame 4 to 6 . 

Preferred polypeptides or fragments according to the present in- 
vention comprise at least one peptide selected from the group of 
peptides listed in table 4a, 4c, 4e, 4g, 4i, 4k and 4m having a 
score of 50 or more, more preferred with a score of more than 
200, especially with a score of more than 500. 

According to a preferred aspect of the present invention the 
present polypeptides or fragments are used as a therapeutic 
agent. It is known that especially T cell epitopes may be used 
as vaccines for prophylactic uses. However, with the peptides 
and fragments according to the present invention, especially 
with the HCV derived peptides i.a. in reading frames 2 and 3, 
also a therapeutic tool for combatting (chronic) infections with 
such pathogenic viruses, such as HCV, is provided. 

The peptides and fragments according to the present invention 
also include modified epitopes wherein preferably one or two of 
the amino acids of a given epitope are modified or replaced ac- 
cording to the rules disclosed in e.g. Tourdot et 
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al. (Eur. J. Immunol. 3 0 (2000), 3411-3421), as well as the nucleic 
acid sequences encoding such modified epitopes. 

According to a preferred aspect, the present invention also 
relates to a pharmaceutial composition comprising one or more 
polypeptides or fragments according to the present invention. 
This pharmaceutical composition may be used for both, prophy- 
lactic as well as therapeutic purposes . 

As stated above, the present pharmaceutical compositions prefer- 
ably further comprise an immunomodulating substance, preferably 
selected from the group comprising polycationic substances, es- 
pecially polycationic polypeptides, and immunomodulating nucleic 
acids, especially deoxyinosine- and/or deoxyuridine containing 
oligodeoxynucleotides . 

In the present pharmaceutical compositions, the peptides or 
fragments according to the present invention may be used alone 
or in combination with 11 normal" polypeptides (epitopes, antigen- 
ic determinants) of a given pathogenic virus (or combinations of 
antigens of different pathogens) . A preferred embodiment there- 
fore further comprises structural or functional polypeptides of 
a pathogenic virus or fragments thereof, especially structural 
or functional polypeptides or fragments thereof comprising an 
antigenic determinant. 

The administration of the pharmaceutical compositions according 
to the present invention may be performed according to the ad- 
ministration of other known polypeptide vaccines. Preferably, 
the composition contains per administerable dose 1 ng to 1 g, 
preferably 100 ng to 10 mg, especially 10 \xg to 1 mg, of one or 
more polypeptides or fragments according to the present inven- 
tion . 

Preferably, the pharmaceutical composition is formulated as a 
vaccine . 

It is preferred that the pharmaceutical composition according tc 
the present invention comprises further active ingredients, es- 
pecially immunopotentiating cytokines, anti-inflammatory sub- 
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stances, antimicrobial substances or combinations thereof. 



It is further preferred that the present pharmaceutical composi- 
tion further comprises a polycationic polymer selected from the 
group consisting of a polycationic peptide, especially polyar- 
ginine, polylysine or an antimicrobial peptide, especially a 
cathelicidin-derived antimicrobial peptide, or a growth hormone, 
especially a human growth hormone. 

Additionally, auxiliary substances, especially a pharmaceutic- 
ally acceptable carrier, buffer substances, stabilizers or com- 
binations thereof are provided with the pharmaceutical 
composition . 

According to another aspect, the present invention also relates 
to the use of a polypeptide or fragments according to the 
present invention for the manufacture of a medicament for treat- 
ing or preventing an infection with said pathogenic virus. 

It was not foreseeable within the prior art that upon infection 
of a virus into a host cell, not only those ORF" s of the viral 
genome, which give rise to the viral proteins, are transcribed, 
but also some of those proteins or fragments which are encoded 
by other frames of the genome. This was even more surprising for 
reading frames 4 to 6 . 

The invention will hereinafter be described in a more detailed 
way in the following examples and the figures, yet without being 
restricted thereto . 

Fig.l shows the Elispot assay from the experiment with HLA- 
A*0201 tg mice + HCV-H77 ncORF 11, 13, 27-derived peptides; 

Fig. 2 shows the Elispot assay from the experiment with HLA- 
A*02 01 tg mice + HCV-lb ncORF 3 6-derived peptides; 

Fig. 3 shows an Elispot assay for an HLA-A*02 01 HCV positive pa- 
tient 



Fig. 4 shows the immunogenicity of peptides from HCV lb reading 



WO 2004/011650 



PCT/EP2003/008112 



- 12 - 

frames 4 to 6 in transgenic mice 

Fig. 5 shows that vaccination with ncORF derived peptides from 
influenza A virus in combination with KLK/o-d (1C) i 3 induces po- 
tent IFN-y producing T cells and protection against viral chal- 
lenge . 

Examples : 
Example 1: HCV 

HCV was used as a model virus for the present invention. The 
principles described in the present example, however, may be ap- 
plied to any virus. 

The entire genomes of 7 clinically relevant strains (la, lb, 2a, 
2b, 3a, 3b and H77) of HCV were analysed in order to determine 
all ORF's being longer than 7 amino acid residues and starting 
with an AUG (Met) codon in all reading frames other than the 
reading frame for the HCV polyprotein. The HCV genome sequences 
were taken from the Genbank data base (Accession Nos . : AF387806 
(la), D11355 (lb), AF238485 (2a), AB030907 (2b), AF046866 (3a), 
D49374 (D26556) (3b) , AF011751 (H77)). Altogether, 822 novel ORFs 
were identified in this study (see summary in table 1) . 



Strain 


Frames 


No. of 
frames* 


Seq.lD Nos. 


Full sequence listed in 
table 2 


1a 


1-3 


42 


1-42 


Table 2a 




4-6 


68 


43-110 


Table 2b 


1b 


1-3 


56 


111 - 166 


Table 2c 




4-6 


75 


167-241 


Table 2d 


2a 


1-3 


47 


242 - 288 


Table 2e 




4-6 


71 


289 - 359 


Table 2f 


2b 


1-3 


45 


360 - 404 


Table 2g 




4-6 


75 


405 - 479 


Table 2h 


3a 


1-3 


38 


480 - 517 


Table 2i 




4-6 


70 


518-587 


Table 2j 


3b 


1-3 


53 


588 - 640 


Table 2k 




4-6 


72 


641 - 712 


Table 21 


H77 


1-3 


40 


713 - 752 


Table 2m 




4-6 


70 


753 - 822 


Table 2n 
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Table 1: Number of ORF's in six different HCV strains (* more than 7 AA long) 

The following table 2 contains the full sequences of the poly- 
peptides . 

Other HCV subtypes which may also be preferably adapted for the 
present example include subtypes lc, 2c, 2d, 3c-f, 4a- j , 5a or 
6a. 

Table 2a (Seq.ID Nos. 1-42) 
HCV la ncOrf 's 1- 3 
Genbank Accession No.: AF387806 



AA 
28 



No. Sequence 

1 MGATLHHESLPCEELLSSRRKRLAMALV 
MAMRAAGGRDGSCLPVALGLAGAPQTPGVGRAIWWSSIPLRAASPTSWGTYRSSAPLLEAL 

2 WRMASGFWKTA 

3 MQQGTFIiVAL SL S SF WPC SLA 

4 MIALTRVLCTRRPMPSCTLRGASLAFARATPRGVGWR 

5 MANSPRRSFDVTSICLSGAPPSVRPSTWGTCAGLSFIjSANCLPSLPGATGRRKVAIALSIPAI 

6 MIASTPAGWQGFSITTSSTLQAVLRG 
MPTEAAPTSAPTAGTTPQNLAVLCPRRVCVW^ 

7 GHRWAIGSWPG 

8 MQHPWPGRTVLYPS SCS S ALHGI 

9 MF I T I SLL FGTGRTT AC E I WPWL 
10 MEWSPRVGGCWRPSRRTPSRQGAS 

- 11 MGCAGIiSTTGPERGPSRHPRVLSSRCIPM . - 

12 MSFPCAGGVIAGAACCRPGPFPT 

13 MLPQAAAKAPRSRLHMQLRAIRC 

14 MGSILTSGPG 

15 MPHPSWASALSLTKQRLRGRDWLCSPPPPLRAPSLCPIPTSRRLLCPPPERSLFTARLSPSK 62 

16 MPWPTTAVLTCPSSRPAAMLSSWQPMPS 

17 MLSPALNVGAGLAGGSQASTO^ 

18 MPTF YPRQ SRVGRTFLTW 

19 MGQHPCYTDWALFRMKSP 

20 MRWKSALSTYRTSSKG 

21 MARAWRELLWHSRS 

22 MF P PRTTCRRAMQL PASL P Y S AASL 

23 MPTPRAPVPPFLRRTTRSRYGGCLQRNTWR 

24 MTPLMLSS 



76 
21 
37 
63 
26 

81 
23 
23 
24 
29 
23 
23 
10 



28 
63 
18 
18 
16 
14 
25 
30 
8 



WO 2004/011650 PCT/EP2003/008112 

- 14 - 

MAARFHLQ S PLLCLRLGRSGRWS SLNQP YLLPWP S S PPE AL AAPQLPALRAT I RQHPL S PPLL AAPPT - 
2 5 PTL S PI PPC PPWRGSLGIRILATGHGQRS VVRPTRRMSC AAQCLTLGQAH S S PRAPRKNRNC PSMH 
2 6 MGQKTSVAMPERP 

27 MIPAALTPQSLRATSVRRRQSTNVVTSTPKPAWPSSPSPRGFML^ 

2 8 MASAHFHSTVTLQVKSIGWPHASENLGYRPCELGDTGPGASALGFWPEEAGLPYVASTSSTGQ 

29 MPGPAGSGFAYSCLLQG 

3 0 MNHSPVRNYCIiHAESV 

31 MPGDLGVPPQDC 

32 MAPVSPWLSA 

MGYDDELVPYDGVGNGSAAPDPTSHLGHDRWCSLGSPGGHSVFLHGGELGEGPGSAAAICRRRRGN- 

33 PRHRGKCRPHCVWIC 

3 4 MHVGRPGGRHEHLGARWRRPGC F GRVL PVNRLRGH SGQGRLVREAGNHT 

35 MLRFLAKGHLGLDMRGVERL 

3 6 MEGVC RGI RGDK AGGGL PLRDGYD Y 

3 7 MPVPGPIARIFHRIGRGAPT 

3 8 MEAGDGRQHHQG 

39 MLLQRVSRPRRRWKEGLLPHP 

40 MPQKTWGTALASLETPGPERPR 
MWQVPLQLGSKNKAQTHSNSGRWPAGLVRLVHGWLQRGRHLSQRVSCPAPLDLVLPTPAC- 

41 CRGRHLP P PQ P VKVGVNT PAS 

42 MSWQPPGPPLPGEP 

43 HCV polyprotein 
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Table 2b (Seq.ID Nos. 43 - 110) 
HCV la ncOrf 's 4- 6 



AA. 
24 
20 
17 
20 
18 
33 
33 
22 



No. Sequence 

1 MIPPPAARACRGAQTYVGAPRPIL 

2 MEWYTPSLSTGAVASGAGLQ 

3 MPQELPPRPRHTLQGCL 

4 MKQWRGYQ AALT S PP S I VSH 

5 MRPALRRVRRTS SLNDRR 

6 MWHPWSGTRHKLLCHKRPPSTRRRQGTCRRWST 

7 MQPGPWCFCRCLWEHGGEPPGSSGALLVERSYP 

8 MSGYLAERAS PQGLDLHWYTSG 
MVTELAPSTRREQHRHTTRPPPCPARTPAGATPTGAGGEATSRRRCRPLRAPTYPSDTMQSR- 

9 RTRGRIQDRASRPGMLH 

10 MWRPDACGSNQWGSAGCCCPPLR 

11 MPCGD PLYGRDR 

12 MALPGGGVLEAARHSY 
MRLTDL S QL AVTRAKMEP PLKKEGKERKKEGKKKKKKKKEKKKKKEKKKKKKKKKKKKKKKKT - 

13 GNGLRGRSVYPNLHRLGRR 

14 MPTPAASRSRQNQIQRGR A 

15 lyLAALPPLARSLARTLRARCLQARKGGTPSFLRHAATLLISPGE 

16 MIGGRSSGSME 

17 MIMLPSQELTGVCLAVSHAALARGWGSRVR 

1 8 MSSKSYSGCGGSPGGAEYLVIASVKALRLAASSWTPALSQITTKSSPHTSMVQSWSPAARQAARALM 

19 MATRAWG S R S QHW 

2 0 MSLS VTVE SKQRVS YENP I GVFLDFHACTRNSTRC PGE YWNP 
21 MRRAGLRPPFSG 

2 2 MMWSIGVTLSSRRSFHTELMWVTAFLAWQRTSFAP 
23 MGS FC S S AAHGVT S APVQE 

2 4 MPEVEEL PKLLVAS SAKAVDRVDSVRTTVRFFRGGGTGGDFGGGSGQPWTTGGS 

IVLPPISCLHRRLASMSSASGESWLAVQVALRDGADSWLAEELATEGGDPLANLRPAASAVIW 
VNTATSGSGSQGNCDPTGYSWSPTLNDTS SRSKGLQGGAJ^CRRTPSNSVKNSGDGTTOGHLRIjSVVI - 

140 

25 PVT 

MGKVPLHMFLQVLGPTIIjIVPFIjTC pvi sapqwqrvcmmpsprqtplyprwqdtkgi pgscgmslaf - 
2 6 SQVLKSLNTSHIQSQMSLSQEPEHGWHSEI^ 12 8 

MAGSRLTRSSVEGTSPLMILNATRAPATPAPY 
GAASWAATHPPNMLKRRVW^ 

144 

27 QLVWTAG AIT S A 

2 8 MIAGFPDKTTLPTMTTQPTO^ 63 



79 
23 
12 
16 

82 
20 
43 
11 
31 
67 
13 
42 
12 
36 
20 
54 
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29 MYARSLTWS AGVS SYQAQPAS 
3 0 MPEGRSPGATNL 

31 MPGFPLPVLPRR 

32 MVKVGSRLKSTVWVTHVLQSITESKSPV 

33 MRASVATTTTSPLVGMTDTSRPR 

34 MPNATSFAASSSHFFFE 

35 MRCLPPLITSRGIALP 

3 6 MLGWGTVTE PGGVAVASTT SLAPAVS AWSRTVPMPKMDVASVEWH S S Q I IMS 
37 MGLPWIVLTPVLMLGSIP 

3 8 MVVSRFSTGIKSTALATPRVHTAALISnyiPTACPAGHNSGPPEEPFK 

39 MGRGD SRL PLL S PRRRTGMT S ACL VTR 

40 MTGPLGDAMVLVPAPW 

MHVARKVWAAVDT I WTS P STWFL SRPVRLVIMH PRRPLVC WAYAVMGASNLQ PLETI PSAGPS S - 

41 ISRPLRAETGKPLMMSPHAAVSAPHWSLVSIWEKTTGSTATARSRKPLCAQSRRGVRWL 

42 MSNTRVGCTAHMSKMTASRPPRTLRGGIHTCSCASTLVRKY 
MSSIIHKQEQTRASASRRNRRTTYSHLMAQDAMLDPTPYKYCTST^ 

43 CHCWVSSNGLSSDLSLSSRSQRSPRVQLQAASSLCSTPPTYILILNIV 

44 MTQGGAPHTLWPVEFIQVQPNQLPSGGLVLLRTKTSVSFSPQL 

45 MEK Y AMP ART PQ 

46 MSKMACGIRSS 

47 MASAASYTILELGQSLVTW 

48 MYPMRSAKPHWVSMTLPKLRDLRRGSVGPQLGREPRGDRSHPAHPQPSLP 

4 9 MVHGLRDLPGHSQAPYQAVPQGLSRPNTTRLAVLRGHAQI SRH 

50 MICREAS I STLC SHAAHGPFTASRD 
MRHAVINVSPAVASREPAGQVQLASGRYWSEFELCSYCPVEEVLATYGSPASSGQKPSADAPG- 

51 PVSPSSQGRYPKFSEACGHPIDFTWRVTVE 

52 MESLNDWR 

53 MGHQYHPRPQCGGKHDYVA 

54 MATDVFCPITKLGFG 

55 MAVQNLQSVKCDFLLPLASTA 

56 MDHRWFWGLFPRLH 

57 MVSGASCLERWSG 

58 MGGI SEHGRQHGHVRFGLAR 

59 MS SDL S ST VAAS VHD AVP S PD PL I P AL AGHKGD PRQLWH EL S F 

6 0 MVP PGGEG YQ PVH PLHC PL ARANVP AQ YC CTDH AD YEG S GREDGGQ 

61 MLRPEGLEFLPVGLDSRGDNLCLTGRGLQEAEGLLLELLGEHHPLLDVR 

62 MEGGLE ANQTL PHLVPRWGRGL S P S AHGGLVRYQVRKVL PTLLCLG 

63 MS E AC ED AL PKFKWLAHGKPRGVHVRS 
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MTEDEMSPPLDYFEGDSLAVKRDLSGGGQSNL^ 

DSADAQDGCGIRGVALVTNYYVI S APRAPAVGKELAVGGVRDGAASGNC SHPGPDV- 

64 RIDPMSLGHVSTKAQCCSNRGVEY 

65 MEVSHLEALGHYWWRGVIREHRGPHGCL 

66 MVTNIGASKRP 

67 MASDHLPR 

6 8 MPKPIRWDQAPGCDPGTGAAPRVCGVRMLAEAI SGAVQGWARPSDDTRRRSAHFGES S 
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Table 2c (Seq.ID Nos. Ill - 166) 
HCV lb ncOrf 's 1- 3 
Genbank Accession No.: AF 

No. Sequence 

1 MATRWGGQDGSCHPVALGLVGAPQTPGVGRVIWVRSSIPLHAASPTSWGTFRLSAPP 

2 MASGFWRTA 

3 MQQGICPVALSLSSS 

4 MSRTTAPTQVLCMRQRT 

5 MRRYKI AI AQSI PATYQVTAWLGI 
MTPSKLGSLmCSTHTGSTRPDVQSAWPAAAPSTSSLRGGVPSLTLCLTSRTRGLIAGTMHPN- 

6 RAVLYPRRRCVAQCIASPRVLLWWGRPTVPESPRIAGGRMRQTCCYSTTRGRRKATGSAVHG 

7 MFCC SSF SWRTRASVPACG 

8 lyiRRIjWPERMAF S P S S C S SAP PGT SK AGWSLGRHMLi SMAYGRC SC S CWLYHHELMPWTERWLHRAE ARFL 

9 MFGEAAMPSSSLHARSIQS 

10 MWTRT S S AGRRP PGRVP 

11 MLT S FRC AGGATVGGAC S P PGL S PT 

12 MQPKGTRCSSSIRPLPLP 

13 MASFLPMWALGALMTS 
MSAIQLTRLQSWASAQSWTKRRRLERGLSCSPPLRLRDRSPCHTQTSRRWPCLILERSPS- 

14 MAKPSPLKPSGGEGISFSVIPRRSATSSPQSCQASESTLWRITGGSMCPSYQLSETSLSWQQTL 

15 mtravlgtssppprprlgcgpt 

16 mht sc prp srqett s ptw 

17 mrspsptp 

18 MKWKSAPRTSLTLSRECSSPSSSSRKRSGYCKQPPNKRRLLLPWWSPSGEPLRHSGRSTCGISSAGYST 

19 MEQEWPARSWPLRS 

20 MCLRATPQRVLLRSSPALPSLSC 

21 MRTAPHRVPARG 

22 MFGTGYARC 

23 MEH S P STHTPRAP AHPLQRQTILGRCGGWPLRSTWRSRGWGI STT 
2 4 MSLRTLTSSRPTSCGGRRWAGTSPAWSRRTRW 

25 jyiRGKYPFRRRSCGNPRS S PQRC PSGRARITTLHC 

26 MS S AAQC PTHGQ AP 

2 7 MPQHLAAQACGRRRSPLTDCKSWTTTTGTCSRR 
2 8 MGQRTSGTYPARPLTTSTPCGRTCWKTL 

2 9 MRF S VSNQRKEAVSQPAL S YSQ IWE SVYARRWP SMMWS PPFLRS 

3 0 MTLAVSTQRSPRTTSVLRSQFTNWTWPPKPDRP 

3 1 MCRSPTJytHQAKGCTTSPVIPPPPSHGLRGKQLDTIiQLiTPG 

32 MRPLCGQG 

3 3 MALAHFHSIVTLQVRSIGWLHASGNLGYHPCESGDIGPGASALGYCPRGGGPPLVASTSSTGQ 
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34 MPGDLGVPPRDC 

35 MAPVTPWLSA 

mLRRPHGVHSACRRPPRRRCQGPGAWRPGSGGRRELCNRESARLLFLYLPLSFAVLF- 
3 6 DHPSFRLRGAQRVRDIPCHERLLQLKYCV 
37 MSRAHGQLPPHRQVRSGVGSHHSRCA 

3 8 MRLGSLVDT 

39 MGVC SAALP S PGGRARLCLLVDDAADS PG 

4 0 MAVAPALAGFTTTSLCHGPRDGC I VRRRGFCRS GTLDLVT I L 

41 MWTIFYHQGRGALASVGPPS 

42 MRGPSRANL 

MHVSAEGRWGSLCPNGLHEAGRADRHVHLQPSYPATGLGPRGPTRPCGGSGARRLLRHGDQDHHLGS- 

43 RHRGVWGHHLGSARLRPKGKGDTPGPGR 

44 MHLWQLRPLLGHETC 

45 MHPGGCEGGGLCARRVHGNYYAVSGLHGQLIPPGRTAVISSGPPTRSHWQRQEY 

46 MCHPDSRLQLGSHLHH 

47 MGSNVEVSHTAETYAARANTLAVQAGSRPK 

48 MWSTDHRTCQKRFHEDRRA 

49 MRARTGC S S AHFH AHRPL PHH SRNG 

50 MHYPPCLSGR 

51 MDRRLDHAMRCGGKQAAHQRVEQLFAAPP 

52 MLLEGLC SL S SCE APGLHDARERRRPCRYL 

53 MFLQCVGRPRCIRQKGVLPHP 

54 MPQETWGTTLASIiETSGQERPR 

55 MNGELNTPGQ 

56 MSWQPPGPPLPGEP 

57 HCV polyprotein 



12 
10 

87 
26 
9 

29 
42 
21 
9 

95 

15 

54 

16 

30 

19 

25 

10 

29 

30 

21 

22 

10 

15 
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Table 2d (Seq.ID Nos . 167 - 241) 
HCV lb ncOrf ' s 4- 6 



No. Sequence 

1 MICREAS I STLC SHAAHGPFTASRD 

2 MAYWPGVF S S PF IGWGAGRCLPLQKVGVGTA 

3 MHRGRPTHWRNMMLSAPSRILVGAGPRGGQST 

4 MKS PWGF SLI SRYS PGTRL AAQE STGIRMRSPSRPEEGWRPHHRGPS SRIHGLPDLGIR 

5 MLWHKPC YGGAAKSC STR 

6 MCRTLSSRRHPH 

7 MIRSCRRS 

8 MSPSRKAQTTG 

9 MVAVTQPGIG 

10 MGTLRCQWSCPSRSGNPPPA 

11 MFHATCCCRS 

12 MPSiyiMIjLRGSQAEWISIjLiSTVSR 

13 MSQGLATWTPPREQQPPLVWWLFAVTRALSA 

14 MMEVGPEPWRTPWLGMLPGRGSCLLPAWSGTRSVHLCG 

15 MCYSRSLSQSRPYSPSSERLLPRQRRLR 

16 MTAVRPGGMSCP 

17 MVSRNAPRGAPASRRGPGPH 

1 8 MVTRSRVPDLQKPRLRTMQPSLGPWHKLVVVKPARAGATAIRHREHMPPQGPACL 

19 MYSRTSCLAAAACC 

2 0 MALVRARTRGSGCWRLPFPLSRGCARQRQQRVASQSRP 

21 MALPGGGVLEAARHSY 

22 MPTPTE SRSRHSMNQRGRARDRL 

23 MIMLPSQELTGVCLAVSHAARARGWGSRVR 

24 MACL ASGAK S QHW 

2 5 MSFSVTVESKQRVSYEKPMGFFFDFQVFTRNSTRCPGEYWNPYEEPITT 

26 MMWS I GVT VS S SK S FHTEWMWLT ALLDRFRT S F AP 

27 MLWWRSKELLNALMGSLLSSAAHGVIKAPVHV 
MEEYDSTSDPLSPSSEAWSGRAVAVPLSTADDSELPKVLVASSAKAEDTEDSVRTTVLFLRGGGIGGA- 

2 8 LIGGNGHPCTTGGT 

MGIAAGNFLDFRRISAGTDTSLSSSSARSGSKESRTTTLFSDSTRW 

WWWHVAFKEGADNWLAEELAKEGGDP^ 
29 WL S PTWNVT S SRRRGLH AGAYLCNRTP S T S EKNSG AGTWHGHF TL S V VMPVT 
MGWPCHVLLQVLGPTILMEPFLTCPVICAPHG^ 

3 0 WSQVLKSVNTVHIQSQTSLSHEPEHGVEQSSLIHWWSLFSS 
3 1 MAGSRLTRS SVEGI S PLMTDKATS APATPAP 
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MSTSTFPRPMLPTAAPAMPAPTKAEAALGGASW 
3 2 GRVDKPAKYC I PLMKFHMC F AQNVSRARHLD STTGAAAS ACLVAVC SNP S AFCLNC S ASC I PC SM 

MTTLPVVRQYAARAART P PT STQVLVTT SRS ADMHAMMY LVMGWVRVT S FWTAP SLY SKGVGPC S VGF S - 

33 RMRHFHI 

34 MWVRPVKTLSQ3SISRWSWQTGNPGVFR 

35 MPEGRSPGVTNL 

3 6 MPLL PL PVL PRRC ERDT AS 

37 MVKVGSKLKSTVWVTHVLQSITESKSPV 

3 8 MTDTSSPR 

39 MRCLPPLMASMGMALP 

40 MFGCGTVTDPGGVAVASTTSRAPAVSAWSRTVPMPKIVVE SVEWHS SHIMMS 

41 MVLT PVLMLG S I PC ALD I YAPNPKVAATDGLRTSTLYPWAAYAAGTLVLL PL PVGACRWAT 

42 MDSTGTKSTAFATPRVHTAARKMPTACPEGQSSGPPEEPFK 

43 MTSACLVTK 

44 MMQPSRPRVCWE 

MGARSRHPRP SRL SAGPRS I SFPLRAETGRPKMMS PHAAVSAPQVMILVSMSEKTTGSTATARSRR- 

45 PAWAQSRSGVRWL 

46 MYVPVSAPSFMKAIWT 

MPAWSTMSGPSMASRSLVMSKI S SGWTAHVRRMMASRPPRTLRGGTHTCKCASALVIKYCNH- 

47 HMSLARNTL 

MYQAAQKNTRKERRPCAPATDAALRTTRFSKVASAWAI SSIIHKQAQTRASARRRKS SRTYSHLIT- 

4 8 TETTTDPTPYRYCTSTIF 
49 MVKLIVQG 

MLHGGPPHVLVNPVLFIHVQPNQLPCGGRVLLSSSTSVSFSPQLYVGTPERSWPTTTGLGVKQYTG- 

5 0 PHTCDAGTI PHGWGA 

51 MGRQLAMRSGHPDALNLCA 

52 MNPVWRESLQFRAVLLMCQLPLVFTSWIF 

53 MSTTACGIRS SCDTTRAVVGDQF 1 1 1 SQAMR 

54 l^LFLAASVGVSATQQREKLLSRTQGTHPGVCMIMSAASYTILELEQSFVTWYIPDTLRTS 

55 MVKQD SKAKRKI EKEQPGRF PVA 

5 6 MYPMRSAKPHVRVSMTLPKLRDLRRGSVGPQLGREPRGDRSHPAHPIPSLP 
57 MMHGLRDLPGHSQAPYQAVPQGLSRPNTTRLAVSRGHAQISRH 

MRLTDLSQLAVTRAKMEPPLKKEERKREKEGKEKKKKKKKKKKNRKWPIGLECLAPRSS- 

5 8 VGEQVDAYPYRK 

59 MS PD S QGWY PKF PEA 

60 MESFNDLR 

61 MWGRQLAGFLYG 

62 MVAQQRVAQRVDGQLAFLRS AWRDQGAC PC VGH 

63 MVGSACRLQGRRRQLAS 

6 4 MPRVAAGLRPDDPHGTVFDMSGDLC STWAGGLHDAVS PPDSLVPALAREKRDSR 
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OTENEMPSPPDGFNGDGFAIEGDLSSIRQGHLLDVWVWHGDRSRRRSGGEHDKPRSSRLRLVQD- 

65 CADAQDCSRVS 

6 6 MALITYYDVISAPRATTIGKKLAIGRVCDGGACGNGPYPSSDVGVNTVCLRHIRPKP 

67 MSRDQVKV 

6 8 MVNGPTHAVDAGRQEGLCCGGNHLlSrLSLDLVLVPACKASDDATK 
69 3VLVVNVRACQRAQLHEGHLDIMTPSDLPH 

7 0 MNEPL S AHEVRH SGYASLEHHERTEYGEQEFGDVKD 

7 1 3MCDRACKEDDGIAASPNIKRGDPHLQVRLGPGDKIL, 

72 MRSGHRRRIEDHQVL 

73 MEVDQSSGQSR 

74 MVYPGHVAHLVSGSWDGQTRQQS 

75 MRQGPGSAS 
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Table 2e (Seq.ID Nos. 242 - 288) 
HCV 2a ncOrf's 1-3 
Genbank Accession No.: AF238485 



NO. 


Sequence 


AA 


1 


MTPGIGRVTWVRSSIP 


16 


2 


MTVPMTASPGSFRRRSSTS PGASRAREWEIHHGAGYRSHQMWLC S SAAPSRRACGRTSTWS 


o± 


3 


MAVGTSTAPP 


10 


4 


MPARTFCAPRTVLGSILTPLTSNVVLGPGSRRGAWSTTLTGSGTTPAQLTIPSSR 


bb 


5 


MACHLPLQNMSFDGSG 


16 


6 


MAS YILS SF SWLLGTSKVGWS PWPP I PS PAYGPFAYC S SHC PNRLMPMMHLCKGS 


55 


7 


MAL YGL P P Y S ARVWCLT 


17 


8 


MTTSPLCRIGLPTACGTWRSL 


21 


9 


MDSPCPPDSVGRFSLAQLTATPPRGGSFSPPSPLTPSRHEVSWAP 


45 


10 


MLRPAVEKAPKSLSRTLPRGIKC 


23 


11 


MASIPTLGLESEL 


13 


12 


MANS S PMGAARAAPMT S S YATNAT PWTL P P S S AS EQFLTKQRQ PE SG 


4 / 


13 


MGERFPCLTSREGDT 


15 


14 


MS SRRPFGAWAMLWHTTEGWT S P 


23 


15 


MFPLVSEPQGCLIAWCSVSATTQGLRGMSLRQRRbP 


36 


16 


MPTSFPKQSNRGRISHT 


17 


17 


MRLLMKWRNVPbKRLSLKRGSGWPRC 


z o 


18 


MARAFRGPSSHSRSTLARSPPWRTSSICCLGFCLRVPWWWESSARAFCAATWGREKARSNG 


61 


19 


MCGTGFAPS 


9 


20 


MRSRLPLGSIHL 


12 


21 


MMWTWWMPTC SWGAM 


15 


22 


MPSSSWPSKPSASPLQAAIQASLQGRTPPTPAVGRPLMSWPFRRQVLPPPCPPSRGSLGIQTWSPTR 


67 


23 


MTPSCAAPCHTPGPGP 

MDMGPRRFAACPGGPLTTSSPCGRTSWKTHKHQFLRPSWPKMRCSAWTPPRGVRKQLALSFTLTS- 


16 


24 


VLGSARRWPFMMSHKSFLRQ 


85 


25 


MDSSTPPPSGWSFS 


14 



2 6 MT PD ALTL P S LRETL ELRR P YTRL APC LRR PVL P YTR 

27 MTWLSSQKARGLRRTSGT 

2 8 MCLWHSAYRAAADTT 
29 MLQLYGSAWS 

3 0 MPGHLGVPPQDC 

31 MAPVPPRFSSLLGPQ 

3 2 MQLLHLPGYHHWASYGVGHDDELVTHYHHDPGLRDARPRGHHRHH 

33 MGHFAIRG 

34 MWHSPREVRVRPSVLFHPQPSRGGHDR 
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35 MVRLHVDELHWFHQDLWRATLPH 

36 MWF WAL AH AEF PGRL PLQ AL AL PLH S 
MGHLALLFLRLARFVDWSTPPPPKYRGRTIHWPWCPYKICRSMGVGSALIPSPSGRQGLRLRVDAY- 

37 LAGPGRGSTREAGRLARCERS 

38 MALL PTAPRT APTGLCL 

39 MGYHHILPGCGV 

40 MRGHLTWTPRVRPTRSGDSPWPS 

41 MDRLPRSWQ 

42 MRRMPRRGRYHHPRHRJSrS S 

43 MAQSGAILGQTHVELH 

4 4 MDEQAHSLCFQRKPRRPYPLRDGVGC VAACDPTAWLPYYN 

45 MLCEGPSGLQSCGDSCAHNAGMRR 

4 6 MVGKHHPVC SNYMGPHGPDDTFFLHPYGPRHSGPGP 

47 MSWQPPGPPLPGEP 

48 HCV polyprotein 



23 
26 

89 
17 
12 
23 
9 

19 
16 
40 
24 
36 
15 
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Table 2f (Seq.ID Nos. 289 - 359) 
HCV 2a ncOrf 's 4- 6 



23 MPSWKPQQDSLWLTVLRGTECR 

24 MKPPQRWCPGPV 

25 MRRRLPRPPQLGPTCWS 

26 MWRCILSQDV 

27 MRNSPPIALFGKGSGHLCV 

2 8 MPQH S SPC PEGPPRAHHTF SLNGRRS S VSLP 
29 MWSTLWPPRSSQF 

3 0 MRPSPPPRR 

31 MHHRHKP VGAVRGAVGKRAI GR 

32 MTPAWGCCSTGKHLSHSPPTCKWALQVYRSCPPRLGWG 



20 



77 



AA 

No. Sequence 

91 

1 MCHQDHADPYSWSILDDVSQP 

2 MGWS QLARLLQGEELC ADLGGR 22 

3 MDLHSVHPGEKLWRG 15 
MGRGDWSSGSKGYEPVHPLDRAFSRPHVAAQNARADDSHHQGTRRQNPRQQIDDVLHGGLLAR- 

4 HDLECDEGPRNARAI PRQDIHQHLAQAYAAYS S PH 99 

5 MCESDLVGNRAQTV 14 

6 MVLAHGQARRVEIRSKPYGSLRWRKLIPRSPCWALTEHHAIKHP 45 

7 MAEDQVSPSLDWQGKRSPIEGDLTLLPEGHLLYIGMGGRHRPRGSGRGQYS 5 2 

8 MCLGQIRPKPQGGSHRGIKH 
MQVPDLVGLGH SWWC AWTKGGRPRDDVEC FNGDEVYGL SH APRAH SC PEDPD S VAPGAKHR S PRG- 

9 PLQSRKRSRGE 

10 ML PKTVRGAQKVRAGI EVGSNAARWRAT SLGET S GVHPRAAE P 43 

11 MRDSTPNSGGSRVHSSGHQKDDNDLGPRSLHREVGQAEHNAPMSSTNDVYDDLGDAHHVSQDHGGSG 67 
MPSDGTQVDGAIAFLHKPVVIjRRDNEHLGCQHYPAAEVPHVESRAERSGHHDHV^ 

12 SHIW 

97 

13 MRESSGNATKRGAYDGDVPHEVGEAAR 

14 MPGVI GAPRGTRT SGGQEP SC PAE SLVPV 29 

15 MCAEGRRQARVTFQLWLGGPEDSRSTPIRTFQN 

16 ML S APGHI PVWGGHQEGRNTWS 

17 MLSRETPPAGRGSTGIHKMPPSLPEEAFV 29 

18 MTWS STRRSHPPRSK 15 

19 MVLRARGRSFLRPSGRESPERPLWTQTLSGSHRPP 35 

20 MAPIAGSPRSLPQMGVTPALSAALQPPP 28 

97 

21 MDLLAWTS IHQYRAQGHKEAETRLQMN 

22 MRRGPPKCPRHTPPGYPPAPCPGLCCLQQPPLGH 34 

23 

13 

17 

10 

19 

31 

13 

9 

22 

39 



73 



33 

22 
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33 MASYLLDW 

34 MYFPLSRTGRTRGRGGPPPEAAR 

35 MALPGGGGLEAVRHSY 
MYPMRSAKPHVRVSMTLPTLRDLCRGSLGPQEGREPRGDRSHPAQPSPSFPYRGQGYPG- 

3 6 F PQDLPVERRSLGMGWRLPRGWDRS EVFLVVRTPNIjGPIiRGNKYTPPT I WPP PGNLT S C GRRLVFLLVFL 
MSPPPAPTVNQLDKSRRRASGNGVSIjSLVFTAQIjKRYRPQTAAIjPPREMRDAXjTARARIjF- 
HALRGGAPSFLRAEATRVS SWGVYVCRRKASSPCISTLS IMAGRSRGIJTEYTDPYISKLRSWS- 
3 v RVSWAI RMEKKCVIRTMRTH I VGAYWMMF PNHELTGECLTVSQAARAI GWGSLVR 

38 MTTK S S PHT S I VGAT I P AALQAARAFT 

39 MVFPMLWSTPLARQRLYPQVWPLLLNIGPPT 

40 MAVRAS SGKEQAWYMAS SVLMSL SVTVESKHRVS YEKPIGSFL SAHAFKRNSTRWAGEYWNP 
MMVVGIGVCESSRRSFHTDLMWLTAIjPDKIjRTSIjAPYPYIjDLAEW 

41 VRSFALTLEAASLMSFKTES 
MEQHTTESSSSEQVDQDPESEPGAASPPWEGGRSSTWSGSRSGSPGSPSRGG- 

MEEVEPVSERANSSGGWPPESAASAPVERPESPLGGGWPKVLMASCWRASPMVLSLRPT^ 

42 GVGVFLGGGRAQ PATVGGW 

43 MNRLASTMSTS 

44 MDINTSVS GSGSQGS 

45 MAVLKFGAGFGMHWPSV 

46 MLAPQGHRWMMPVPAHTPL 

47 MVQTQSHTSRSHEPAHGMGQSSVIQLWSLL.SRLVIWEPSSWVTRCDASDSVT 

MSLF IHWTAP S PGPTWRRRMPAQMTPTTRAPGDKI PGSRLMTS SMEGF S PDMILNATRAPEMPAP YPAR- 
I ST STLPRPML PTAAPTRPLTTKPVAPAGGAIWD ASQP PRMLRRI VVLVDNGL VRAALNAIMEATAG- 
48 FPGSVDSPARY 

49 MPLMKFHMCLAQNCSTLGHEASTAGCMSW 

MCKRPMMETH PVAKQ YAATAAKT PPARTHVLVMT SRS ACMHVAMYF VTGC VKVT SLVTE PKRYRRGVG - 

50 PTRVGL SRVRHFHMT S QDGGGAL AL AHTVA 

51 MCVRPVKTASQNSRWSWHTGKPGVLKYALSLTWSAGVSSYHAAPAS 

52 MRASVATTTTSP 

53 MPRRAAAS S SHFFFEWQKIKCLPPLM 

54 MPRMWASTAWHSSHMMMS 

5 5 MAAPVVTVIjTPVLMLGIiMPC ALDKYAPNPRVAATEGL ST STL YPWAAYATGTLVLF PL PVGAC K YRTW 

MSSASTGMKSMDLATPREHTAARKIPTAWPLGQSTGPPEDPFKVERGLGESNAPRLSPRLRAGI^ 
5 6 FRVTRYRSTAPHEHGSKDLVPGGLGHPTKSPSALEYICVTGPREPARVLLPAPW 
5 7 MDVPRKDWVTVDRTWI S PAC SVL SRPVMLTTMAPKRPRVC WA 
5 8 MGARSFHPLEV 

5 9 MS PH AAVS APQTMTF F S I GLKMI G STATAK SRRPL AAQ SD I GARWS 

60 MSNTTPGQNMWAHIMPSRPPRACMGGTHS 

61 MASPRVRR 
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MYQAATKKMTKYRKPLQLAALAACKTTSFSSAASAW 
RAGDRPYMYCTSTIFWWRWSRPVDKAGKSEKEQGKMAHSVVEClSn^ 

154 

62 HAAVSLC S I PPT YIL ILKME - 

63 MRQGGAPQVLVKPVEFIHVQPNHDPRGGRVLFNRKTSVSFSPHV 

64 MCQIiPLVLlSWMFCLEPGERRPAKLSVL 

65 MTTTLAHAPCIEK 

66 MMSMMTSGTRIT 

67 MVVVGDQFIIMSHAIRCPVMVPRMEQLHSCTNQWCSGEIMNIWAASITPPQRSPT 

68 MSMC VRKPC VRAPRC CTATFGETGI QHRDVF PTLSHGTHPGTWRTAA 47 

69 MLSLEQSLVTM 

70 MVIQDSRASKKIEKEQPGRFPVA 
MYPMRSAKPHVRVSMTLPTLRDLCRGSLGPQEGREPRGDRSHPAQPSPSFPYRGQGYPG- 

7 1 FPQDLPVERRSLGMGWRLPRGWDRSEVFLVWTPNLGPLRGNKYTPPTIWPPPGNLTSCGRRLVFLLVFL 129 



44 
28 
13 
12 
55 



11 
23 
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Table 2g (Seq.ID Nos . 360 - 404) 
HCV 2b ncOrf ' s 1- 3 
Genbank Accession No.: AB030907 

No. Sequence 

1 MGATLRHESLPCEELLS SRRKRLAMALV 
METRVAVGQVGSCPLAGLVLLGAPATPGIDHAIWAGSSTPSRWLPISWGTSLSLAPLSEASPEL- 

2 WHTVLGSWKTG 
MQRGIYPVALFLSSYLLFCRALQCQCLQWKSGTSALATTPIjMIAR 

3 MVPCAAGYK 

4 MRPP I P PARQWAGPLGALLASL SLVPNRT SN 

5 MTACTRVSWPPCFMPTNSTALAAPSVCLPAVGWMIFVSGGEPWNTRPTSPMLKT 

6 ML PML SVEQGPG 

7 MDFLQLLRNTS 

8 MGRCGSSSFLRRPGT 

9 MTTS PPCQLGRPRVCGTWRIjPWSL SC SAQWRRRS SCGGLRQWHVETSCMASRF PRG 

10 MAT PPRGG S S 

11 MSRPGRSRFCPPSHNPSWGHLFRGFSGRYITGLVTRPWLAPEDQSPRCTPAQRGTSWDGLVPPGLSH 
MIDGVHCCRQGLSQPSKDHPEDPCSALGDTPWACSERPCAPGVWPNLLTSSRLNLSTSLDGRPVFLT- 

12 TARHQLC PKLTRWATCTHRQVAGRAPRSIjPHI PVRGIKC SC 

13 MASFSRMEAAQPAPMISSSATSAIQWTLPPSLASEQSLTRLRPQVLGWWF 

14 MRARSLFMARLSL 

15 MSSQQPFGAWASMPSPTTGVSTSPLYQLKGT 

16 MSHQAKGRLGCSTA 

17 MMPGQLGTSIjRIjLRIjR 

18 MPTSSPRRSKEEITLRI_ 

19 MI RWLWPLTRK S YMRPLMRWKNAPPKP P SLRKGSGWRRCLNLRY 

20 MLPLLTTWRSLTPRCA 

21 MIWWWMPTFSWEAM 

22 MIVSLLYHQST 

MWRGSLGRWQTKCSALSKTPMTPVTPLGRIPEETASSSPLARLPLQMRDHCPPCLPLRGSRGTLT- 

23 WSLSQRDPLPLPRGSVRSSTRTLSRGLQSPIKRIDLSAAPCHTPGQEPS 

24 MTQSCRTLSGLPLRLVRGSSQ 

25 MRCSVLIPPRAEKSQLASSYTLTLGSGCAKRWPFMTLHKSFPRQ 
2 6 MGSNTLLQNG S I F S SKLGEVRRTQWGSHMT PAAS TQ P SRRGT 

2 7 MGLTPSHCTHTLPTNSHGWQRLSGNLERLPLERGRVGRVL 

28 MPDPAYYSFAYSYLA 

29 MNHSPVRNYCLHAESV 

3 0 MSGHLGVPPQDC 



AA 
28 

76 

78 
31 
54 
12 
11 
15 
56 
10 
67 

108 
50 
13 
31 
14 
16 
17 
44 
16 
15 
11 

114 
21 
44 
42 
40 
15 
16 
12 
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MGHDAELVTNSYHDPRLRCSCSRVGPGNCLRRPLGCGIWLGLFLHAGSVGQGHCHPPSCCGSGCDHLF- 

31 HRRDSGPDRWELCWPL 

32 MRYRPSSVGLRAGLLLYS 

33 MRSTTLPH 

34 MHRKFHHLQGADVCRGGGA 

35 MQFHTRRPLQIGR 

3 6 MLLLRPTGTI YWPVAPSPKHRGRAVPLWTFSSCYEIHRKVGMGGPPFPVAGRRQDLCMPLDAHHTGPS 

37 MGSPPGGPRGA 

3 8 MWRHPAWPPGFREAR 

39 MGPGWGGASRRGSLLPGDRLHLHHWPHTPE 

40 MRLQSRPH 

41 MAQDRTILGQTHVELHQWHTVPGGTLHLTGKSRSGINDGFQRRIN 

42 MFGVLAPGHLGVGMFHSHRL 

43 mSKHLGPRPLGHHEMNRPEDLPKHVAGNLPHQLLHRRAXiCAKTPS 

44 MWARGGEVANQPSE 

45 MSWQPPGPPLPGEP 

46 HCV polyprotein 



84 
18 
8 

19 
13 
68 
11 
15 
30 
8 

45 
20 
46 
14 
15 
15 
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Table 2h (Seq.ID Nos. 405 - 479) 
HCV 2b ncOrf 's 4-6 



AA 

No. Sequence 

1 MRLTDL S QL AVTRAKME P PRKEEKKKIRKKRKKKKNKKKKKKKKEN 4 6 

2 MCAMRRRQAHVAFQLWPAGLVD 22 

3 MSWCSPCW 8 

4 MRTPLGPSYFPKL 13 

5 MSRSQEGCSLDGPREWPVGTFSSWSSTLMVQKAHDHPLPQSWNRGSQERSPWSRTQFGSHRLP 64 

6 MPFYGWYR 8 

7 MPLRDF PVRWRVP PGTVCH 19 

8 MMTAWLAVC PGPVLWPWGGIjVS 23 

9 MRHTCKCPIAPSQFSIiYVDYGRQRPEGQSEW 31 

10 MRQGPWC S SRYL S VRAGS P PGKFGAQLVACCC QKNWAS V 39 

11 MHPVYHLSSGPE 12 

12 MPLSQPPTR 9 

13 MAPWETL 8 

14 MWPRGPLCPLSTRPP 15 

15 MHRSWRLPATGKGGPPIPTLRCIS 24 

16 MATPPTQWWSAAVDSADPYPYLPICSGLRV 30 

17 MLQRIYAPPPLHTSAP 16 

18 MDNATVCKGSLSGTWGSTRALIiHT 24 

19 MALGGNAS STASCLQHW 17 

20 MGHIQEDGELR 11 

21 MAL PGGGGLE AVRH S Y 16 

22 MICRETS YGTLC SHAAHGPFTASRD 25 

23 MPTPTLSRSRQRSNRRGRACDTL 23 

24 MS P P PAPTVNHPDKSRRL ASGNGVSL S FVFTAQLKR 36 
]VMSEALTARARLFHAIiRGGAPSFLRVAATRES SWGEYVCNEKAS S PC SL S IMAGRS SGLTEYTAPY- 
ISKLRFWFRVSWASSMEKKWIMTIRTQIVGAYWMMLPSQELTGECLTVSQAAR- 

VIGWGSLWKYRRRPRESSATDTFEEQDVlSSKSYSGIiGRSPGGAEYLVIASWAIiRFRSSSSIiPWLSE 

25 MTTR S S PHT S I VGST I P AALH AARALM 217 

26 MVF PMLWKT PL ARQRL 17 

27 MDSSVLMSL.SVTVESKQRVSYENPIGSFLLPQALRRKSTRSAGEYWNP 4 8 
MRRAGFFPPLAGS I QNTSFLAMAVVS IGVCWS SRRS SHTDRMWLTAPLDKLRT SF APNPYRDLAEWG- 

2 8 GWAQASSTERSLALTLEAARLTSCKTES 96 

29 MRAPVQE YDMEQQ I TE S S 18 

3 0 MTSHSPSEGGADLAGSNSRSGSPGSPSRGGMEDSDPASEAAVSPEGCWTLSPPVSAPVE 59 



206 
13 



16 
12 
23 
34 
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ME SRE SRT I TLE SD S IRVTSPPMKRLASTMSQ S YAVLWVVQVAFKDGAD S WL AEELACEGGD PLASR- 

31 LAAVSAVMWDGSVNMEANTSVSGSGSQGS 96 
MGKVPCHMFRQVFGPVIFMVPKRTWPEMFAPHEHRVV^^ 

32 SQFLKSVRMEHTHSQMSRSQDPEHGTGQSSVIQACSLLSKLVIVSELNTCVTRSEASDSAT 12 8 

MTPTTKAPGDKIAGRRFTTSSTEGFSP 

PVAPAGGAIWEANHPPJyMFKRMWLVGSGLVNAAIjKAI IDATAGF PGKVESPARYCMPLMKFHM- 
CLAQNC S ILGHDDCMAGCMSWACFVAC CRRPS ILDL S I S AIRC PS SMRAALE AH S S I S SKAS YKI SL SGA 

33 TTT 

34 MRPMMEMQ PVARQ 

3 5 MTSRSACMHVAI YF VTGWVRVI SLVTAPKRYRRGVGPVSVGF SLVRHFHITSHEGGGAFALAHTVA 6 6 

3 6 MCVRPVKTASQNSRWS 

37 MVKVGSRLKSTI 

38 MTESKSPVYPVIRASVATTTTSP 

39 MPRRAAASSSHFFFEWQNIRCLPPLMEARGIALP 

40 MLAWGWTVPGGVAVARTTSLTPAVSAWSRWPMPRMWASTEWHSSQMMIS. 52 

11 

41 MLGL I PWALDM 
MSRDSTGMKSIDLATPLAHTAALNKP^ 

42 FRVTR 

43 MAPRRPRVC 

44 MGAKSFHPLEV 

45 MSPHATVSAPHTMTFFSIGLNTTGSTATARSRKPWAAQVDKGERWS 46 

46 MVINSIWIYLAPARCLTRVHTRSRA 

47 MTATQMX PSRPPRASRGGTHC 

48 MDMIINMTSPSSPCSAASKA 

49 MKNHSGPLALAALAECKMMSFSSAASAWPSMMSIQRHAQILASASNRKRRTTHSHFTMYFVTAGESP 67 

50 MVKFTVHG 

51 MRQGGAPHVLVNPVPFIQVQPNQAPRGGLVLFSRKTSVSLSPQL 

52 MSSTLVTLVSYSKVPHPIRKSSSPRQEDKRSGQPELLNLLA 

53 MK P VC KL S L QLR AVRFMC QL PL VL I NWT F C WAP S LKR P AKL P T VR PTVAP VE 52 

54 MAMTLAHAPCMEK 

55 MVRVGDQFSIMSHAMRWPVI 

5 6 MEQLHSWVKLWRSGDTIRACDTIITAPHTSPTYRAEQTVAAITITSTCARRL 

57 MLLFEQSLVA 

58 MFLISTEDTGTVTHDRRASKKIEKEQPGKFLVA 
MYPMRSAKPHVMVSMTLPKLRDLCRGSLGPQVGRDPRGDRSQPAQPQPSFPYRGQGYPG- 

5 9 FPQDLPVERRSFGMGWRLPRGWDRSEVFLVARTPNLGPLRGSK 

60 MRHAVKDVAPAGAHGEPPG 

61 MLVFQEVLPHGPDWNGPPG 

62 ME PHKRVTQRADWQLLLLGPTWC YEGSC PGV 

63 MGGTGSLQGRGGQLAR 



72 
9 

11 



25 
21 
20 



8 

44 
41 



13 
20 
52 
10 
33 

102 
19 
20 
31 
16 
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64 MLRDL1WLRRCHPPNSGLIIRRGFWHTRPFCVTIDGEGSLPHV 43 

65 MVSPRGKGDQSVHPLDRPLSLADVAAQDCCANDSHYQGARGQNSR 45 

66 MGQGNLVGHGTQAV 

67 MTKGHLLYVSVGSCHRTGGRGCG 

68 MALVADDD I I GAG 

6 9 MQDVSTCHCLSPPHDDLLLHWAEHDRLHGNRQVPQTLGRPS 
7 0 MSHQGTHS 

7 1 L^HPPYIHPHLEDGEIYGAWIMPQSWVVYQAPGGQPGPCSTLNIGSIWVLPKTVCRAQ 
MPAVRPHVFNIGDVGIiVFQGSPPDTKIIQPTAGRQTLGAARAVEFVGIKQGGHETRVQAVIAVEGG- 

72 PVYVPAAVGID 

73 MAAEDNFQDQLGNTS SVGEDHGKSW 
MTLVDGTVALLGKWAFWRYYKSLRHDHHGPTHISHVQSRADRSCHYDHIDVCSQWSECTAVFYSHIR- 

74 CYLYPAAQGTIVILAWDTSRKMENCVSEIiPGDAWRAHSGWASADVPDFH 122 
MPGVAGAPSRTRPARGQEPTCPTATLVSIQRPRISWLSPGLAGGAPIFRDGLASPTRLGSLGSLP- 
CRAHTQPGAPARQQVNSANDLAATRELDVLWAAVCVSFGFSLRFRICAHGARSTRPP- 

7 5 GALASTLSGSTTRPFATQRYSASSLAGARPNDRT 156 



14 
23 
13 
41 
8 

59 

77 
25 
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Table 2i (Seq.ID Nos . 480 - 517) 
HCV 3a ncOrf 's 1-3 
Genbank Accession No.: AF046866 



No. Sequence 

1 MALWVSCSLQAPPSRESHSGLRNR 

2 MVMRAAGGQGGSC PRAAPVHLGAQMTPGGGPAIWVKS S I PLRVD S PTSWGTSRS S APPWE AS QEP SRMA 

3 MRPMTSFCTHPAAYLVFRTTIYPRAGPQ 

4 MPPEGLLAFLWAPlSIRJSrCSWIiTPMARGTSTALP 

5 MLTSPVLLMTNRTAGTTHLDLVKLSRHQVSAVLYTASHHRQWS 

6 MPRACQPTPGVRMI PMCSCWSPCGLPWGGLGARG 

7 MGVGGIPEMSQTSSAPPTASGNILRPHTAGWRGPG 

8 MSNTFMALDLAWWDGR 

9 MRGRVKTALL S ALGS WP S S ASL PYH PGT S I GS AALYGGT STPYVDAS P P SKC GS P PYLHAGVGTVS SC 

10 MTIGRWVGDCWPRSQHTPSKLGAFLGLL 

11 MVQVRERSRAPNI PRSKCTQM 

12 MPMS SLLGAGGTPQRAC S VLDL S PVSKVPLEVLLC ALRGMLQGSLGLLC APEV 

13 MPRPAAVKAQRSRPLTWHKDILFSC 

14 MGSTPTSALGTAPLQLVPN 

15 MNVMPKTLLAYWVSARS 

16 MCPSYQQQETS 

17 MRF P AANWAVRAEVD S VHTDMS P P VKDRLECLTRLF S VS AMTRAARGT I S S PLRPQ SD 

18 MPTFCHRliS SRDLTSRT 

19 MDLRPF YI GWGL SKMK S ACHT P S QNT S WHAC QL I WK 
2 0 MRWRSAHKPPRTSSKLRQ 

21 MELVSQAPWWLLRSWEENSPPLRTWSTCCPPYYLRVLSSSV 

22 MF PR AMLQRG S PHC 

23 MKZTQALWTTGCVSSGTGFVRCCPTSSHGSLLRLCQRSPGCPSFPVKRDTRACGGGTA 
MGPCGLQGRVHVLTCGTVLSPSMSTPPDPVH 

24 PQKMSSSWAKYRLLSSSLKWMG 
^TPSSRWLQSVSR^LPSILQPFLSGLGQTTILHCWTAGKLRIMYHQLSMDVPYH- 

25 HGALRRSLLLGGKEQFSWTVPMCPRRYVR 

26 MTPAALTQL SLNRT SGWKRRYTNAATLNRRPGK 

27 MIWSWWPRVTASMRMGQP 

2 8 MLH S P PTTL S S SHL APPT S PWHGTTRGGGT ITS PVMP PL P 

29 MDHS PVRNFCLH AE S A 

30 MPSKAQQLQAHHFLQAGVGSLDRC 

31 MYSQFHIVQGEDVRGWVRAPVYRRLQLDQGGALRYRRS 

MGAEMGVRH PHF P P P SGPTRVRC PL ADADDNT SRS SLGE PCHAERRRRC WDTRYRLVPGGLLC GW~ 

3 2 RAGQTCPGGDLQPDGPLAPSFARPHAPPTGVCWG 
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33 MVEPVHHM 

34 MRVRPPSVGPPLTCTRE 

3 5 MRCHTTPTRRTWGGGGTVDEQAHRIRIPGQPRFTNALCSRERCCSEGHRIAEFSNCHKPAPAVTPVDQ 
3 6 MARGCQQLR 

3 7 MCLTTTGRSAGPS SSEEKNNSAGRFQCVRGVTCASGKI I SVLETAGRE 
3 8 MLIHASSRGRTGRSGLELRLLVHR 
39 HCV polyprotein 



8 

17 
68 
9 

48 
24 
25 
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Table 2j (Seq.ID Nos . 518 - 587) 
HCV 3a ncOrf ' s 4- 6 



No. Sequence 

1 MESFNDCW 

2 MWEHLQSVEGNLPIjTIjRSASRRR 

3 MMSQQGVAEWADGQFLLLSTTRCYQGAGPRVRHRAADHALLLAVTNGGPRVATQVRIARFSLERRHG 

4 MDSWWYIIRSFPAVQQWRIVWPSPDRKGWRILGRFLETLCSHRELGVISFGPQRF^ 

5 MRPMRLASGLQRRS 

6 MRRVSQHRGQHRNIWFWLTGELRSYRVGIQPYRESDLLS 

7 MEVPHSAHFNVAVGSHAP 

8 MTGYCCPARTACRHHAVPPPHALVSLLTGNEGQPGERWHNLSREP 

9 MGGNPPPEYVEKHSLVGRQGTGD 

1 0 MLVPEGLKLLPVGSYYGLNDSLLLGGSLQQSKDFFLELVGYCLSLLDVRGGL 

11 MTHNHNAAD 

12 MAKDKVPPPLEQGYRYSIjTVEGDIjTFRAQGHFFDVRMWHSDAAWGSSCR 

13 mtfitdnhivcppgatpvrekltvggigqfgtscngavpsadvgvdpigtrheraka 

14 mkvsylialwnsrrs 

15 mprrahnrtsrgtfetgersrteqarcgvppapsrddigiagnqv 

16 mfgarersrtctmvnsprnpphcct 
mqqwmllaawifdiaalppgpvasggkpvlepto^^ 

17 prttpavcglrmfpeavggaeev 

18 miikqpsyepgvyglitvqgsavdvpraigvnqlqfllgahtkkaskpsggmscratggicygidp 

19 mgpgyyveqglghpqdvrhrhtqsgepihhhipshsms 

20 mttyrsggcsdvpdchcrchwgpargyiwlntryaagcvqndviglihntaigtwgedvearrippl 
mregscdashggaderdvphevgestrkgiddftqiagpppgviwaprwtgaargqeppcppaal- 

21 itiegprvpglspgpasaltrlgdrlsssagl 

22 marrfpredrsssqgsdpwwsvas 

23 msmtl srt pl pgrgapwk 

24 mifpdahvtprthwnrpaelffsseeegpaerpvvvrhihgqlvvhnpelssgptvedcsla 

25 mnqesqplfqtppv 

26 megth aqggalp srr 

27 MEGRNGGVSPHPLQ 
2 8 MDKVYWVRWC TH 

2 9 MYAALQAAWTHS SHDRLLLPRKDSVSTSRRPPATRPC I PFDRK 

30 MYRVYLGPYGHDVGCGKPHLGEQCGSRWKRWGPG 

31 MPPRSNPRPRETYRRWNRSVWHQL 

3 2 MDSAREQYILVPRKRPGPLCFYRCRSGHEGILPDSSVEQQEELNCQRKMGT 
33 MMDKAGIiLAG 
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3 4 MGNAKAGMD SRPC SGVSTRAPHHTGCMWPQDVS 

35 MPGQLYKV 

3 6 MLRHRPLKT 

3 7 MDGSRAGTGATL PTRS PHYHRGAKGTRAE PRTGLRSD APWG 

3 8 MALPGGGGLEAARHSY 

39 MPTPTVSRSRQSSK 

40 MSFPPTPTVNQMDKSNWPARGSGVSLVL.VRTAQLKR 

41 MIAGKSSGVTE 

42 MEKKCVI ITMRTQMVGAYMMMDPNQELTGV 

43 MSCSVTVESKQRVSYENPKGVFFEVHILSRRSTRC 

44 MMWGIGVWSSSKSSQTERIWLMALLDKERTSFALYPNFDRAE 

45 MVSMRAFTLDARSFTSFNTVL 
MGSFSSSALHGVIRAPVQEYDIEQQTTLCSSLSLTVDQESQLKSGSPGSPSRGGMDEHDSESDSPPGEG- 

4 6 GTLrE WLDCVSTPEEELF S SCGFKDGNDF S AS ARNAADTLEPS S 

47 MLLPISCRHNKLAFTSSASG 

48 MGKVPCHMLAHVRGPASRMDPFFT 

49 MKGSPGSAGIILAESHDLKSDSTEQTQSQMIRSQSSLQGLG 
MSLFIHCTAPSPGPTCRRSMAAHITPTTRAPGDSMAGNRLTMSSAVGSSPPMILKATKAPETPAPY- 

PARMSSKTLPRPIPPMAAPAKPIiTTNAEELWGPAK-" 

WVATH P P SMLiKNIVWLVVRGLVTEAVNAI RDATAGL PGRVERP ARYWI PLTKFH ICLC QKAS S FC QLVAT 

50 MGSMTACCWVARC SNPRTF SLNWWAI A 

51 MYG AACEH SSIS S YC 

52 MHAMTYFVMGCDKQI SFWTGPNRYKRGVGPC S VGLSRTRHFHVS S QDGGGAC ARAHTVAW 

53 MEKVGSRLKSTYCSTATLQSMTESKSPVYPVMRASVAQTTTSPWGMTDTSRPL 

54 MLEC GTVML PGGVRVAKT VSLT P AVS A 

55 MKEPKPSVAATDGFSTRTVYPCAT 
MNCRAFATPLVHTAALKIP 

5 6 S AE PQ AHG SRDL APGGAGH PTR S 

57 MTLI SMGLNITGSVATARSLRPAAAQCC IGARW SYR 

58 ML SMI I WK YF P P I TERT SMQRRT S TC ARTK 

MTP SLL PRASKGGTHTWR AD SHLHMVYWFHH I RRP I QC L YQGDKVKK PKR AKT P APRVAL S S PDH AYAR- 

59 WGSMRTSKARGQRPVRL 

60 MRMTNSHF SAHPTMPDPTP 
MFWWRCIRPVDSAGMGVKEQGSMASSVVECNSGCCSLRSRSSISQRSPLV^ 

61 NNVKLTVHG 

62 MQRGWQGPAPHRLYVASGCFLKQSVGQKRSDSFPEFPPPP 

63 MS QGE APHVLTNPVEF I HVH PNHRP PGGRRD S SRNT SVSF APQV 

64 ML AS VKG PHP C LKKVMGL QLL SL 

65 MNPVFMDSLQFRAVLLMCHEPLVLTSCSFCWAPTLKRLVSPLVA 

66 MMIATLAQLPCME 
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MPQWAPAIMSNKVWGTRRTC ATAI PRAGNQF I IIS QAI RC PERWPGY SEQLQVWTVWWR- 

67 RGL1WKAC PTRKTAPHI S PT 

68 MTSSASYTILIiLEQSLVRT 

69 MYPMRSANPHWVSMTLPKLRDLRRGSFGPQDGREPRGDRSHPAHPQPSLP 

70 MVFLLWLCGLGSVLMLHGLRDLPGHSQAPYQAVPQGLSRPNTTRLVISRGHAQISGY 
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Table 2k (Seq.ID Nos. 588 - 640) 
HCV 3b ncOrf 's 1-3 

Genbank Accession No.: D49374, D26556 



AA 
25 



10 
10 
19 



No . Sequence 

1 MALVRVSC SLQAP PFRE SHSGLRNR 
MSCRVGAHNWCAKQW^ 

2 PAVDAPAGAKMTPGVDPATWVRSSIP 91 

3 MRLAYICLPTTAPTGALCMRPTT 23 

4 MSQDIVWLGI 

5 MGHGTLTALP 

6 MVP VRTDH I AGT IH PD PVT 

7 MSVGP STALH PHRWWWAPL ILKAC QL I GLV 30 

8 MMPRLPAAGPGPGLRQGVW 19 

9 MNIDSQPPATGRGESAVILKIVTAVSNNHCSIQRLTR 3 7 

10 MPPSGPGCSCSSGSLPYHHGISTGLAVLSGGTSMPYAGVRPPCKYGSPPCLFEWGTV 58 
MTTC PPYRTGIjPRVSKDWRWPRS PS SLVLWRLRL S PGVQTQQPAETSC AGC PFRRGWAASCCWVRLTI - 

11 TRRWDGAYC PRSQHTPSKLGDYLELLSPA 97 

12 MVLGRGLLLVTNGPRFKCTPMWTRTW 26 

o 

13 MLHRDILS 

14 MGLT PT S VRGH AP S Q PVPNS PT PHT AS S S PMGVVLE APNT 40 

15 MNVTRKTL P P YWV 13 

16 MAKPSHWQ 8 

1 8 

17 MTQWPGMTYNLLRPQCD 

18 MTPSCHRQNSRA 12 

19 MRCGNVSYA 

20 MMRWKNVP SLLLT S SKHRL SL SN SRTK S S AC CKGRANKKLKFD P 44 

21 MGLGSPAP b 

22 MYHQHTMSPRATRQQK 

23 MTSGTGSVSYLVTLRPGFRPRSCPRCQAYPFSHVKRGTREYGEGMG 4 6 

24 MAP S P SMNT PLGRVH P S PRT I TRVPCGA 28 
2 5 MSRCVGWGILITWWGPRTTA 20 
2 6 MLLLVSPF b 
27 MQMGPSFHANPSRTSQC 17 
2 8 MGRMCPRHSLPWQRDLSRRRNRKGQAHPPQE 31 

29 MLTLGPPSVTPKSRAWFAVLCHTPGLAP 28 

10 

30 MTITKMYSRR 

9 

31 MFVPCPAKP 

32 MTSGRRRGYTNWTmQRLGRQSALSQSTCTSGVPCITAKDSNAVIAAAALAASCLPALATQ 62 

1 6 

33 MNHSPVRNFCLHAESV 
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34 MTGSFLGTTRSMPGNLGVPPRDH 23 

35 MALAPPRF S PQLGPK 15 
3 6 MRALRR3STRQQQHIVLDTDFTDGGRQAPWCDHRVDPKSCEWGGPANAVLSTIRRRRLRGRVPCGTSVHL 69 

37 MCVDEQYRVCKDLWGSPLQHLWGDEGH 27 
3 8 MPYRLFQEAP 10 
ML I YT YAP PVNRAHTPP PEHRGRAI PLWC WFCR SGLGSQVGVRRPRL P P SGGRTRVCGPLDDVTDF - 
SGGSSNGELGDAERPQRSGTTGLRLVPGCILRRMAHPGEARSADNLWFDRPVAPSPARPPAPSACLRLD- 

39 GRRRC HHRGRGAP APRVL YL I TMV 

40 MGPPPACSR 

41 MAPTVPDLSIRPANSGTIWNYCHQPDR 27 

42 MSRARRYLHTGYRHGAGSSRDSRGEADGTGNRDPSRQHHGAAS 43 

43 MSHTPEADSARPYSSPV 

44 MFPVCSLHRASTGYRSAIQGQSPRLAAKGEPTRS 

45 MAESGGVLATAHVELCERDPVPGRSLHTARQPCRGFPYGIiHRLCNQPPHNQPDYVL 5 6 
MCC SVAPACRPWGRS SAVDEQTHSVRI SGEPC ITNTLC PRERRGSKSNS I AELSNRHPI ASPVT- 

46 PVDQRGLS 

47 MSKGVQGSMARGWGDDNALPLWGRLYRTRKEWVHEDSRIRPLR 

48 MPGASARVLHRVRRSEAPPLCSSI) 

49 MRTRAGRRSVNLDVARSCSHHRRHSGPAPCARFTSIGS 38 
MEGPNLRAARS SRVCLATNS SRTS AS PPQKEDNQARWVEC VRGTPC PGRE IF PVDET- 

50 GRDRHILLRSRYRIHR 

5 1 MQRRGGKTTYQSTQQLVAETPQSCLLYVI SKRRRTSEEGYLRQTASAR 

52 MLSCPPPLRPVEVRV 

53 MRLSPLPR 

54 HCV polyprotein 



159 
9 



17 
34 



72 
43 
24 



73, 
48 
15 
8 

15 
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Table 21 (Seq.ID Nos . 641 - 712) 
HCV 3b ncOrf 's 4-6 



No . Sequence 

1 MAGSGTRHAVINWPADTDRKPTRKI 

2 MESFNDSW 

3 MFGDSRVKATSW 

4 MLHSLFGRVLEPVGRPHRCN 

5 MVIEHLQSVEGNLLLTCGGASR 

6 MRPVRLTSGFQ 

7 MQSYTEGDLVPQKGLTRRS I AVEPHSV 

8 MSIPHPTHLDITVGGHAPQGTRVIVRGDGCTRPSGVFIDGEGAMPHVSAEA 

9 MVPPRCERYESVHPLHCSFPRAYMPAQHCSTYHANNQRSRG 

10 MPHDDDTTY 

11 MSQSGKHSLPEV 
MAEYKVSSSLDHCQWEGFAIKGDFSVTGEAHLLDIRMRHRDAAGRGRGCQYRQPHP 



AA 
26 
8 

13 
20 
22 
11 
27 
51 
41 
9 

12 



12 GCLC L I QHRAYTQYGGSVLRVTF I ADDHVI GASRTT P I GEEL AVC GVGEF GTGC DGAC PRTDVGVWP I GF 12 6 

13 MVNSPHDPPYCRTQEGLGGRGQHDHLTSHHVLXPTCQAGDNSSK 44 

2 6 

14 MEQWLLLTAVTIFKITALSPRPVAGG 



MFMSSYEHSDLEYREVHSARIMPQSVRWYQTPWRKPGPGPAAGKRGIMVLPETIGRAFKVGLICFN- 



110 



15 VLHPPIDVARGSPTSLYKPCTVHPHTSKPPALGGSQRGQQEDI 

18 

16 MISDRRGGHTRVLDGHRR 

27 

17 MSEGSCDAPYRGADERNVPHEVGKSAR 

18 MPRRRLRSKMKSAPSRRWAVGRLQGEQNIWSWPP 34 

13 

19 MKTLRGSSSTSTS 

" ' " " '" 20 

20 ML PRKRAGD P S PQMLAP S P P 

12 

21 MVLLWRQSRSMT 

22 MTPRPILRQFRASHRTQRWILYLLLRRMCLSLPVSSTGKISLPGQGVPRTHSTHRA 56 

14 

23 MKGAKEGC S PVWPR 

15 

24 ME VNRAQ GAG PL WRR 

14 

25 MKAGTHLHMNAILH 

2 6 MGFLGRRSWPPPRNEYPPPYAPRHNCRRSRATGHASNCARGRVYSAQWCIH 5 1 

11 

27 MRERVCLAPWA 

27 

28 MLLLLLPRRSRGHSVLVIHGSPEMRTL 

16 

29 MLQVPLGVWL PNLQGC 

3 0 MVGS PLH ERRQWLDMP P SMQ SLGPAVL PVTRSGHLYE S VR 40 

39 

3 1 MLSVALWSQQWGHTRNNLRHSTHI APPSQTCRTAAPLE 

32 MDLALGQNIPVQHKRRGLWCFCRFQWGREGILLGRTPGRQGGWNCH 46 

47 

3 3 MLRSGTVGAIPSSCNRQPDPATTRGPTAPKRATRTRCLRRLLCLHPR 
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34 MRRRMQ PGTRRNP WPLR 

3 5 MSMAILASQSLNGAVWAHCGHDLQDHSALPSSSCRRLRIDVHVLIiRTF 
3 6 MVCPHWDHLC 

37 MCCCCRFRRRARIRVSARSRRRPHTQCSCWSSRW 

38 MALPEGGGLEAARHSY 

39 MPTPTVSRSRQSSKWRVRARDTL 

MSF PPTPTVNQLERS SWPAVGNGVSLVLVRTAQLKRYRPHILAFPPWAMSIjARTARARCLHARRG- 

40 GI P S FLRAP ATLL S S VGE 

41 MIAGKSSGVTE 

42 MEKKWVINTMRTQMVGAKMMI F PNQELTGVWRAVS QAARAKGVS GSRVR 

43 MASVKARRAVLSSSTPQLSDITTKSSPQTRKDGFLRPAALLAAVALM 
MGPPMYSRSVRALIAFRASGSRSQHWYIPSSVLMSCSVTVESKQRVSYENPKGVFFDVHILRRC- 

44 STRCLGEYWNP 

MRRAGLRP PF AGFTLNT S F FAIMWGI GVLL S SNK S S QTERI WFMALLDKERTS F AL YP YFDRPEWG - 

45 GTREHASSKESRRPFTPDARSFTSIiSTFIi 
MAPVQEYDIEQQTTLCSSESLTVDQESASRSGSPGSPSRGGMDEYDSTSDSSPVSGESPDSAVDSVPT- 

4 6 PEEDVPVPSGFVDGKDIiSARARSAADTFDPSSIilVLFLRGGGTGAGRVGGKAHP 

47 MGKVPCHMLAQRPDPAILMDPFLTCPVKSSPQGQRWITPSPRHTPLYPF 

48 MPGTLGMILAESQVLKSLSTIQTQSQMSCNQSPLQGLG 
MSLFIHCTAPSPGPTCRRNTAAHITPTTNAPGDKl^GRRLTMSSVVGSSPPMILKATRAPETPAPY- 

PAST S SNTLPMPMPPTAAP AKPLTTNAEDAAG PARCVATQ P PRMLKNI VWLVVRGIjVTE AVKAI RE - 

49 ATAGL PG SVERPARYWI PLTKFHMCCC QNAS AF CHCDCTMGRISASCWLALCSKPRTLSLNC 

50 MTTQPTDKQ 

51 MQAMMYLVIGCVMQMSF 

52 MRHFHISSQHGGLAFARAQTVA 

53 MPDGRSPGVTNRYIPGLPRPVRPLR 

54 MEKVGSRLKSTYCSTATLQSITVSKSPVYPVMRASVAHTTTSPDTGITDTSRPL 

55 MLPGGVAVASTVSLTPAVSA 

56 MVRVPVRMLGSIP 

57 MYVPKPRVAATDGFSTRTEYPCAT 
MNCRAFATPLVHTAALKIPTTCPEGHMTGPPEEPLRQDSGLVLSKLAVESPLRRAGRTSASR- 

5 8 VTRYRS EE PHVQG SRDLVPAGAGQ PTR S WSTLVY I 

5 9 MT P PT WPKKVWVAVD STCT S P VTTFL SLPVRLVT I VPNS PRVC WAYAE I GD SRRH P I FL 

6 0 MSPQAAVSAPQVITLISIGLKMTGSVATASPLRPSAAQSCMGDRWSYR 

61 MQIRINTWARTK 

MSKIREGYSRLASKITLSRLPRTSRGGTHTCKAASPIjHMAYWFHQIRRPIQCIjYHGDKWNPRSRST- 

62 PAPMVASSSPVQA 

63 MCHAAQNATRYQT 

MF\^CMSPVDRRRIGVNEHGNISESWEWSSGCCSLRSRSSRSQRSPLVQLQAAENRCSCPPTNILTL 

64 NIEKFTVQG 
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6 5 MLQGGAPQVFTNPVLFIHTHPNHRPWGGLKEVNKKTSDSFTPNL 

66 MLASVNGPHP 

67 MGLQLDIRSGHPEELNL 

68 MCHDPFELTNCKF 

69 MISTMTTLAQLPCMEK 

7 0 MLLLEQSLVSKYRPDAFLYSRLDAGQVKQEKRARRKIEKEQPGRFPVA 

7 1 MSGMYPmSANPHVRVSMTLPKLRDLRRGSFWPQLGREPRGGKSHPAQPQPSFP 
7 2 MLHGLRDL PGH S Q AP YQ AVP QGL SRPNTTRLVI SRGHAQI SGH 
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Table 2m (Seq.ID Nos. 713 - 752) 
HCV H77 ncOrf 's 1-3 
Genbank Accession No.: AF011751 

No. Sequence 

I MGATLHHESLPCEELLSSRRKRLAMALV 
MAMRVAGGRDGSCLPVALGLAGAPQTPGVGRAIWVRS S I PLRAAS PTSWGTYRS SAPIJIJEAIJpGP- 
2 WRMASGFWKTA 

3 MQQGTFLVAL SL S S FWPC SLA 

4 MSPMIALTRVLCTRRPMPSCTLRGVSLAFARVTPRGVGWR 

5 MPAAPRLGLLVSLHQAP SRT SN 

6 MK ALT PAG 

MPTEAASTNAPTAGTTLQDLVALCPQRACVARYIASLPAPWWWERPTGRARLPTAGVQMIRMSSSLTTP- 

7 GHRWAI G S WPG 

8 MQH PWPGRTVLC P S SC S S ALRGI 

9 MPSSYSCV 

MCITISPLFETGRTTACEIWPLV^QSSSPEWRPSSSRGGQIPPRAVTSSTACPSLPVGARRYC- 

10 LGQ PTEWS PRGGGC WRP SRRTP SRRE AS 

II MGYAGLSTTGPERGPSHHPRVLS SRC I PMWTKTLWAGPLLKVPAH 

12 MSFPCAGEVIAGVACFRPGPFPT 

13 MLPPAAVRAPRSRLRTQPRATRCWC STPLLLQRWALVLTCPRPMGLILI SGPG 

14 MPH P S WAS AL SLTKQRLRGRDWLC S PLL PLRAP SLC P I LT SRRLLC P P PERS PFT ARL S P SR 

15 MPWPTTAVLTCL S SRPAAML S SC RPML S 

16 ML S PGLNAGAGLAGGSQAS IDLWHRGS APPAC STRPS S VSAMTRAVLGMS SRPPRLQLGYERT 

17 MPTFYPRQSRVGRTFLTW 

18 MGQHPCYTDWALFRMKSP 

19 MRWKSALSTYRTSSKG 

2 0 MQRLSPLLSRPTGRNSRSFGRSTCGISSVGYNTWRACQRCLVTPPLLH 

21 MARAWRELL 

22 MFPPRTTCRRAMQPPASLPYSAASL 

23 MTPLTPSS 

2 4 MSGRSPYLQKFCGSLGDSPGPCPSGRGRTTTPR 

MAARYHLHGPLLCLRLGKSVRWSSPNQPYLLPWPSLPPKVLAAPQLPALRATIRQHPLSPPLLAAPPT- 

25 PTLSPILPCPPWRGSLGIRISATGHGRRSWGPTRKMSCAAQCLIPGQAHSSPRALRKNKNCPSTH 

26 MGQKT S VAMP ER P 

27 MI PAVLTPQ SLRATSVRRRQFTNVVTWTPKPAWPS SP SLRGFMLGALLPI QGGKTAATAGAARAAY 

2 8 MASAHFHSTVTLQVKSIGWPHASENLGSRPCELGDTGPGASALGFCPEEAGLPYVASTSSTGQ 

29 MPGPAGSGFAYSC SLQG 

3 0 MNH S PVRNYCLH AE S V 
31 MPGDLGVPPQDC 
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32 MAPVSPWLSA 

MGYDDELVPYGS VGGS S AAPDPT SHHGHDRWC SLGS PGGHSVFLHGGELGEGPGS AAAI CRRRRGN- 
3 3 PRHRGKCRPHHGWACWS P YTRRQAEHPTDQHQRQLAHQ 

3 4 MLDCLPRGRNEDHRITQGSCHPDVYQCGPRPCGLARSSRFPLIDTLYLRLLGPLPGHEARRCHSRAPAR 
3 5 MHVGRPGGRHEHLGARWRRPGC SGRVL PVNRLRGH SGQDRLVREAGNYT 
MDEPANSLRLPGEPC F PHALRAGERC SRPRHCHTQQPHCNPAPE ATAS - 
3 6 VDKLGVYHSMLRFLAKGHLGLDMRGAERL 

37 MPVPDPIARIFHRIGRGAPTQVCAPLQALAAGGGIIQSRTPRVPGGVAITLRARTGRSRVDVHAH 

3 8 MLLQRVSRPRRRWKEGLLPYP 

39 MPQKTWGPALASLETPGPERPR 

MWQ VPLQLGSKNKAQTH SNSGRWP AGLVRLVHGWLQRGRHL S QRVSC PAPLVLVL PT P AR- 

40 CRGRHLPPPQPMKVGVNTPAS 
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Table 2n (Seq.ID Nos . 753 - 822) 
HCV H77 ncOrf 's 4-6 



No. Sequence AA 

1 MICRE AS I STLC SH AAHGPFTASRD 25 

2 MIPPPAARACKGAQTCVGAPRPIL 24 

3 MEWYTPSLSTDAVASGAGLQ 2 0 

4 MLQELPPRPRHTLQECPRGPSPVQRCRWRRQLGQHPQRQ 3 9 

5 MKQWRGYQAALTGPPSIVSH 20 

6 MRPASRRARRTSSLSGRR 18 

7 MWHPWSGTRHKLLCHKHLLSTRRRQGTCRRWST 3 3 

8 MSGNLEERASPQGLGPHWYTSG 22 

9 MRWSSFRPRGRQSSIPH 17 
MATESAPLTRQEQRRHTTRPPPCPVRMPAEATPAGAGGEATSRRGRRPLRAPTYPSDTTQSR- 

10 RTRGRTQDRASRPGMLH 79 

11 MAIL PDVC G SNQWGRARCC C P PLR 23 

12 MPCDDPLYGRDR 12 

13 MALPGGGVLEAARHSY 16 

14 MPTPAASRSRQNQNQRGRA 19 

15 MAALPPLDRSLARTLRARCLQARKGGTPSFLRHAATLLISPGE 43 

16 MIGGRSSGSME 11 

17 MRTLKKWVI S 1 1 LAH S VG ANMIMLj P S QELTGVCL AVSH AAL A RGWGSRVR 52 

18 MVQ S WS P AARQAAR ALM 17 

19 MATRAWGSRSQHW 13 

20 MSLSVTVESKQRVSYENPIGVFLDFHACTRNSTRCPGEYWNP 42 

21 MRRAGLRPPFSG 12 

22 MMWS I GVTL S SRR S FHTELMWAT AFL AWQRT S F AP 3 6 

23 MG S FC S S AAHGVT S APVQE 19 

24 MPEVEELPKLLVASSAKAVDRVDSVRTTVRFFRGGGTGGDRGGGSGQPWTTGGS 54 
MLPPISCLHRRLASMSSASGESWLAVQVALRDGAI)^ 
VNTATSGSGSQGNCDPTGYSWSPTL^ 

25 DT 140 
MGNVPLHMFLQVLGPTIL I VPFLTC PVI S APQWQRVC IMP SPRQTPDYPRWQDTKGI PGSCGMSL AF - 

26 SQVLKSLSTSHIQSQMSLSQEPEHGWHSELIH 100 

27 MAVTRAAASLSGT 13 
MAGSRLTRS SVEGTS PLMILNATRAPATPAPYPARMSTRTF P S PTLPMAAPARPAPTKAVAAP- 

GAAS WAATHP PNMLKRRVWPVVS GLVTAAVKAINE AMAGL PGS VDRPAKYC I PLMKFHMCF AQKTS SFC - 

28 QLVWTAGVI T S AWRDAVCRRPRAFCLNC S AS 1 1 PC SMYGKC 173 

29 MTTQPVDRQYAARAARTPPTSTQVIA/TTSRSAD^ 50 
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3 0 MYARSLTWS AGVS S YQ AQ PAS 

31 MPEGRSPGATNL 

32 MPGF PL PVL PRR 

33 MVKVGSRLKSTV 

34 MRASVDTTTTSPLVGMTDTSRPR 

3 5 MPNATSFAASSSHFFFEWQKMRCLPPLITSRGIALP 

3 6 MLGWDTVTE PGGVAVAS TTSL APAVS AWSRTVPMPKMDVAS VEWH S S Q I IMS 
37 MGLPWIVLTPVLILGSTPWALDM 

3 8 MVVPRFSTGIKSTALATPRVHTAALNRPTACPAGHNSGPPEEPFK 

39 MGRGESRLPLLSPRRRTGMTSACLVTR 

40 MTGPLGDAMVLVPAPW 
IviHVARKVWVAVDTIWTSPSTWFLSRPWIiVIIHPRRPLVCWAYAVMGASNLHPLETIPSAGPSS- 

41 ISWPLRAETGKPLMMSPHAAVSAPHVMSLVSIREKTTGSTATARSRKPLCAQSRRGVRWLYT 

42 MARS SLVMSNTRVGCTTHMSKMTASRPPRTLRGGTHTC SCASTLVRKY 
MSNIIHKQEQTRASASRRNRRTTYSHLMAQDAMLDPT^ 

43 CHC VVDS SNGL S SDL SLS SRSQRS PRVQLQAAS SLC STPPTYILTLNMV 
MHLGVIQGPEPHREYVASGCLRKQSVGQSKVLLPTPPMTQGGAPHTLVNPVEFIQVQPN- 

44 QLP S GGL VLLRTKT S VS F AP QL 

45 MCQLPLVLJSVMFCLAPGVRRPTSPAWRPAFPPVTWVSASTPANSSSTTRTFAQFPTMEKYAMPARTPQ 

46 MSMMACGIRSS 

47 MASAASYTILELGQSLVTW 

4 8 MYPMRSAKPHVRVSMTLPKLRDLRRGSVGPQLGREPRGDRSHPAHPQPSLP 
4 9 MVHGLRDLPGHSQAPYQAVPQGLSRPNTTRLAVLRGHAQI SRH 

MRLTDLSQLAWRAKMEPPLKKGKRKEKKKERKEKKKEKKKKKKKKNRKWLKRPECLPQPSS- 

50 VGEEVDAYPC SEQE 

MRHAVIITV'S PAVASREPTGQVQ PAS GRYWSEFELCS YCPVEEVLATYG SPAS SGQKP SAD APG- 

51 PVS P S S QGRD PKF S E ACGH P I DFTWRVTVE 

52 MESLNDWR 

53 MGHQYHPRPQCGGKHDYVA 

54 MATDVFCPIAKLGFG 

55 MWGRQAASFLYG 

56 MAVQNLQSVKCDFLLPLASTA 

57 MDHRWFWRLFPRLY 

58 MVGGASCLERWSGQLASRGAGHRRG 

59 MGGI SEHGRQHGYVRFGLAR 

6 0 MSSDLSSTVAASVHNAVSSPDPPIPALAGHKGNPRQLWHELGFQPGLKVAQHLAYPVPDVP 

6 1 MQSPQELGYSEAAEYGSDAGGCIALRHWRGGNMVPPGGEGY 

62 MAGRGLQEAEGLLLELLSEHHPLLDVR 

6 3 MEGGFKADQTLPHLVPRWGRGLSPSAHGGLVRYQVRKVLPTLLCLG 
64 MS E ARKD AL PKFKMVL AHGKPRGVH VR S 
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MSSPLDHLEGDSLAWGDLSGGGQSNLLDVRMGHSDGARRGSSGEHNQSRPRSLCLVKDSADAQDGC- 

65 GIRGVALVTNYYVISTS 
MGLGHVSTKAQRCSNRGVEHQHLVALGCWSRDLGALTAAGGSMQVGHLEALGHCWWR- 

66 GWREHRGSHGCP 

67 MVIHIGASKRP 

68 MTSGYLPR 

69 MFAEAISGAEQGWAHPSDDTRGRSAHFGESS 

MTRYMAGI DRTI AVLRRP VAPGREGKQLTNKKDRPAQVPHVEGRAEGGAPDKQ IDMT SKLRC GEF AVP - 
7 0 GGHRGGHRHPTPRGVTLANARDTPRSVQDGIGRLVHNTRVRAIIGDMVKPRGIAHLVG 
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Using Web-based computer software for the prediction of possible 
CTL epitopes for different HLA-alleles, every single ORF was 
analyzed for the existence of (possibly) encoded epitopes res- 
ulting in a (relative) cut-off value of 10 or more (according to 
Parker et al, mentioned above) . 



Strain 


Frames 


No. of epitopes** 


Epitope sequence listed 
in laoie ** 


1a 


1-3 








t u 


511 


Table 4b 


1b 


1-3 


238 


Table 4c 




4-6 


512 


Table 4d 


2a 


1-3 


238 


Table 4e 




4-6 


626 


Table 4f 


2b 


1-3 


268 


Table 4g 




4-6 


561 


Table 4h 


3a 


1-3 


219 


Table 4i 




4-6 


528 


Table 4j 


3b 


1-3 


231 


Table 4k 




4-6 


507 


Table 41 


H77 


1-3 


293 


Table 4m 




4-6 


711 


Table 4n 



Table 3: Number of epitopes (** for eight different HLA-alleles) 

In the following table 4, the exact (minimum) sequence of the 
eptiopes found with respect to the HLA alleles tested are given 
together with a (relative) score identifying the ability of the 
given epitope to be efficient in binding the given HLA type. 
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Table 4a 
la (1-3) 



No. 


Strain 


ORF 


Start 


AA 


HLA 


Peptide se<juence 




1 


HCV-la 


1 


14 


10 


B8 


ELLSSRRKRL 


16 . 000 


2 


HCV-la 


1 


17 


9 


B8 


SSRRKRLAM 


on nno 


3 


HCV-la 


1 


16 


10 


B3501 


L SSRRKRLAM 


1 n nnn 
j, u • uuu 


4 


HCV-la 


1 


17 


9 


B3501 


SSRRKRLAM 


*a n nnn 


5 


HCV-la 


1 


17 


9 


B7 


SSRRKRLAM 


1 c: nnn 
J.O . uuu 


6 


HCV-la 


1 


2 


9 


B7 


GATLHHESL 


i o nnn 

J. A . UUU 


7 


HCV-la 


1 


15 


9 


A0201 


LLSSRRKRL 


O C 11 f. 

JO . JlO 


8 


HCV-la 


2 


43 


10 


B4403 


AASPTSWGTY 


1 o nnn 
J.Z . uuu 


9 


HCV-la 


2 


53 


10 


B3501 


RSSAPLLEAL 


i n nnn 
_LU - uuu 


10 


HCV-la 


2 


64 


10 


B3501 


GPWRMASGFW 


i n nnn 
J.U . uuu 


11 


HCV-la 


2 


64 


9 


B3501 


GPWRMASGF 


on nnn 
z u - uuu 


12 


HCV-la 


2 


44 


9 


B3501 


ASPTSWGTY 


in nnn 
J.U . uuu 


13 


HCV-la 


2 


26 


9 


B3501 


TPGVGRAIW 


1 n nnn 
10 . UUU 


14 


HCV-la 


2 


5 


10 


B7 


AAGGRDGSCL 


•3 a nnn 
Jb . UUU 


15 


HCV-la 


2 


32 


10 


B7 


AIWVRSSIPL 


1 o nnn 
iz .UUU 


16 


HCV-la 


2 


6 


9 


B7 


AGGRDGSCL 


-i o nnn 
lz .UUU 


17 


HCV-la 


2 


51 


9 


A24 


TYRSSAPLL 


o n n nnn 
zUU.UUU 


18 


HCV-la 


2 


12 


9 


A24 


SCLPVALGL 


1 n n q n 
_LU . UoU 


19 


HCV-la 


2 


32 


10 


A0201 


AIWVRSSIPL 


24 .3 80 


20 


HCV-la 


2 


67 


10 


A0201 


RMAS GFWKTA 


O *2 1 TO 


21 


HCV-la 


2 


67 


9 


A0201 


RMASGFWKT 


/ o . o y 4fc 


22 


HCV-la 


2 


58 


10 


Al 


LLEALPGPWR 


1 q nnn 
lo .UUU 


23 


HCV-la 


3 


9 


10 


A0201 


ALSLSSFWPC 


/ u . / y 4 


24 


HCV-la 


3 


1 


10 


A0201 


MQQGTFLVAL 




25 


HCV-la 


3 


11 


10 


A0201 


SLSSFWPCSL 


0 1 ICO 


26 


HCV-la 


3 


2 


9 


A0201 


QQGTFLVAL 


lo . yj u 


27 


HCV-la 


4 


16 


9 


B8 


SCTLRGASL 


i £ nnn 
lb .uuu 


28 


HCV-la 


5 


7 


10 


B3501 


RSFDVTSICL 


on nnn 
zu . uuu 


29 


HCV-la 


5 


19 


10 


B3501 


APPSVRPSTW 


in nnn 
J.U . uuu 


30 


HCV-la 


5 


49 


10 


B7 


TGRRKVAIAL 


An nnn 
u . uuu 


31- 


HCV-la 


■5- ■ 


• 4 


... 9 


B7 


--SPRRSFDVT— - 


on nnn 
z u . u u u 


32 


HCV-la 


5 


8 


9 


A24 


SFDVTSICL 


on nnn 

£\j . UUU 


33 


HCV-la 


5 


36 


10 


A0201 


FLSANCLPSL 


oo m 4 


34 


HCV-la 


5 


33 


10 


A0201 


GLSFLSANCL 


21 . 362 


35 


HCV-la 


5 


15 


9 


A0201 


CLSGAPPSV 


69 552 


36 


HCV-la 


6 


11 


10 


A24 


GFSITTSSTL 


on nnn 

Z U . U U VJ 


37 


HCV-la 


7 


24 


10 


B3501 


CPRRVCWRY 


ion nnn 


38 


HCV-la 


7 


51 


10 


B3501 


RPPTAGVKMI 


16.000 


39 


HCV-la 


7 


51 


9 


B3501 


RPPTAGVKM 


an nnn 

O \J . uuu 


40 


HCV-la 


7 


29 


9 


B7 


CWRYIASL 


20.000 


41 


HCV-la 


7 


51 


9 


B7 


RPPTAGVKM 


20.000 


42 


HCV-la 


7 


12 


9 


B7 


TAGTTPQNL 


12.000 


43 


HCV-la 


7 


36 


10 


A3 


SLPAPWWWER 


36.000 


44 


HCV-la 


7 


32 


10 


A24 


RYIASLPAPW 


18 . 000 


45 


HCV-la 


7 


58 


9 


A24 


KMIRTSSSL 


12.000 


46 


HCV-la 


7 


22 


10 


A0201 


VLCPRRVCW 


111.499 


47 


HCV-la 


7 


21 


10 


A0201 


AVCLPRRVCV 


22.517 


48 


HCV-la 


7 


58 


10 


i A0201 


KMIRTSSSLT 


18.837 


49 


HCV-la 


7 


19 


10 


I A0201 


NLAVL CPRRV 


13.910 
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50 


HCV-la 


7 


22 


9 


A0201 


VLCPRRVCV 


lip TOO 
lid . Z jo 


51 


HCV-la 


7 


58 


9 


A0201 


KMIRTSSSL 


CO QQQ 


52 


HCV-la 


7 


67 


9 


A0201 


TIPGHRWAI 


JL U . / 3 j 


53 


HCV-la 


8 


10 


10 


A0201 


VLiPSSCSSA 


on nofi 

Z/.UZD 


54 


HCV-la 


8 


11 


10 


A24 


LYPSSCSSAL 


~x on nnn 
JUL) . uuu 


55 


HCV-la 


8 


3 


9 


B7 


HPWPGRTVL 


i o n nnn 


56 


HCV-la 


8 


12 


9 


B7 


YPSSCSSAL 


on nnn 
ou . u u u 


57 


HCV-la 


9 


15 


9 


B7 


TACEIWPWL 


1 o nnn 
1Z . uuu 


58 


HCV-la 


9 


1 


9 


A24 


MFITISLLF 


01 nnn 
ZJ. . uuu 


59 


HCV-la 


9 


15 


9 


A0201 


TACEIWPWL 


11 T. 1 A 


60 


HCV-la 


9 


2 


10 


A0201 


FITISLLFGT 




61 


HCV-la 


9 


7 


10 


A0201 


LLFGTGRTTA 


"3 1 O A Q 


62 


HCV-la 


10 


1 


10 


B4403 


MEWSPRVGGC 


1 o nnn 
J_z .UUU 


63 


HCV-la 


11 


13 


10 


A24 


RGPSRHPRVL 


o*7 nnn 
At. UUU 


64 


HCV-la 


11 


5 


9 


A3 


GLSTTGPER 


12 . 000 


65 


HCV-la 


11 


14 


9 


B7 


GPSRHPRVL 


on nnn 
oU .UUU 


66 


HCV-la 


11 


18 


9 


B7 


HPRVLSSCR 


on nnn 
zu .UUU 


67 


HCV-la 


11 


18 


10 


B7 


HPRVLSSCRI 


on nnn 
bU . UUU 


68 


HCV-la 


11 


14 


9 


B3501 


GPSRHPRVL 


on nnn 
zu. UUU 


69 


HCV-la 


11 


18 


10 


B3501 


HPRVLSSRCI 


o a nnn 
Z4 . UUU 


70 


HCV-la 


13 


9 


10 


B3501 


APRSRLHMQL 


ac\ nnn 
bU . UUU 


71 


HCV-la 


13 


8 


9 


B3501 


KAPRSRLHM 


•I o nnn 
Iz . UUU 


72 


HCV-la 


13 


9 


10 


B8 


APRSRLHMQL 


16 . 000 


73 


HCV-la 


13 


6 


9 


B8 


AAKAPRSRL 


i c nnn 
J_D . UUU 


74 


HCV-la 


13 


9 


10 


B7 


APRSRLHMQL 


•i a r\ n nnn 
2. . 4UU . UUU 


75 


HCV-la 


13 


5 


10 


B7 


AAAKAPRSRL 


o i nnn 
ol . UUU 


76 


HCV-la 


13 


6 


9 


B7 


AAKAPRSRL 


o 1 nnn 
ol . UUU 


77 


HCV-la 


15 


1 


10 


B3501 


MPHPSWASAL 


in nnn 
A\) . UUU 


78 


HCV-la 


15 


36 


10 


B3501 


CPIPTSRRLL 


on nnn 
A U . UUU 


79 


HCV-la 


15 


3 


10 


B3501 


HPSWASALSL 


on nnn 

zu.uuu 


80 


HCV-la 


15 


46 


9 


B3501 


CPPPERSLF 


"3 n nnn 
jU . uuu 


81 


HCV-la 


15 


36 


9 


B3501 


CPIPTSRRL 


on nnn 
ZU.UUU 


82 


HCV-la 


15 


36 


10 


B7 


CPIPTSRRLL 


1 o n nnn 
1ZU . UUU 


83 


HCV-la 


15 


1 


10 


B7 


MPHPSWASAL 


on nnn 
oU. UUU 


84 


HCV-la 


15 


3 


10 


B7 


HPSWASALSL 


on nnn 
oU. uuu 


-85 


-HCV-la - 


- 1-5- 


-14 


~10~ 


. B7 . - - 


ICQRLRGRDWL 


cn nnn 
bU. UU U _ 


86 


HCV-la 


15 


8 


10 


B7 


SALSLTKQRL 


12 .00 0 


87 


HCV-la 


15 


36 


9 


B7 


CPIPTSRRL 


on nnn 
oU.UUU 


88 


HCV-la 


15 


9 


9 


B7 


ALSLTKQRL 


1 o nnn 
LA . UUU 


89 


HCV-la 


15 


22 


9 


A0201 


WLCSPPPPL 


Q Q OCT 

jo . ZD / 


90 


HCV-la 


15 


9 


9 


A0201 


ALSLTKQRL 


Z 1 . jOZ 


91 


HCV-la 


16 


11 


10 


B3501 


CPSSRPAAML 


on nnn 

ZU.UUU 


92 


HCV-la 


16 


11 


9 


B3501 


CPSSRPAAM 


/in nnn 
4tU . uuu 


93 


HCV-la 


16 


11 


9 


B3501 


MPWPTTAVL 


on nnn 
z u . uuu 


94 


HCV-la 


16 


11 


9 


B3501 


RP AAML S S W 


on nnn 

z u - uuu 


95 


HCV-la 


16 


11 


10 


B7 


CPSSRPAAML 


-ton nnn 

J.Z u . uuu 


96 


HCV-la 


16 


17 


10 


B7 


AAMLS SWQPM 


27 000 


97 


HCV-la 


16 


1 


9 


B7 


MPWPTTAVL 


on nnn 
oU . UUU 


98 


HCV-la 


16 


11 


9 


B7 


CPSSRPAAM 


20.000 


99 


HCV-la 


16 


18 


9 


A0201 


AMLS SWQPM 


22.569 


100 


HCV-la 


17 


52 


9 


B3501 


RPPRLQLGY 


80.000 


101 


HCV-la 


17 


50 


9 


B3501 


SSRPPRLQL 


15.000 


102 


HCV-la 


17 


3 


10 


B7 


SPALNVGAGL 


80.000 


103 


HCV-la 


17 


38 


10 


B7 


SVSAMTQAVL 


20.000 
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104 


HCV-la 


17 


13 


10 


B7 


AGGSQASTDL 


1 o nnn 


105 


HCV-la 


17 


47 


10 


B7 


LGMSSRPPRL 


1 o nnn 


106 


HCV-la 


17 


33 


10 


B7 


STRPSSVSAM 


1 n nnn 

JLU . UUU 


107 


HCV-la 


17 


50 


9 


B7 


SSRPPRLQL 


on nnn 

yu. uuu 


108 


HCV-la 


17 


48 


9 


A0201 


GMSSRPPRL 


i c /no 
±3 . 4tZ O 


109 


HCV-la 


18 


7 


10 


A0201 


RQSRVGRTFL 


1 1 Q1 


110 


HCV-la 


18 


8 


9 


A0201 


QSRVGRTFL 


(Tfi nnn 

O U . U U U 


111 


HCV-la 


18 


5 


10 


B7 


YPRQSRVGRT 


on nnn 

ZU . UUU 


112 


HCV-la 


18 


5 


10 


B8 


YPRQSRVGRT 


i a nnn 

ID .UUU 


113 


HCV-la 


18 


8 


9 


B3501 


QSRVGRTFL 


1 c; nnn 
JLD - uuu 


114 


HCV-la 


18 


3 


10 


B3501 


SPALNVGAGL 


on nnn 
zu.uuu 


115 


HCV-la 


19 


7 


10 


Al 


YTDWALFRMK 


oc nnn 
ZD .UUU 


116 


HCV-la 


19 


6 


10 


A24 


CYTDWALFRM 


n nnn 
iU . UUU 


117 


HCV-la 


19 


4 


9 


B7 


HPCYTDWAL 


on nnn 
oU . UUU 


118 


HCV-la 


19 


4 


9 


B3501 


HPCYTDWAL 


20.000 


119 


HCV-la 


19 


4 


10 


B3501 


HPCYTDWALF 


30.000 


120 


HCV-la 


20 


6 


10 


A3 


ALSTYRTS SK 


20.000 


121 


HCV-la 


21 


1 


9 


B7 


MARAWRELL 


180.000 


122 


HCV-la 


21 


1 


9 


B8 


MARAWRELL 


16.000 


123 


HCV-la 


22 


3 


10 


B3501 


PPRTTCRRAM 


12.000 


124 


HCV-la 


22 


3 


10 


B7 


P PRTT CRRAM 


30.000 



125 


HCV-la 


22 


16 


10 


B7 


ASLPYSAASL 


12 . 000 


126 


HCV-la 


22 


10 


9 


B7 


RAMQLPASL 


36.000 


127 


HCV-la 


22 


10 


9 


A24 


RAMQIiPASIi 


14 .400 


128 


HCV-la 


22 


17 


9 


A0201 


SLPYSAASL 


21 . 362 


129 


HCV-la 


23 


19 


9 


A24 


RYGGCLQRN 


i o nnn 
12 .000 


130 


HCV-la 


23 


19 


10 


A24 


RYGGCLQRNT 


12 . 000 


131 


HCV-la 


23 


3 


10 


B8 


TPRAPVPPFL 


16.000 


132 


HCV-la 


23 


3 


9 


B8 


TPRAPVPPF 


60.000 


133 


HCV-la 


23 


3 


10 


B3501 


TPRAPVPPFL 


60.000 


134 


HCV-la 


23 


15 


10 


B7 


TTRSRYGGCL 


40.000 


135 


HCV-la 


23 


3 


10 


B7 


TPRAPVPPFL 


800.000 


136 


HCV-la 


25 


33 


9 


B3501 


WPSSPPEAL 


20.000 


137 


HCV-la 


25 


72 


9 


B3501 


spippcppw 


10.000 


138 


HCV-la 


25 


96 


10 


B3501 


RSWRPTRRM 


20.000 


139 


HCV-la - - 


25 


•16 - 


- 10 


B8 


- LGRSGRWSSL 


-16_.„0_Q0- 


140 


HCV-la 


25 


2 


10 


B8 


AARFHLQSPL 


16.000 


141 


HCV-la 


25 


2 


10 


B7 


AARFHLQSPL 


360.000 


142 


HCV-la 


25 


16 


10 


B7 


LGRSGRWSSL 


40.000 


143 


HCV-la 


25 


65 


10 


B7 


APPTPTLSPI 


24.000 


144 


HCV-la 


25 


123 


10 


B7 


APRKNRNC P S 


12.000 


145 


HCV-la 


25 


40 


10 


B7 


ALAAPQLPAL 


12.000 


146 


HCV-la 


25 


75 


10 


B7 


PPCPPWRGSL 


12.000 


147 


HCV-la 


25 


33 


9 


B7 


WPSSPPEAL 


120.000 


148 


HCV-la 


25 


63 


9 


B7 


LAAPPTPTL 


18.000 


149 


HCV-la 


25 


41 


9 


B7 


LAAPQLPAL 


12.000 


150 


HCV-la 


25 


50 


9 


B7 


RATIRQHPL 


12.000 


151 


HCV-la 


25 


4 


9 


A24 


RFHLQSPLL 


40.000 


152 


HCV-la 


25 


54 


9 


A24 


RQHPLSPPL 


11.520 


153 


HCV-la 


25 


83 


9 


A24 


SLGIRILAT 


17.140 


154 


HCV-la 


25 


104 


9 


A24 


RMSCAAQCL 


15.428 


155 


HCV-la 


25 


62 


9 


A24 


LLAAPPTPT 


12.668 


156 


HCV-la 


25 


45 


9 


A24 


QLPALRATI 


10.433 


157 


HCV-la 


25 


40 


10 


A0201 


ALAAPQLPAL 


49.134 
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158 


HCV-la 


25 


62 


10 


A0201 


LLAAPPTPTL 


159 


HCV-la 


27 


33 


10 


B3501 


WPSSPSPRGF 


160 


HCV-la 


27 


2 


10 


B3501 


IPAALTPQSL 


161 


HCV-la 


27 


38 


10 


B3501 


S PRGFMLGAL 


162 


HCV-la 


27 


36 


9 


B3501 


SPSPRGFML 


163 


HCV-la 


27 


35 


9 


B3501 


SSPSPRGFM 


164 


HCV-la 


27 


38 


10 


B8 


SPRGFMLGAL 


165 


HCV-la 


27 


36 


10 


B8 


SPSPRGFML 


166 


HCV-la 


27 


38 


10 


B7 


SPRGFMLGAL 


167 


HCV-la 


27 


2 


10 


B7 


IPAALTPQSL 


168 


HCV-la 


27 


15 


10 


B7 


SVRRRQSTNV 


169 


HCV-la 


27 


36 


9 


B7 


SPSPRGFML 


170 


HCV-la 


27 


38 


9 


B7 


SPRGFMLGA 


171 


HCV-la 


27 


42 


9 


A0201 


FMLGALLPI 


172 


HCV-la 


28 


48 


9 


B4403 


EEAGLPYVA 


173 


HCV-la 


28 


48 


10 


B4403 


EEAGLPYVAS 


174 


HCV-la 


28 


31 


10 


B4403 


CELGDTGPGA 


175 


HCV-la 


28 


37 


10 


B3501 


GPGASALGFW 


176 


HCV-la 


28 


19 


10 


B3501 


WPHASENLGY 


177 


HCV-la 


28 


3 


10 


B7 


SAHFHSTVTL 


178 


HCV-la 


28 


44 


9 


A24 


GFWPEEAGL 


179 


HCV-la 


28 


25 


9 


A0201 


NLGYRPCEL 


180 


HCV-la 


28 


46 


9 


Al 


WPEEAGLPY 


181 


HCV-la 


29 


3 


9 


B4403 


GPAGSGFAY 


182 


HCV-la 


29 


1 


9 


B3501 


MPGPAGSGF 


183 


HCV-la 


29 


3 


9 


B3501 


GPAGSGFAY 


184 


HCV-la 


29 


5 


10 


B7 


AGSGFAYSCL 


185 


HCV-la 


33 


50 


10 


B4403 


GEGPGSAAAI 


186 


HCV-la 


33 


47 


10 


B4403 


GELGEGPGSA 


187 


HCV-la 


33 


47 


9 


B4403 


GELGEGPGS 


188 


HCV-la 


33 


5 


9 


B4403 


DELVPYDGV 


189 


HCV-la 


33 


36 


9 


B3501 


SPGGHSVFL 


190 


HCV-la 


33 


17 


10 


B7 


SAAPDPTSHL 


191 


HCV-la 


33 


36 


9 


B7 


SPGGHSVFL 


192 


HCV-la 


33 


18 


9 


B7 


AAPDPTSHL 


193 


HCV-la~ 


33 


41 - 


. 9 


B7— .... 


SVFLHGGEL. . 


194 


HCV-la 


33 


33 


10 


A0201 


SLGSPGGHSV 


195 


HCV-la 


34 


14 


9 


B8 


GARWRRPGC 


196 


HCV-la 


34 


23 


10 


B7 


FGRVLPVNRL 


197 


HCV-la 


34 


19 


9 


B7 


PRGCFGRVL 


198 


HCV-la 


34 


5 


9 


B7 


RPGGRHEHL 


199 


HCV-la 


35 


5 


10 


B3501 


LAKGHLGLDM 


200 


HCV-la 


35 


1 


10 


B7 


MLRFLAKGHL 


201 


HCV-la 


35 


11 


9 


A3 


GLDMRGVER 


202 


HCV-la 


35 


3 


10 


A24 


RFLAKGHLGL 


203 


HCV-la 


35 


4 


9 


A0201 


FLAKGHLGL 


204 


HCV-la 


35 


11 


9 


Al 


GLDMRGVER 


205 


HCV-la 


35 


19 


9 


B3501 


RPGCFGRVL 


206 


HCV-la 


35 


5 


9 


B3501 


RPGGRHEHL 


207 


HCV-la 


36 


15 


9 


B4403 


GGLPLRDGY 


208 


HCV-la 


36 


17 


9 


B3501 


LPLRDGYDY 


209 


HCV-la 


36 


4 


10 


B8 


VCRGI RGDKA 


210 


HCV-la 


36 


16 


10 


A3 


GLPLRDGYDY 


211 


HCV-la 


37 


3 


9 


B3501 


VPGPIARIF 



36.316 
20.000 
20.000 
60.000 
20.000 
10.000 
16.000 
16.000 
800.000 
80.000 
10.000 
80.000 
.20.000 
294.957 
12.000 
12.000 
12.000 
10.000 
60.000 
12.000 
24.000 
21.362 
56.250 
13.500 
20.000 
40.000 
12.000 
12.000 
12.000 
12.000 
24.000 
20.000 
18.000 
80.000 
54.000 

20.000 

69.552 

16.000 

60.000 

80.000 

80.000 

18.000 

40.000 

12.000 

60.000 

98.000 

10.000 

40.000 

40.000 

12.000 

60.000 

16.000 

36.000 

20.000 
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212 


HCV-la 


37 


1 


10 


B7 




12 . 000 


213 


HCV-la 


39 


8 


10 


B3501 


TD T3 "D "D T3 TaTVC 1 f 1 T 


120 . 000 


214 


HCV-la 


39 


8 


10 


B7 


T> D ~D "0 13 TaTK* "P C T . 


800 . 000 


215 


HCV-la 


40 


1 


10 


B3501 


Tvif ■£) ry&r rpTATf-' <T> 7\ T 
jyiiryjtv 1 Vwk3 1 AJ_j 


20 . 000 


216 


HCV-la 


40 


1 


10 


B7 


Hyltr y iS. 1 W <j JL jBJj 


80. 000 


217 


HCV-la 


40 


4 


10 


A0201 




19 . 824 


218 


HCV-la 


40 


12 


9 


Al 


oJjxIj 1 irKjctliis. 


18.000 


219 


HCV-la 


41 


26 


10 


A0201 


Ljxj VJrLu VxIvjVVJ-i 


15 .274 


220 


HCV-la 


41 


22 


9 


A24 


T3TaTTJ7\ PT T 7TD T 

KWFAtjijVKJ-j 


12 . 000 


221 


HCV-la 


41 


65 


9 


A3 


Jti-b F ir Fy Jr Vix 


45.000 


222 


HCV-la 


41 


29 


9 


A3 


■nT T 7TT/~iTftTT .P>P 
rtlj V no Vw Jj y rs. 


12 .000 


223 


HCV-la 


41 


27 


9 


B7 


T T 7T> T T 7TJ/TnTT 

J_t VKLi v rivjWi-J 


200 . 000 


224 


HCV-la 


41 


47 


9 


B7 


/ini» TIT TIT t TT 


80 . 000 


225 


HCV-la 


41 


57 


10 


B7 


ITlTTn f'l /"»"□/"» "OUT. 

T PACC KCjKri Lit 


80 .000 


226 


HCV-la 


41 


42 


10 


B7 


SyRVoCFAFJ-i 


40 . 000 


227 


HCV-la 


41 


44 


10 


B7 


RVSCPAPLDI* 


20.000 


228 


HCV-la 


41 


57 


10 


B8 


TPACCRGRHL 


16.000 


229 


HCV-la 


41 


47 


9 


B3501 


CPAPLDLVL 


20.000 


230 


HCV-la 


41 


57 


10 


B3501 


TPACCRGRHL 


20.000 


231 


HCV-la 


42 


3 


9 


B7 


WQQPPGPPL 


30.000 


232 


HCV-la 


42 


2 


10 


B7 


SWQPPGPPL 


30.000 
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Table 4b 
la (4-6) 



No. 


Strain 


ORF 


Start 


AA 


HLA 


Peptide sequence 


Score 


1 


HCV-la 


1 


15 


9 


A24 


TYVGAPRPI 


7c a a a 


2 


HCV-la 


1 


16 


9 


B7 


YVGAPRPIL 


a el nnn 
4o . UUU 


3 


HCV-la 


1 


8 


9 


B_3501 


RACRGAQTY 


*i 9 nnn 

XA - UUU 


4 


HCV-la 


1 


15 


10 


A24 


TYVGAPRPI L 


q n n nnn 
JUU. UUU 


5 


HCV-la 


1 


6 


10 


B8 


AARACRGAQT 


1 c nnn 
_Lo . UUU 


6 


HCV-la 


2 


11 


9 


B7 


GAVASGAGL 


1 o nnn 
xA . UUU 


7 


HCV-la 


3 


5 


9 


B7 


LPPRPRHTL 


1 pn nnn 

iou • UUU 


8 


HCV-la 


3 


8 


9 


B7 


RPRHTLQGC 


9n nnn 


9 


HCV-la 


3 


5 


9 


B_3501 


LPPRPRHTL 


o n nnn 

U . UUU 


10 


HCV-la 


3 


8 


9 


B_3501 


RPRHTLQGC 


i 9 nnn 

XA, • UUU 


11 


HCV-la 


3 


8 


10 


B7 


RPRHTLQGCL 


onn nnn 

OUU . UUU 


12 


HCV-la 


3 


8 


10 


B_J3501 


RPRHTLQGCL 


19 0 nnn 

lijU . UUU 


13 


HCV-la 


3 


3 


10 


B_4403 


QELPPRPRHT 


1 nnn 

ID - UUU 


14 


HCV-la 


4 


10 


9 


A_0201 


ALTSPPSIV 


9 Q 

/SO • OlO 


15 


HCV-la 


4 


2 


9 


A_0201 


KQWRGYQAA 


91 QAQ 
A A. . J*± \v 


16 


HCV-la 


4 


2 


10 


A_0201 


KQWRGYQAAL 


fi n Q9 n 


17 


HCV-la 


5 








NO HITS 




18 


HCV-la 


6 


12 


10 


A_0201 


LLCHKRPPST 


-10 C CQ 
12 .Duo 


19 


HCV-la 


6 


3 


10 


B7 


HPWSGTRHKL 


i o r\ a a a 
120 - UUU 


20 


HCV-la 


6 


3 


10 


B_3501 


HPWSGTRHKL 


O n AAA 

A U . UUU 


21 


HCV-la 


7 


4 


9 


B7 


GPWCFCRCL 


OA AAA 
8U . UUU 


22 


HCV-la 


7 


18 


9 


B7 


EPPGSSGAL 


OA AAA 
oU .UUU 


23 


HCV-la 


7 


4 


9 


B_3501 


GPWCFCRCL 


OA AAA 

20 . UUU 


24 


HCV-la 


7 


18 


9 


B_3501 


EPPGSSGAL 


OA AAA 

2U . UUU 


25 


HCV-la 


7 


18 


10 


B7 


EPPGSSGALL 


OA AAA 

oU . UUU 


26 


HCV-la 


7 


18 


10 


B„3501 


EPPGSSGALL 


oa nnn 
ZU.UUU 


27 


HCV-la 


7 


4 


10 


B_3501 


GPWCFCRCLW 


1 A AAA 

iU . UUU 


28 


HCV-la 


7 


23 


10 


B_4403 


SGALLVERSY 


i q nnn 
J.o . UUU 


29 


HCV-la 


8 


12 


9 


A_0201 


QGLDLHWYT 


3 0 .44 0 


30 


HCV-la 


8 


6. 


.9 


B7 


AERASPQGL 


1 o nnn 
XA -UUU 


31 


HCV-la 


8 


8 


9 


B7 


RASPQGLDL 


1 o nnn 

l/.UUU 


32 


HCV-la 


8 


10 


9 


B_3501 


SPQGLDLHW 


1 a nnn 
XU . UUU 


33 


HCV-la 


8 


10 


10 


B_3501 


SPQGLDLHWY 


en nnn 

OU. UUU 


34 


HCV-la 


8 


10 


10 


B_4403 


SPQGLDLHWY 


iJ . DUU 


35 


HCV-la 


9 


2 


9 


Al 


VTELAPSTR 


99 «=;n n 

A A . DUU 


36 


HCV-la 


9 


51 


9 


B7 


APTYPSDTM 


an nnn 

i? u . UUU 


37 


HCV-la 


9 


41 


9 


B7 


TSRRRCRPL 


Ad nnn 

^tU 4 UUU 


38 


HCV-la 


9 


41 


9 


B8 


TSRRRCRPL 


pa nnn 

O U . UUU 


39 


HCV-la 


9 


51 


9 


B_3501 


APTYPSDTM 


A A AAA 
4U . UUU 


40 


HCV-la 


9 


41 


9 


B_3501 


TSRRRCRPL 


15.000 


41 


HCV-la 


9 


2 


10 


Al 


VTELAPSTRR 


22.500 


42 


HCV-la 


9 


40 


10 


B7 


AT SRRRCRPL 


12.000 


43 


HCV-la 


9 


45 


10 


B_3501 


RCRPLRAPTY 


12.000 


44 


HCV-la 


9 


50 


10 


B_3501 


RAPTYPSDTM 


12.000 


45 


HCV-la 


10 


14 


9 


B7 


SAGCCCPPL 


12.000 


46 


HCV-la 


11 


3 


10 


Al 


CGDPLYGRDR 


12.500 


47 


HCV-la 


12 


8 


9 


Al 


VLEAARHSY 


45.000 


48 


HCV-la 


12 


1 


9 


B7 


MALPGGGVL 


12.000 
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49 


HCV— la 


12 


2 


10 


A_0201 


ALPGGGVLEA 


11.426 


50 


nLv la 


13 


2 


9 


A_0201 


RLTDLSQLA 


20.369 


51 


HCV - la 




71 


9 


A 0201 


SVYPNLHRL 


13.757 


52 


HCV— la 


JLj 


68 


9 


A24 


RGRSVYPNL 


11.200 


53 


TT/-T( T_ "I — 

nLV la 


1 ^ 
J. J 


68 


9 


B7 


RGRSVYPNL 


40.000 


54 


HCV— la 


xo 


71 


9 


B7 


SVYPNLHRL 


20.000 


55 


HCV— 1 a 


X J 


2 


10 


A 0201 


RLTDLSQLAV 


285.163 


56 


HCV— 1 a 


13 


70 


10 


A24 


RSVYPNLHRL 


12.000 


57 


HCV— la 




11 


10 


B7 


VTRAKMEPPL 


40.000 


58 


HCV— la 


X o 


70 


10 


B 3501 


RSVYPNLHRL 


10.000 


59 


HCV— 1 a 




g 


9 


B7 


ASRSRQNQI 


12.000 


60 


HCV- la 




D 


g 


B8 


ASRSRQNQI 


20.000 


61 


HCV— 1 a 


1 p; 

XO 


9Q 


9 


A24 


SFLRHAATL 


30.000 


62 


HCV- 1 a 


1 cc 

X D 


1 


Q 

y 


B7 


LARSLARTL 


120.000 


63 


HCV- 1 a 


X D 


j u 


Q 

-j 


B7 


FLRHAATLL 


40.000 


64 


HCV- 1 a 


1 c; 

±3 


-5 


9 


B7 


ALPPLARSL 


12.000 


65 


HCV- la 


15 


/ 


Q 

y 


B8 


TjARSLARTL 


16.000 


66 


HCV- la 


1 c 

lb 


O Q 

z y 


1 o 
xu 


A94 


sflrhaatll 


30.000 


67 


HCV- la 


xb 


i-X 


xu 


B7 


LARTLRARCL 


120.000 


68 


HCV- la 


15 


A 


1 n 

X u 


B7 


AALPPLARSL 


36.000 


69 


HCV- la 


15 


1 1 
XX 


x u 


■rQ 


T.ARTLRARCL 


320.000 


70 


HCV- 1 a 


xb 








No hits 

Xvv_^ I1J. ^— ' » 




71 


HCV- 1 a 


x i 




9 


A_0201 


CLAVSHAAL 


21.362 


72 


HCV- 1 a 


X I 


X 


Q 

y 


A 0201 


MIMLPSQEL 


18.476 


73 


HCV- 1 a 


JL / 


z 


q 
y 


A 0201 


IMLPSQELT 


16.588 


74 


HCV— la 


J. / 


1 

X 


9 


B7 


MIMLPSQEL 


18.000 


75 


HCV- 1 a 




7 


9 


B 4403 


QELTGVCLA 


24.000 


76 


HCV- la 




-5 


1 n 
x u 


A 0901 


MLPSQELTGV 


271.948 


77 


HCV— la 


X / 


7 


10 


B 4403 


QE LTGVC LAV 


12.000 


78 


HCV— 1 a 


JL O 


1 8 


g 


A 0201 


YLVIASVKA 


22.853 


79 


HCV- la 


J. O 


CO 

D O 


g 


B7 


AARQAARAL 


360.000 


80 


HCV- la 


X o 


-5 U 


9 


B7 


AASSWTPAL 


36.000 


81 


HCV- 1 a 


1 R 
X O 


19 


g 


B7 


LVIASVKAL 


20.000 


82 


HCV- la 


X O 


Z X 


g 


B7 


IASVKALRL 


12.000 


83 


HCV— 1 a 


X o 


CO 

o o 


q 

y 


B8 


AARQAARAL" ' 


"16.000 


84 


HCV- 1 a 


X o 


2 1 


g 


B8 


IASVKALRL 


16.000 


85 


HCV- 1 a 


1 R 
X O 


X D 


g 


B 4403 


AEYLVIASV 


12.000 


86 


HCV- la 


1 Q 

X o 


1 R 
X o 


1 n 

X u 


A 0201 


YLVIASVKAL 


226.014 


87 


HCV- la 


1 Q 
Xb 


c; R 


1 0 


B7 


AARQAARALM 


135.000 


88 


HCV- 1 a 


1 D 

X o 


9 Q 

z y 


10 


B7 


LAASSWTPAL 


12.000 


89 


HCV- 1 a 


18 


bo 


1 n 
x u 


B 3501 


AARQAARALM 


18.000 


90 


HCV- 1 a 


1 Q 
Id 


1 9 
XZ 


10 


B 3501 


SPGGAEYLVI 


12.000 


91 


HCV- 1 a 


lb 


4t o 


10 


B 3501 


SPHTSMVQSW 


10.000 


92 


HCV- 1 a 


1 Q 

x y 








NO HITS 






HCV— 1 a 


Z U 


15 


9 


A_0201 


YENPIGVFL 


10.509 


94 


HCV- la 


z u 


13 


9 


A_02 01 


VSYENPIGV 


10.126 


95 


HCV- la 


20 


14 


9 


A24 


SYENPIGVF 


150.000 


96 


HCV-la 


20 


2 


9 


A3 


SLSVTVESK 


60.000 


97 


HCV- la 


20 


17 


9 


B_3501 


NPIGVFLDF 


20.000 


98 


HCV-la 


20 


31 


9 


B_3501 


NSTRCPGEY 


10.000 


99 


HCV-la 


20 


7 


9 


B_4403 


VESKQRVSY 


120.000 


100 


HCV-la 


20 


17 


9 


B_4403 


NPIGVFLDF 


11.250 
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lUi 


HC V— 1 a. 


20 


6 


10 


Al 


TVESKQRVSY 


90.000 


*i no 


nLV lei 


20 


14 


10 


A24 


SYENPIGVFL 


420.000 


iUJ 


HCV— la 


20 


13 


10 


B_3501 


VSYENPIGVF 


10.000 


104 


HCV-la 


21 








NO HITS 




105 


HCV- la 


22 








NO HITS 




106 


HCV- la 


23 








NO HITS 




107 


HCV- la 


24 


1 


9 


Al 


MPEVEELPK 


22.500 


108 


HCV- la 


24 


17 


9 


A_0201 


KAVDRVD S V 


15.623 


109 


HCV- la 


24 


11 


9 


A_0201 


LVASSAKAV 


10.346 


110 


HCV- la 


24 


9 


9 


A3 


KLLVASSAK 


90.000 


111 


HCV- la 


24 


5 


9 


B_4403 


EELPKLLVA 


36.000 


112 


HCV- la 


24 


10 


10 


A__0201 


LLVASSAKAV 


118.238 


113 


HCV- la 


24 


9 


10 


A_0201 


KLLVASSAKA 


64.336 


114 


HCV- la 


24 


1 


10 


B7 


MPEVEELPKL 


24.000 


115 


HCV- la 


24 


5 


10 


B_4403 


EELPKLLVAS 


24.000 


116 


HCV- la 


24 


23 


10 


B_4403 


DSVRTTVRFF 


18.000 


117 


HCV- la 


25 


46 


9 


Al 


GGDPLANLR 


12.500 


118 


HCV- la 


25 


82 


9 


Al 


NCDPTGYSW 


10.000 


119 


HCV- la 


25 


60 


9 


A_0201 


VIWEGSVSM 


39.518 


120 


HCV- la 


25 


7 


9 


A_0201 


CLHRRLASM 


11.426 


121 


HCV- la 


25 


102 


9 


A24 


KGLQGGANL 


12.000 


122 


HCV- la 


25 


23 


9 


A3 


WLAVQVALR 


12.000 


123 


HCV- la 


25 


42 


9 


B7 


LATEGGDPD 


12.000 


124 


HCV- la 


25 


54 


9 


B__3501 


RPAASAVIW 


20.000 


125 


HCV- la 


25 


43 


10 


Al 


ATEGGDPLAN 


11.250 


126 


HCV- la 


25 


29 


10 


A_0201 


ALRDGADSWL 


36.611 


127 


HCV- la 


25 


103 


10 


A3 


GLQGGANLCR 


36.000 


128 


HCV- la 


25 


1 


10 


A3 


MLPPISCLHR 


12.000 


129 


HCV- la 


25 


29 


10 


B7 


ALRDGADSWL 


120.000 


130 


HCV- la 


25 


59 


10 


B7 


AVIWEGSVSM 


15.000 


131 


HCV- la 


25 


29 


10 


B8 


ALRDGADSWL 


12.000 


132 


HCV- la 


25 


20 


10 


B_4403 


GESWLAVQVA 


18.000 


133 


HCV- la 


26 


12 


9 


A__0201 


VLGPTILIV 


111.499 


134 


HCV- la 


26 


62 


9 


A_0201 


GMSLAFSQV 


95.441 


135 


HCV-la 


26 ' 


"22 


~ 9" 


A_0201 


- FLTCPVISA - 


-52.561 


136 


HCV- la 


26 


9 


9 


A_0201 


FLQVLGPTI 


47.991 


137 


HCV-la 


26 


16 


9 


A_0201 


TIDIVPFLT 


21.989 


138 


HCV-la 


26 


113 


9 


A_0201 


LLS3VTAVTRA 


19.425 


139 


HCV-la 


26 


17 


9 


A_0201 


ILIVPFLTC 


16.047 


140 


HCV-la 


26 


101 


9 


A_O201 


WCSRLRSWV 


11.487 


141 


HCV-la 


26 


19 


9 


A_0201 


IVPFLTCPV 


10.346 


142 


HCV-la 


26 


66 


9 


A24 


AFSQVLKSL 


28.000 


143 


HCV-la 


26 


104 


9 


A3 


RLRSWVTVR 


36.000 


144 


HCV-la 


26 


64 


9 


A3 


SLAFSQVLK 


20.000 


145 


HCV-la 


26 


30 


9 


B7 


APQWQRVCM 


90.000 


146 


HCV-la 


26 


39 


9 


B7 


MPSPRQTPL 


80.000 


147 


HCV-la 


26 


57 


9 


B7 


IPGSCGMSL 


80.000 


148 


HCV-la 


26 


117 


9 


B7 


AVTRAAASL 


60.000 


149 


HCV-la 


26 


110 


9 


B7 


TVRLLSMAV 


10.000 


150 


HCV-la 


26 


39 


9 


B8 


MPSPRQTPL 


16.000 


151 


HCV-la 


26 


30 


9 


B_3501 APQWQRVCM 


40.000 


152 


HCV-la 


26 


39 


9 


B_3501 MPSPRQTPL 


20.000 
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1 ts , a 


HC V— 1 a. 


26 


14 


9 


B_3501 


GPTILIVPF 


20.000 


1 K/l 
134 


JtlU V~ la. 


26 


57 


9 


B_3501 


IPGSCGMSL 


20.000 


1 EC 


rH— v la. 


26 


25 


g 


B_3501 


CPVISAPQW 


10.000 


Xdd 


rlL- v — 1 a. 


26 


106 


9 


B_3501 


RSWVTVRLL 


10.000 


1 K*7 

19 / 


TT/-TT r -1 — 

nLV la 


26 


95 


10 


Al 


HSELIHWCSR 


13 .500 


ICO 

19o 


riV^ Via 


26 


84 


10 


A_0201 


SLSQEPEHGV 


69.552 


159 


HCV— la 


Z D 


112 


10 


A_0201 


RLL SMAVTRA 


42.278 


lbU 


rlL-V la. 


26 


3 


10 


A_0201 


KVPLHMFLQV 


40.471 


iDl 


ril^ V ia. 


26 


9 


10 


A_0201 


FLQVLGPTIL 


40.289 


162 


HCV— 1 a 


26 


27 


10 


A_0201 


VISAPQWQRV 


27.638 


163 


HCV— 1 a 


26 


38 


10 


A_0201 


MMPSPRQTPL 


26.228 


lo4 


MLv-ia 


26 


62 


10 


A„0201 


GMSLAFSQVL 


24.037 


165 


HCV— la 


9 6 
z o 


11 


10 


A_0201 


QVLGPTILIV 


21.234 


166 


HCV— 1 a 


9 6 
Z D 


1 Uf± 


10 


A24 


RLRSWVTVRL 


11.200 


167 


HCV— 1 a 


9 6 

Z D 


46 


10 


A3 


PLY PRWQDTK 


45.000 


168 


HCV- la 


96 
Z o 


14 


10 


B7 


GPTILIVPFL 


80.000 


169 


HCV- la 


9 £. 
Z D 


A 


10 


B7 


VPLHMFLQVL 


80.000 


170 


HCV- la 


9 6 
Z D 


48 


10 


B7 


YPRWQDTKGI 


80.000 


171 


HCV— la 


96 
Z D 


30 


10 


B7 


APQWQRVCMM 


60.000 


172 


HCV— 1 a 


9 6 
Z D 


104 


10 


B7 


RLRSWVTVRL 


40.000 


173 


HCV- 1 a 


9 6 
Z O 


65 


10 


B7 


LAFSQVLKSL 


12.000 


174 


HCV- la 


Z O 


11 D 


10 


B7 


MAVTRAAASL 


12.000 


175 


HCV— la 


Z D 


3 0 


10 


B 3501 


APQWQRVCMM 


40.000 


176 


HCV- 1 a 


9 £ 
Z D 




10 


B 3501 


MPSPRQTPLY 


40.000 


177 


HCV— 1 a 


9 6 
Z D 


48 


10 


B 3501 


YPRWQDTKGI 


36.000 


178 


HCV- la 


9 6 
Z 0 


4 


10 


B 3501 


VPLHMFLQVL 


20.000 


179 


HCV— 1 a 


9 6 
Z O 


14 


10 


B„3501 


GPTILIVPFL 


20.000 


180 


HCV- la 


26 




1 n 
1 u 




O d JL1 J- 11 V VV* J-l 


24.000 


181 


HCV— 1 a 


2 6 


87 


10 


B_4403 


QEPEHGWHS 


12.000 


182 


HCV— 1 a 


9 7 
Z / 


70 


g 


Al 


ATHPPNMLK 


25.000 


183 


HCV— la 


27 


75 


9 


A_0201 


NMLKRRVWL 


313.968 


184 


HCV— 1 a 


27 


127 


9 


A_0201 


KVSSFCQLV 


80.941 


185 


HCV— 1 a 


97 
z / 


76 


9 


A_0201 


MLKRRVWLV 


71.386 


186 


HCV— la 


97 
z / 


80 


9 


A_0201 


RVWLWSGL 


35.683 


187 


HCV— la 


97 
Z / 


95 


9 


A 02 01 


AINEAMAGL 


' 27.699 


188 


rlL. V — 1 a. 


27 


82 


9 


A„0201 


WLWSGLVT 


14.054 


189 


HCV— 1 a 


9 7 
Z / 


112 


g 


A24 


KYCIPLMKF 


220.000 


1 on 
iyu 


nLV id. 


27 


80 


9 


A24 


RVWLWSGL 


11.200 


1 o*i 
iyi 


til— V ia. 


27 


123 


9 


A24 


CFAQKVSSF 


10.000 


1 QO 


nLV la 


27 


45 


9 


A3 


TLPMAAPAK 


20.000 


li7.i 


ilv- V ia. 


27 


30 


9 


B7 


APYPARMSM 


90.000 


1 OA 


nL V la. 


27 


109 


9 


B7 


KPAKYCIPL 


80.000 




rlv_ V la. 


27 


69 


9 


B7 


AATHPPNML 


54.000 


1 OA 


XI V la. 


27 


80 


9 


B7 


RVWLWSGL 


20.000 


197 


HCV— 1 a 


27 


28 


9 


B7 


TPAPYPARM 


20.000 


1 QO 

iyy 


HCV- 1 a 


97 
z / 


92 


g 


B7 


AVKAINEAM 


15.000 


199 


HCV- la 


27 


95 


9 


B7 


AINEAMAGL 


12.000 


200 


HCV-la 


27 


76 


9 


B8 


MLKRRVWLV 


24.000 


201 


HCV- la 


27 


30 


9 


B_3 501 


APYPARMSM 


40.000 


202 


HCV-la 


27 


28 


9 


B_3501 


TPAPYPARM 


40.000 


203 


HCV-la 


27 


109 


9 


B_3501 


KPAKYCIPL 


40.000 


204 


HCV-la 


27 


105 


9 


B_3501 


GSVDKPAKY 


20.000 



WO 2004/011650 



PCT/EP2003/008112 



205 


HCV-la 


27 


24 


206 


HCV-la 


27 


9 


207 


HCV-la 


27 


105 


208 


HCV-la 


27 


70 


209 


HCV-la 


27 


75 


210 


HCV-la 


27 


82 


211 


HCV-la 


27 


87 


212 


HCV-la 


27 


19 


213 


HCV-la 


27 


84 


214 


HCV-la 


27 


94 


215 


HCV-la 


27 


37 


216 


HCV-la 


27 


109 


217 


HCV-la 


27 


68 


218 


HCV-la 


27 


94 


219 


HCV-la 


27 


125 


220 


HCV-la 


27 


109 


221 


HCV-la 


27 


115 


222 


HCV-la 


27 


32 


223 


HCV-la 


27 


9 


224 


HCV-la 


27 


8 


225 


HCV-la 


27 


97 


226 


HCV-la 


28 


44 


227 


HCV-la 


28 


15 


228 


HCV-la 


28 


52 


229 


HCV-la 


28 


49 


230 


HCV-la 


28 


50 


231 


HCV-la 


28 


30 


232 


HCV-la 


28 


27 


233 


HCV-la 


28 


3 


234 


HCV-la 


28 


43 


235 


HCV-la 


28 


30 


236 


HCV-la 


28 


44 


237 


HCV-la 


28 


10 


238 


HCV-la 


28 


49 


239 


HCV-la 


28 


29 


240 


HCV-la 


28 


50 


241 


HCV-la 


28 


2 


242 


HCV-la 


28 


41 


243 


HCV-la 


28 


24 


244 


HCV-la 


28 


41 


245 


HCV-la 


28 


43 


246 


HCV-la 


28 


5 


247 


HCV-la 


28 


43 


248 


HCV-la 


29 


5 


249 


HCV-la 


30 


3 


250 


HCV-la 


31 


1 


251 


HCV-la 


31 


1 


252 


HCV-la 


32 


20 


253 


HCV-la 


32 


17 


254 


HCV-la 


32 


3 


255 


HCV-la 


32 


9 


256 


HCV-la 


32 


9 



- 58 



9 


B__3501 


RAP AT PAP Y 


9 


B_3501 


ft fix tt*i /~i m £i nT 

SSVEGTSPIj 


9 


B__4403 


GSVDKPAKY 


10 


Al 


ATHP PNMLKR 


10 


A_0201 


NMLKRRVWLV 


10 


A_0201 


WLWS GLVTA 


10 


A__0201 


GLVTAAVKAI 


10 


A_0201 


I LNATRAP AT 


10 


A_0201 


T TT TnrtT T 7m TV "ft T 7 

WS GLVTAAV 


10 


A24 


KAINEAMAGL 


10 


B7 


SMRTFPSPTL 


10 


B7 


KPAKYC I PLM 


10 


B7 


WAATH P PNML 


10 


B7 


KAINEAMAGL 


10 


B7 


AQKVSSFCQL 


10 


B_3501 


KPAKYC I PLM 


10 


B_3501 


IPLMKFHICF 


10 


B_3501 


YPARMSMRTF 


10 


B_3 501 


S S VEGT S PLM 


10 


B_3501 


RSSVEGTSPL 


10 


B__4403 


NEAMAGLPGS 


9 


Al 


SADMHVMMY 


9 


Al 


TTQPVDRQY 


9 


A__0201 


YLVTGCVRV 


9 


A_0201 


VMMYLVTGC 


9 


A_0201 


MMYLVTGCV 


9 


B7 


TPPTSTQVL 


9 


B7 


AARTPPTST 


9 


B7 


AGFPDKTTL 


9 


B_3501 


RSADMHVMM 


9 


B_3501 


TPPTSTQVL 


9 


B_4403 


SADMHVMMY 



10 A_0201 TLPTMTTQPV 

1 0 A_0 201 VMMYL VTGCV 

10 A24 RTPPTSTQVL 

10 A3 MMYLVTGCVR 

10 B7 IAGFPDKTTL 

10 B7 TSRSADMHVM 

10 B8 AAKAARTPPT 

10 B_3501 TSRSADMHVM 

1 0 B_3 501 RS ADMHVMMY 

10 B_3501 FPDKTTLPTM 

1 0 B_4 403 RS ADMHVMMY 

9 A_02 01 SLTWSAGV 

10 B7 EGRSPGATNL 
9 B7 MPGFPLPVL 
9 B_3501 MPGFPLPVL 
9 A_0201 SITESKSPV 

9 A3 VLQSITESK 

10 A_0201 KVGSRLKSTV 
10 A24 KSTVWVTHVL 
10 B_3501 KSTVWVTHVL 



12.000 
10.000 
13.500 
12.500 
3.206.057 
52.561 
23.995 
12.668 
10.346 
12.000 
60.000 
20.000 
18.000 
12.000 
12.000 
80.000 
20. 000 
20.000 
20.000 
10.000 
12.000 
125.000 
12.500 
319.939 
51.908 
35.524 
80.000 
13.500 
12.000 
40.000 
20.000 
18.000 
69.552 
41.075 
X7.280 
20. 000 
12.000 
10.000 
16.000 
45.000 
40.000 
12.000 
18.000 
69.552 
40.000 
120.000 
20.000 
39.210 
30.000 
21.300 
11.200 
10.000 



WO 2004/011650 



PCT/EP2003/008112 



- 59 - 



257 


HCV— la 


33 


5 


9 


B7 


VATTTTSPL 


12.000 


258 


HCV - 1 a. 


33 


4 


10 


B7 


SVATTTTSPL 


20.000 


259 


HCV-la 


34 




9 


A24 


SFAASSSHF 


10.000 


260 


HCV— la. 






10 


A24 


SFAASSSHFF 


10.000 


zol 


nLV Id 


35 








NO HITS 




A OZ 


xH— V J- ex 


36 


7 


9 


Al 


VTEPGGVAV 


45.000 




urn 7_ 1 =, 
xi^ V -Let 


3 6 


13 


9 


B7 


VAVASTTSL 


12.000 




Tj(-iT T_ 1 -a 

rlUv - JLa. 


36 


34 


9 


B_3501 


MPKMDVASV 


18.000 




rii^V Xa 


36 


g 


9 


B_4403 


TEPGGVAVA 


18.000 






3 6 


7 


10 


Al 


VTEPGGVAVA 


45.000 


2 67 


HCV— 1 a 


36 




10 


A_0201 


TVTEPGGVAV 


24.952 


268 


rlL. V JLcL 


36 


12 


10 


B7 


GVAVAS TT SL 


20.000 


269 


riv^ V X cl 


36 


28 


10 


B7 


WSRTVPMPKM 


15.000 


270 


HCV— 1 a 


J D 


28 


10 


B_3501 


WSRTVPMPKM 


30.000 


27X 


m-.v-.ia 


36 


25 


10 


B_3501 


VSAWSRTVPM 


10.000 


272 


HCV- 1 a 


J o 


8 


10 


B_4403 


TEPGGVAVAS 


13.500 


273 


HCV - 1 a 


77 


7 


9 


A„0201 


IVLTPVLML 


27.042 


274 


HCV- la 


77 


2 


g 


A_0201 


GLPWIVLT 


17.140 


275 


HCV— la 


77 


1 


9 


A24 


MGLPWIVL 


10.080 


276 


HCV - la 


3 7 


7 


9 


B7 


IVLTPVLML 


30.000 


277 


HCV— la 


77 


5 


9 


B7 


WIVLTPVL 


20.000 


278 


HCV— la 


77 




10 


A_0201 


VIVLTPVLML 


11.485 


279 


HCV - la 


3 8 


17 


9 


B7 


TPRVHTAAL 


800.000 


280 


HCV- 1 a 


"5 Q 
O O 


1 7 


9 


B8 


TPRVHTAAL 


16.000 


281 


HCV - 1 a 


J o 


17 


9 


B_3501 


TPRVHTAAL 


60.000 


282 


HCV— la 


7 


14 


10 


A_0201 


AL AT PRVHT A 


11.426 


283 


HCV- la 


7 S 


16 


10 


B7 


AT PRVHTAAli 


12.000 


284 


HCV- la 


39 


_LZ 


Q 

-> 


B7 


SPRRRTGMT 


20.000 


285 


HCV— 1 a 




12 


9 


B8 


SPRRRTGMT 


16.000 


2 86 


HCV~ 1 a 


39 


11 


9 


B_3501 


LSPRRRTGM 


10.000 


287 


HCV— 1 a 


7 Q 


18 


10 


A3 


GMTSACLVTR 


18.000 


288 


HCV - 1 a 






10 


B7 


MGRGD SRL PL» 


60.000 


289 


HCV— 1 a 


40 


4 


9 


A_0201 


PLGDAMVLV 


14.429 


290 


HCV- 1 a 




3 


9 


B7 


GPLGDAMVL 


80.000 


291 


riL-V J-cl 


40 


3 


9 


' "b_3501" 


GPLGDAMVL 


■ 30.000 


292 


rlL. V — -L ct 


41 


77 


9 


A_0201 


LMMSPHAAV 


315.959 


293 


rlL. V— JLct 


41 


22 


9 


A_0201 


FLSRPVRLV 


147.172 




HCV— 1 a 


41 


31 


9 


A_0201 


IMHPRRPLV 


85.394 


z y o 


urn 7— 1 a 


41 


15 


9 


A_02 01 


WTSPSTWFL 


56.299 


zyo 


HCV - 1 a 


41 


6 


9 


A_02 01 


KVWAAVDTI 


29.887 


/ 


HCV— 1 a 


41 


21 


9 


A24 


WFLSRPVRL 


30.000 




HCV— la 


41 


61 


9 


B7 


GPSSISRPL 


80.000 




HCV— 1 a 


41 


116 


9 


B7 


QSRRGVRWL 


40.000 


•ann 


riv^ v — JLct 


41 


30 


9 


B7 


VIMHPRRPL 


27.000 


301 


HCV - 1 a 


41 


105 


9 


B7 


ATARSRKPL 


18.000 


•a no 


MLV Id 


41 


43 


9 


B7 


YAVMGASNL 


12.000 


303 


HCV- la 


41 


106 


9 


B8 


TARSRKPLC 


16.000 


304 


HCV- la 


41 


33 


9 


B_3501 


HPRRPLVCW 


30.000 


305 


HCV- la 


41 


61 


9 


B_3501 


GPSSISRPL 


20.000 


306 


HCV-la 


41 


116 


9 


B_3501 


QSRRGVRWL 


15.000 


307 


HCV - 1 a 


41 


71 


9 


B_4403 


AETGKPLMM 


18.000 


308 


HCV-la 


41 


45 


10 


A_0201 


VMGASNLQ PL 


60.325 



WO 2004/011650 



PCT/EP2003/008112 



- 60 - 



309 


HCV-la 


41 


30 


10 


A__0201 


VIMHPRRPLV 


60.154 


310 


HCV-la 


41 


22 


10 


A_0201 


FLSRPVRLVT 


19.676 


311 


HCV-la 


41 


42 


10 


A24 


AYAVMGASNL 


200.000 


312 


HCV-la 


41 


90 


10 


A3 


VMSLVSIWEK 


90.000 


313 


HCV-la 


41 


84 


10 


B7 


AVSAPHVMSL 


60.000 


314 


HCV-la 


41 


29 


10 


B7 


LVIMHPRRPL 


45.000 


315 


HCV- 1 a 


41 


87 


10 


B7 


APHVMSLVSI 


24.000 


316 


HCV-la 


41 


33 


10 


B7 


HPRRPLVCWA 


20.000 


317 


HCV- 1 a 


41 


104 


10 


B7 


TATAR S RKPIj 


18.000 


318 


HCV-la 


41 


115 


10 


B7 


AQSRRGVRWL 


12.000 


319 


HCV- 1 a 


41 


60 


10 


B7 


AGPSSISRPL 


12.000 


320 


HCV- 1 a 


41 


23 


10 


B7 


LSRPVRLVIM 


10.000 


321 


HCV- 1 a 


41 


23 


10 


B8 


LSRPVRLVIM 


20.000 




HCV— 1 a 


41 


106 


10 


B8 


TARSRKPLCA 


16.000 


JiiJ 


HCV- 1 a 


41 


23 


10 


B_3501 


LSRPVRLVIM 


30.000 




HCV- 1 a 


41 


71 


10 


B_4403 


AETGKPLMMS 


18.000 


325 


HCV— la 


42 


14 


9 


A3 


KMTASRPPR 


12.000 




HCV- 1 a 


42 


33 


9 


B_4403 


CASTLVRKY 


13.500 


O4S / 


HCV— 1 a 


42 


14 


10 


A_0201 


KMT AS RPPRT 


18.837 


ft 


HCV— la 


42 


19 


10 


B7 


RP PRTLRGGI 


12.000 


J> j6 J 


HCV— la 


42 


3 


10 


B7 


NTRVGCTAHM 


10.000 




HCV- 1 a 


42 


19 


10 


B_3501 


RPPRTLRGGI 


16.000 


331 


HCV-la 


42 


32 


10 


B_4403 


S CASTLVRKY 


54.000 




HCV— 1 a 


43 


33 


9 


Al 


MLDPTPYKY 


500.000 


■a o -a 


HCV-la 


43 


95 


9 


A_0201 


VQLQAASSL 


13.624 




HCV— 1 a 


43 


109 


9 


A24 


TYILILNIV 


12.600 


J OS 


urn/- 1 a 


43 


40 


9 


A24 


KYCTSTMFW 


10.000 


•a -a c 
33 6 


rlLV Xa 


43 


45 


9 


A3 


TMFWWRWMR 


180.000 


■JIT 


HCV— 1 a 


43 


32 


9 


A3 


AMLDPTPYK 


45.000 


338 


HCV- 1 a 


43 


33 


9 


A3 


MLDPTPYKY 


18.000 


JJJ 


HCV— 1 a 


43 


89 


9 


B7 


SQRSPRVQL 


90.000 




HCV— 1 a 


43 


106 


9 


B7 


TPPTYILIL 


80.000 




HCV- 1 a 


43 


92 


9 


B7 


SPRVQLQAA 


20.000 


■SAO 
J 41 


HCV— 1 a 


43 


71 


9 


B7 


CVWSSNGL 


20.000 


•a A-a 
J4J 


HCV-la 


43 


26 


9 


B7 


13LMAQDAML 


" 12". 000- 


344 


HCV- 1 a 


43 


106 


9 


B„3501 


TPPTYILIL 


20.000 


345 


HCV- 1 a 


43 


53 


9 


B_3501 


RPVDKAGRV 


16.000 


346 


HCV-la 


43 


31 


9 


B_4403 


DAMLDPTPY 


27. 000 


347 


HCV- 1 a 


43 


102 


10 


A„0201 


SLCSTPPTYI 


57.380 


348 


HCV-la 


43 


33 


10 


A_0201 


MLDPTPYKYC 


27.870 


349 


HCV- 1 a 


43 


94 


10 


A24 


RVQLQAASSL 


12.000 


350 


HCV-la 


43 


88 


10 


A24 


RSQRSPRVQL 


12.000 


351 


HCV- 1 a 


43 


40 


10 


A24 


KYCTSTMFWW 


10.000 


352 


HCV- 1 a 


43 


38 


10 


A24 


PYKYCTSTMF 


10.000 


353 


HCV-la 


43 


32 


10 


A3 


AMLDPTPYKY 


18.000 


354 


HCV- 1 a 


43 


18 


10 


B7 


RNRRTTYSHL 


40.000 


355 


HCV-la 


43 


94 


10 


B7 


RVQLQAASSL 


20.000 


356 


HCV-la 


43 


37 


10 


B7 


TPYKYCTSTM 


20.000 


357 


HCV-la 


43 


86 


10 


B8 


SSRSQRSPRV 


12.000 


358 


HCV-la 


43 


37 


10 


B_3 501 TPYKYCTSTM 


40.000 


359 


HCV-la 


43 


15 


10 


B_3501 ASRRNRRTTY 


30.000 


360 


HCV-la 


43 


53 


10 


B_3501 RPVDKAGRW 


16.000 



WO 2004/011650 



PCT/EP2003/008112 



- 61 - 



361 


HCV-la 


43 


88 


10 


B_3501 


RSQRSPRVQL 


10.000 


362 


HCV-la 


43 


101 


10 


B_3501 


SSLCSTPPTY 


10-000 


363 


HCV-la 


43 


24 


10 


B_3501 


YSHLMAQDAM 


10.000 


364 


HCV-la 


43 


43 


10 


>B_3501 


TSTMFWWRWM 


10.000 


■a. 


HCV-la 


43 


30 


10 


B_4403 


QDAMLDPTPY 


45.000 


366 


HCV-la 


43 


101 


10 


B_4403 


SSLCSTPPTY 


12.000 


JO/ 


HCV— 1 a 


44 


30 


9 


A_0201 


VLLRTKTSV 


437.482 


*a ft 
Out) 


HCV- 1 a 


44 


9 


9 


A_0201 


TLVNPVEFI 


64.668 




HCV— la 


44 


16 


9 


A_0201 


FIQVQPNQL 


13.512 


370 


HCV— 1 a 


44 


24 


9 


B7 


LPSGGLVLL 


80.000 


o / X 


HCV— 1 a 


44 


6 


9 


B7 


APHTLVNPV 


12.000 


3 / A 


HCV— la 


44 


24 


9 


B_3501 


LPSGGLVLL 


20.000 




HCV— la 


44 


23 


10 


A_0201 


QLPSGGLVLL 


49.134 


374 


HCV-la 


A A 




10 


A 0201 


LVLLRTKTSV 


38.280 


375 


HCV-la 


A A 


1 0 


10 


A 0201 


LVNPVEFIQV 


19.657 


376 


HCV- 1 a 


A A 


15 


10 


A24 


EFIQVQPNQL 


36.000 


377 


HCV-la 


/I A • 


on 
^ u 


10 


B7 


QPNQLPSGGL 


120.000 


378 


HCV- 1 a 




2 0 


10 


B_3501 


QPNQLPSGGL 


20.000 


379 


HCV- 1 a 










NO HITS 




•a on 


T-Tf^W— 1 » 


46 








NO HITS 




"3 Q1 


nL v _ ±d 


47 


8 


9 


A_0201 


TILELGQSL 


44.559 


■a qo 


HCV— la 


47 


8 


9 


A24 


TILELGQSL 


10.368 


■a Q*a 

O OJ 


riv_ v -Let 


47 


4 


9 


B7 


AASYTILEL 


36.000 




xlv- V -La. 


47 


2 


9 


B7 


ASAASYTIL 


12.000 


•3QC 

J (3D 


HCV— 1 a 


47 


10 


9 


B__4403 


LELGQSLVT 


12.000 


386 


HCV— 1 a 


47 


8 


10 


A_0201 


TILELGQSLV 


145.077 


*a Q*7 
o o / 


TJPU_1 = 

ri^ V J-cL 


47 


1 


10 


B7 


MASAASYTIL 


12.000 


388 


rlL-V — J-Ci 


47 


3 


10 


B7 


SAASYTILEL 


12.000 


O O 27 


HCV— la 


47 


10 


10 


B_4403 


LELGQSLVTW 


54.000 


•3 on 


HCV— 1 a 


48 


42 


9 


B7 


HPAHPQPSL 


120.000 


•a o*i 


ntv la 


48 


12 


9 


B7 


RVSMTLPKL 


20.000 


o y z 


riL- v x a. 


48 


42 


9 


B_3501 


HPAHPQPSL 


20.000 


•a o*a 


HCV— 1 a 


48 


8 


10 


A24 


KPHVRVSMTL 


11.200 


'i OA 


rll^ V -Lei 


48 


8 


10 


B7 


KPHVRVSMTL 


80.000 


one 


rli— v la 


48 


35 " 


" 10 


' B7 


EPRGDRSHPA 


20.000- 




HCV- 1 a 


48 


2 


10 


B7 


YPMRSAKPHV 


12.000 


397 


HCV- 1 a 


48 


35 


10 


B8 


EPRGDRSHPA 


32.000 


*a or 

■J o 


HCV— 1 a 


48 


19 


10 


B8 


KLRDLRRGSV 


18.000 


399 


HCV-la 


48 


8 


10 


B_3501 


KPHVRVSMTL 


40.000 


400 


HCV-la 


48 


6 


10 


B_3501 


SAKPHVRVSM 


18.000 


401 


HCV-la 


49 


15 


9 


A24 


PYQAVPQGL 


50.400 


402 


HCV-la 


49 


22 


9 


A3 


GLSRPNTTR 


18.000 


403 


HCV- 1 a 


49 


23 


9 


B7 


LSRPNTTRL 


40.000 


404 


HCV-la 


49 


8 


9 


B_3501 


LPGHSQAPY 


40.000 


405 


HCV-la 


49 


23 


9 


B_3501 


LSRPNTTRL 


15.000 


4 U O 


HCV— 1 a 


49 


22 


10 


A_0201 


GLSRPNTTRL 


21.362 


407 


HCV-la 


49 


25 


10 


A24 


RPNTTRLAVL 


12.000 


408 


HCV-la 


49 


33 


10 


A3 


VLRGHAQISR 


12.000 


409 


HCV-la 


49 


14 


10 


B7 


APYQAVPQGL 


240.000 


410 


HCV-la 


49 


25 


10 


B7 


RPNTTRLAVL 


80.000 


411 


HCV-la 


49 


25 


10 


B_3501 


RPNTTRLAVL 


40.000 


412 


HCV-la 


49 


14 


10 


B_3501 


APYQAVPQGL 


20.000 



WO 2004/011650 



PCT/EP2003/008112 



- 62 - 





iiv^v id 


50 


4 


9 


B_4403 


REASISTLC 


12.000 


>l i y| 


llLV la 


50 


2 


10 


B7 


ICREASISTL 


40.000 




rlL-V 1 d 


50 


2 


10 


B8 


ICREASISTL 


24.000 


416 


HCV — 1 3. 


RO 
3 \j 




10 


B_4403 


REASISTLCS 


12.000 


417 


riL. V la 


51 


29 


g 


Al 


WSEFELCSY 


67.500 


41b 


rll^V lei 


51 


32 


g 


A_0201 


FELCSYCPV 


34.527 


419 


HCV— 1 a 


Rl 
ji 


3 6 


g 


A24 


SYCPVEEVL 


336.000 


420 


rlu V — 1 a 


ri 

31 


72 


g 


A24 


RYPKFSEAC 


15.000 


4^JL 


rlLV la 


51 


27 


g 


A24 


RYWSEFELC 


12.000 


422 


HCV - la 


R1 

3 1 


65 


g 


B_3501 


VSPSSQGRY 


10.000 


423 


HCV— 1 a 


31 


41 


g 


B 4403 


EEVLATYGS 


18.000 


424 


HCV- la 


Jl 


7 R 
/ 3 


10 


A24 


KFSEACGHPI 


12.000 


425 


HCV— la 


Rl 
D 1 


27 


10 


A24 


RYWSEFEIjCS 


10.000 


426 


HCV- 1 a 




0 R 
Z 3 


1 u 


B7 


SGRYWSEFEL 


40.000 


427 


HCV- 1 a 


C 1 


O o 


1 n 

1 u 


B 3501 


C P VEE VL AT Y 


80.000 


428 


HCV- la 


3-L 


/ / 


1 0 


B 4403 


SEACGHPIDF 


160.000 


429 


HCV- la 


51 


1 Q 
O O 


1 u 


■r / Aft'* 


C P\7F F VL AT Y 


13 .500 


430 


HCV- la 




13 


1 u 


B 4403 


"R F PAGOVOLA 


12.000 


431 


HCV- la 


51 


c: o 
3J 


1 u 


B 4403 




12.000 


432 


HCV- la 


D-i 








NO HITS 




433 


HCV- 1 a 


JJ 


O 

o 


10 


B 3501 


RPQCGGKHDY 


80.000 


434 


HCV- la 


R A 
3 4fc 




g 


B7 


DVFCPITKL 


30.000 


435 


HCV— la 


34L 


9 


10 


Al 


ATDVF CP I TK 


125.000 


436 


HCV- 1 a 


34t 


3 


10 


A24 


VFCPITKLGF 


12.000 


437 


HCV- la 


DO 


13 


g 


A 0201 


FLLPLASTA 


84.555 


438 


HCV- 1 a 




3 


1 0 


A 0201 


NLQSVKCDFL 


57.572 


439 


HCV- la 


55 


o 


1 n 

JLU 


A 0201 


J— 1 V,-> O V XXV_*X-/ J- J— TJ— 1 


21.356 


440 


HCV- la 


55 


8 


1 n 
1 u 


o / 


< =;\7K'pnFTj'LjPij 

O VX\.V^J->i7 1 1 1 IX -LI 


20.000 


441 


HCV- la 


DO 


D 


q 


A 0201 


FWGLFPRL 


16.337 


442 


HCV- 1 a 


56 


b 


Q 


B7 


X 1 V V J_f _L XT XvJ— 1 


20 . 000 


443 


HCV- 1 a 


56 


3 


1 U 


A24 


WF VVGLF PRL 


43 .200 


AAA 

444 


HCV— la 


R *7 








NO HITS 




445 


HCV— 1 a 


R R 
3 O 


g 


10 


A 0201 


RQHGHVRFGL 


12.562 


446 


HCV- 1 a 


3 o 


Q 


10 


A24 


RQHGHVRFGL 


11.200 


447 


HCV— 1 a 


CO 
3 O 


~r 

3 


10 


B 4403* 


SEHGRQHGHV 


1 2". 000" 


448 


HCV— 1 a 


R Q 

3 J? 


33 


g 


B7 


DPRQLWHEL 


300.000 


449 


HCV— 1 a 


CO 

3 J7 


19 


g 


B7 


SPDPLIPAL 


24.000 


450 


HCV— 1 a 


R Q 
3 _? 


15 


g 


B7 


DAVPSPDPL 


12.000 


A C1 

45 1 


Jti<^ V — 1 3L 


RQ 
3j 


33 


g 


B8 


DPRQLWHEL 


32.000 




XlLV-la 


59 


33 


g 


B_3501 


DPRQLWHEL 


60.000 




urn 7— 1 » 
riv- V — la 


RQ 

3 J? 


28 


10 


B7 


AGHKGD PRQL 


12.000 


454 


XJ.\_ V 1 Ct 


60 


10 


10 


B7 


QPVHPLHCPL 


80.000 


455 


HCV— 1 a 


60 


10 


10 


B_3501 


QPVHPLHCPL 


20.000 


ARC 


Jrl^- v ia 


60 


19 


10 


B_3501 


LARANVPAQY 


18.000 


457 


HCV— 1 a 


60 


6 


10 


B_4403 


GEGYQPVHPL 


12.000 


458 


HCV- 1 a 


bl 


J O 


g 


A 0201 


LLGEHHPLL 


148.896 


459 


HCV- la 


61 


27 


9 


A_0201 


GLQEAEGLL 


11.386 


460 


HCV- la 


61 


26 


9 


A24 


RGLQEAEGL 


12.000 


461 


HCV- la 


61 


15 


9 


B7 


DSRGDNLCL 


40.000 


462 


HCV- la 


61 


15 


9 


B_3501 


DSRGDNLCL 


22.500 


463 


HCV- la 


61 


31 


9 


B_4403 


AEGLLLELL 


12.000 


464 


HCV- la 


61 


27 


10 


A_0201 


GLQEAEGLLL 


87.586 
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465 


HCV-la 


61 


1 


10 


A_0201 


MJjRPE GLEFL 


466 


HCV-la 


61 


22 


10 


A__0201 


CLTGRGLQEA 


467 


HCV-la 


61 


26 


10 


A24 


RGLQEAEGLL 


468 


HCV-la 


61 


1 


10 


B7 


MLRPEGLEFL 


469 


HCV-la 


61 


29 


10 


B__4403 


/-\T7l 7\ T7>/~iT T T TT1T 

QEAEGLLLEL 


470 


HCV-la 


62 


37 


9 


A_0201 


KVLPTLLCLi 


471 


HCV-la 


62 


37 


9 


A24 


KVLPTLLCL 


472 


HCV-la 


62 


29 


9 


A3 


GLVRYQVRK 


473 


HCV-la 


62 


34 


9 


B7 


QVRKVLPTL 


474 


HCV-la 


62 


14 


9 


B7 


LVPRWGRGL 


475 


HCV-la 


62 


37 


9 


B7 


KVLPTLLCL 


476 


HCV-la 


62 


6 


9 


B7 


EANQTLPHL 


477 


HCV-la 


62 


30 


9 


B7 


LVRYQVRKV 


478 


HCV-la 


62 


25 


9 


B_4403 


SAHGGLVRY 


479 


HCV-la 


62 


29 


10 


A_0201 


GLVRYQVRKV 


480 


HCV-la 


62 


33 


10 


A_0201 


YQVRKVL PTL 


481 


HCV-la 


62 


32 


10 


A24 


RYQVRKVLPT 


482 


HCV-la 


62 


30 


10 


B7 


LVRYQVRKVL 


483 


HCV-la 


62 


34 


10 


B7 


QVRKVLPTLL 


484 


HCV-la 


62 


5 


10 


B_4403 


LEANQTLPHL 


485 


HCV-la 


63 








NO HITS 


486 


HCV-la 


64 


3 


10 


Al 


EDEMSPPLDY 


487 


HCV-la 


64 


76 


10 


A_0201 


GVALVTNYYV 


488 


HCV-la 


64 


85 


10 


A_0201 


VISAPRAPAV 


489 


HCV-la 


64 


36 


10 


A3 


GMGH S DGARR 


490 


HCV-la 


64 


91 


10 


B7 


AP AVGKE LAV 


491 


HCV-la 


64 


4 


10 


B_4403 


DEMSPPLDYF 


492 


HCV-la 


64 


3 


10 


B_4403 


EDEMSPPLDY 


493 


HCV-la 


64 


75 


10 


B„4403 


RGVALVTNYY 


494 


HCV-la 


64 


120 


9 


Al 


RIDPMSLGH 


495 


HCV-la 


64 


77 


9 


A_0201 


VALVTNYYV 


496 


HCV-la 


64 


90 


9 


A24 


RAPAVGKEL 


497 


HCV-la 


64 


118 


9 


B7 


DVRIDPMSL 


498 


HCV-la 


64 


53 


9 


B7 


QSRPRSLCL 


499 


HCV-la 


64 


90 


9 


B7 


RAPAVGKEL 


500 


HCV-la 


64 


53 


9 


B8 


QSRPRSLCL 


501 


HCV-la 


64 


71 


9 


B8 


GCGIRGVAL 


502 


HCV-la 


64 


53 


9 


B_3501 


QSRPRSLCL 


503 


HCV-la 


64 


116 


9 


B__3501 


GPDVRIDPM 


504 


HCV-la 


64 


29 


9 


B_3 501 


/—» /-t-rvT"r t* t>t tvtt\/t 

QSNLLDVGM 


505 


HCV-la 


64 


4 


9 


B_4403 


DEMSPPLDY 


506 


HCV-la 


64 


75 


9 


B_4403 


RGVALVTNY 


507 


HCV-la 


65 


6 


9 


B_4403 


LEALGHYWW 


508 


HCV-la 


65 


1 


9 


B_4403 


MEVSHLEAL 


509 


HCV-la 


65 


8 


10 


A_0201 


ALGHYWWRGV 


510 


HCV-la 


65 


3 


10 


B„3501 


VSHLEALGHY 


511 


HCV-la 


66 








NO HITS 


512 


HCV-la 


67 








NO HITS 


513 


HCV-la 


68 


29 


9 


A_0201 


MLAEAISGA 


514 


HCV-la 


68 


33 


9 


A_0201 


AISGAVQGV 


515 


HCV-la 


68 


21 


9 


B7 


APRVCGVRM 


516 


HCV-la 


68 


26 


9 


B7 


GVRMLAEAI 



PCT/EP2003/008112 



17.108 
11.426 
12.000 
40.000 
12.000 
55.674 
14.400 
270.000 
200.000 
20.000 
20.000 
12.000 
10.000 
13.500 
31.994 
22.915 
15.000 
300.000 
200.000 
12.000 

11.250 
33.472 
16.258 
12.000 
12.000 
360.000 
15.000 
13 .500 
25.000 
33 .419 
18.480 
200.000 
40.000 
12 70 0 0 ° 
80.000 
16.000 
15.000 
12.000 
10.000 
720.000 
27.000 
24.000 
12.000 
23.648 
10.000 



79.642 
21.996 
600.000 
20.000 
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517 


HCV— la. 


68 


21 


9 


B_J3501 


APRVCGVRM 


120. 


000 


518 


HCV-la 


68 


29 


10 


A_0201 


MLAEAISGAV 


63. 


021 


519 


HCV- la 


68 


28 


10 


A_0201 


RMLAEAISGA 


30. 


534 


520 


HCV-la 


68 


21 


10 


B7 


APRVCGVRML 


2.400. 


000 


521 


HCV-la 


68 


21 


10 


B8 


APRVCGVRML 


16. 


000 


522 


HCV-la 


68 


21 


10 


B_3 501 


APRVCGVRML 


60. 


.000 


523 


HCV-la 


68 


47 


10 


B_4403 


DDTRRRSAHF 


15. 


.000 
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Table 4 c 
lb (1-3) 



No. 


Strain 


ORF 


Start 


AA 


HLA 




Score 


1 


HCV-lb 


4 


3 


Q 

y 




P T"? A PTOVTj 
X\. x J. .ri jt iy vjj 


9 . 600 


2 


HCV-lb 


5 


3 


y 


A/441 


PVTCT AT AO^! 


10 . 000 


3 


HCV-lb 


5 


3 


_LU 


7i O A 


RvifTATansi 

XX I JxJ-.ri.J-.rV\/>J J- 


186 .000 


4 


HCV-lb 


5 


15 


10 


7\ O /I 
AZ4t 


TVO^TT 1 AWT ,CiT 


75. 000 


5 


HCV-lb 


13 


3 


y 


AX 41 


CT7T ."DIVR A7AT . 

Or J_iJT 1"1V VrVLJ 


36 . 000 


6 


HCV-lb 


14 


110 


9 


7\ O /I 

AZ4L 




300 . 000 


7 


HCV-lb 


14 


o a 
Ao 


Q 

y 


A9 A 


PGLSCSPPL 


12 .000 


8 


HCV-lb 


1 Q 


j A 


q 


A24 


KQPPNKRRL 


14.400 


9 


HCV-lb 


1 Q 
± o 




10 


A24 


KQPPNKRRLL 


14.400 


10 


HCV-lb 


A U 


X. -3 


g 


A24 


RSSPAjjPSL 


9.600 


11 


HCV-lb 


A U 


A 


9 


A24 


RATPQRVLL 


9.600 


12 


HCV-lb 


ZU 


Q 

y 


10 


A24 


RVLLRSSPAL 


12.000 


13 


HCV-lb 


25 


/i 


Q 
-> 


A24 


KYPFRRRSC 


15 . 000 


14 


HCV-lb 


29 


Z / 


Q 


A24 


VYARRWP SM 


25.000 


15 


HCV-lb 


z y 


on 

A I 


10 


A24 


VYARRWPSMM 


25.000 


16 


HCV-lb 




Q 

y 


g 


A24 


RSPRTTSVL 


12.000 


17 


HCV-lb 


33 


27 


10 


A24 


(j x rl f Ji 0 bJJ X 


60 . 000 


18 


HCV-lb 


36 


57 


9 


A24 


Lit JJriFbr KXj 


20 000 


19 


HCV-lb 


36 


46 


9 


A24 


J_ir Xj x Xj ir Xior 


18 . 000 


20 


HCV-lb 


36 


44 


9 


A24 


"DT T ,T7T ,VT .T3T. 
Kj-iXJ-t 1 Xj 1 J-iJr ij 


14 .400 


21 


HCV-lb 


36 


48 


9 


A24 


T VT TDT,C17A\7 

JjiLriiDr AV 


10 800 


22 


HCV-lb 


36 


48 


10 


A24L 


Xj X XJ ir Xj O r J\ V U 


432 .000 


23 


HCV-lb 


40 


29 


10 


A24 


^-1 XT' /"I'D onrpT ,"T>T. 
\jC L-JtCoIj X XjXJXj 


20 . 000 


24 


HCV-lb 


41 


6 


9 


A24 




200.000 


25 


HCV-lb 


41 


5 


10 


A24 


±r xriyvjKv^AXj 


20.000 


26 


HCV-lb 


47 


13 


9 


A24 


1 X AAKALNI X Xj 


240 .000 


27 


HCV-lb 


53 


10 


9 


A24 


X? P* T T? O "K" f2\ 7T 1 


12 . 000 


28 


HCV-lb 


8 


3 


9 


A3 


KXj W xrHj KiXl/iT 


30.000 


29 


HCV-lb 


8 


33 


9 


AJ 


nXXlXJ OlYLft. X 


18 . 000 


30 


HCV-lb 


14 


60 


9 


Ao 


olXLrtXS-Jr 0 ir Xjxv 


30 . 000 


31 


HCV-lb 


14 


27 


9 




<cr Xj 0 0 ir ir X-iss. 


12 .000 


32- 


—HCV-lb 


- -14 . 


... 54. ... 


10 


. A3... . _ 


X. Xj iiRC? f, ol'XfviV 


60.000 


33 


HCV-lb 


29 


35 


9 


A3 




90 . 000 


34 


HCV-lb 


29 


22 


9 


Ai 


y x, w jIj 0 v x £\ss. 


27 . 000 


35 


HCV- lb 


29 


3 4 




Aj 


omMTaT Q P PFT iP 

OJ/XL , J.VV O JT XT J. X-iX v 


27 .000 


36 


HCV-lb 


36 


56 


9 


Aj 


\ 7T .TTDPT P ^ FP 
VXjx? X^iTlxr OiT Jrv 


20 . 000 


37 


HCV-lb 


36 


45 


10 


AJ 


XjXjx? Xj X XjJT JJOr 


20 . 000 


38 


HCV-lb 


3 6 


56 




Aj 


V XJ J- XJXJ.X7 QT Xv XJ 


13 .500 


39 


HCV-lb 


43 


37 


Q 

y 


TS. *3 
A«3 


r;T ,f?PP RPTR 

VjJjVJJT JTvOXt X I\ 


18 . 000 


40 


HCV-lb 


43 


16 


J. u 


7\ "3 


RT.HFA C1R ADR 


18 . 000 


41 


HCV-lb 


47 


16 


Q 

y 


Aj 


0 Xj ixJJ^xxxii i\x\ 


12 . 000 


42 


HCV-lb 


1 


32 


10 


A0201 


VIWVRSSIPL 


41.446 


43 


HCV-lb 


1 


20 


10 


A0201 


LVGAPQTPGV 


10.346 


44 


HCV-lb 


6 


84 


9 


A0201 


LIjWWGRPTV 


981.379 


45 


HCV-lb 


6 


66 


9 


A0201 


VLYPRRRCV 


75.673 


46 


HCV-lb 


6 


8 


9 


A0201 


SLLRCSTHT 


27.527 


47 


HCV-lb 


6 


83 


10 


A0201 


VLLWWGRPTV 


437.482 


48 


HCV-lb 


6 


5 


10 


A0201 


KLGSLLRCST 


26.082 


49 


HCV-lb 


6 


66 


10 


A0201 


VLYPRRRCVA 


11.081 


50 


HCV-lb 


7 


7 


9 


A0201 


FSWRTRASV 


17.334 
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51 


HCV-lb 


18 


53 


9 


A0201 


LMPWTERWL 


AO - oDl 


52 


HCV-lb 


18 


29 


9 


A0201 


SLGRHMLSM 


11 . 426 


53 


HCV-lb 


18 


60 


10 


A0201 


WLHRAEARFL 


±Uo . uy 4t 


54 


HCV-lb 


18 


29 


10 


A0201 


SLGRHMLSMA 


11 . 42 6 


55 


HCV-lb 


13 


4 


10 


A0201 


FLPMWALGA 


22 . 853 


56 


HCV-lb 


14 


5 


9 


A0201 


QLTRLQSWA 


27 .324 


57 


HCV-lb 


14 


53 


9 


A0201 


LILERSPSM 


± / .o±o 


58 


HCV-lb 


14 


27 


10 


A0201 


GLSCSPPLRL 


21 . 3 62 


59 


HCV-lb 


14 


53 


10 


A0201 


LILERSPSMA 


17 . 616 


60 


HCV-lb 


14 


4 


10 


A0201 


I QLTRLQSWA 


17 . 42 6 


61 


HCV-lb 


14 


70 


10 


A0201 


SGGEGISFSV 


10 .797 


62 


HCV-lb 


14 


93 


10 


A0201 


QASESTLWRI 


10.248 


63 


HCV-lb 


19 


3 


10 


A0201 


QEWPARSWPL 


25 . 857 


64 


HCV-lb 


20 


10 


9 


A0201 


VLLRSSPAL 


134 .369 


65 


HCV-lb 


23 


22 


10 


A0201 


ILGRCGGWPL 


272 . 371 


66 


HCV-lb 


29 


34 


9 


A0201 


SMMWSPPFL 


313 . 968 


67 


HCV-lb 


30 


16 


9 


A0201 


VLRSQFTNV 


17 . 074 


68 


HCV-lb 


31 


30 


9 


A0201 


KQLDTLQLT 


92 .267 


69 


HCV-lb 


33 


2 


9 


A0201 


ALAHFHSIV 


108 . 3 62 


70 


HCV-lb 


33 


11 


10 


A0201 


TLQVRSIGWL 


35.130 


71 


HCV-lb 


36 


47 


9 


A0201 


FLYLPLSFA 


925 . 081 


72 


HCV-lb 


36 


79 


9 


A0201 


RLLQLKYCV 


257 .342 


73 


HCV-lb 


36 


44 


9 


A0201 


RLLFLYLPL 


118 .561 


74 


HCV-lb 


36 


49 


9 


A0201 


YLPLSFAVL 


76 . 550 


75 


HCV-lb 


36 


47 


10 


A0201 


FLYLPLSFAV 


5938 . 072 


76 


HCV-lb 


36 


36 


10 


A0201 


VLFDHPSFRL 


3195 .307 


77 


HCV-lb 


40 


6 


10 


A0201 


ALAGFTTTSL 


21 . 362 


78 


HCV-lb 


43 


11 


10 


A0201 


SLCPNGLHEA 


11 . 426 


79 


HCV-lb 


45 


30 


9 


A0201 


LIPPGRTAV 


16 . 258 


80 


HCV-lb 


45 


29 


10 


A0201 


QLIPPGRTAV 


69 . 552 


81 


HCV-lb 


52 


1 


9 


A0201 


MLLEGLCSL 


1267 . 104 


82 


HCV-lb 


52 


8 


10 


A0201 


SLSSCEAPGL 


21 . 3 62 


83 


HCV-lb 


53 


2 


10 


A0201 


FLQCVGRPRC 


22 . 853 


84 


HCV-lb 


18 


48 


10 


Al 


SGEPLRHSGR 


22 .500 


85 


HCV-lb 


48 


3 


9 


Al 


STDHRTCQK 


25 .000 


86 


HCV— lb~ 


- 48- 


- 3 - 


10 


, Al— - 


-- STDHRTCQKR 


21 .500 . 


87 


HCV-lb 


1 


26 


9 


B3501 


TPGVGRVIW 


10 . 000 


88 


HCV-lb 


5 


12 


10 


B3501 


I PAT YQVTAW 


10.000 


89 


HCV-lb 


6 


95 


9 


B3501 


SPRIAGGRM 


120 .000 


90 


HCV-lb 


6 


2 


9 


B3501 


TPSKLGSLL 


20 . 000 


91 


HCV-lb 


6 


89 


10 


B3501 


RPTVPESPRI 


24 .000 


92 


HCV-lb 


6 


51 


10 


B3501 


RTRGL I AGTM 


12 .000 


93 


HCV-lb 


6 


94 


10 


B3501 


E SPRIAGGRM 


10 . 000 


94 


HCV-lb 


18 


25 


10 


B3501 


KAGWSLGRHM 


JL^ - UUU 


95 


HCV-lb 


18 


28 


10 


B3501 


WSLGRHMLSM 


1 n n n n 
J.U . UUU 


96 


HCV-lb 


18 


19 


10 


B3501 


APPGTSKAGW 


1U . UUU 


97 


HCV-lb 


13 


5 


10 


B3501 


LPMWALGAL 


A U . UUU 


98 


HCV-lb 


14 


68 


10 


B3501 


KPSGGEGISF 


60 . 000 


99 


HCV-lb 


14 


58 


10 


B3501 


SPSMAKPSPL 


20.000 


100 HCV-lb 


14 


46 


10 


B3501 


TSRRWPCLIL 


15.000 


101 HCV-lb 


15 


14 


9 


B3501 


RPRLGCGPT 


12.000 


102 HCV-lb 


18 


33 


9 


B3501 


QPPNKRRLL 


20.000 


103 HCV-lb 


18 


22 


9 


B3501 


SSSRKRSGY 


10.000 


104 HCV-lb 


18 


33 


10 


B3501 


QPPNKRRLL 


20.000 
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105 HCV-lb 


18 


21 


10 


B3501 


SSSSRKSGY 


10.000 


106 HCV-lb 


18 


4 


10 


B3501 


KSAPRTSLTL 


10 .000 


107 HCV-lb 


20 


13 


9 


B3501 


RSSPALPSL 


10 . 000 


108 HCV-lb 


23 


9 


9 


B3501 


TPRAPAHPL 


60 . 000 


109 HCV-lb 


23 


15 


9 


B3501 


HPLQRQTIL 


20 . 000 


110 HCV-lb 


24 


10 


10 


B3501 


RPTSCGGRRW 


20 . 000 


111 HCV-lb 


24 


23 


10 


B3501 


SPAWSRRTRW 


10 .000 


112 HCV-lb 


27 


15 


9 


B3501 


SPLTDCKSW 


15. 000 


113 HCV-lb 


29 


28 


9 


B3501 


YARRWPSMM 


18 . 000 


114 HCV-lb 


29 


20 


9 


B3501 


YSQIWESVY 


10 . 000 


115 HCV-lb 


29 


32 


10 


B3501 


WSPMMWSPPF 


20 . 000 


116 HCV-lb 


29 


15 


10 


B3501 


QPALSYSQIW 


10 . 000 


117 HCV-lb 


30 


9 


9 


B3501 


RSPRTT SVL) 


10 . 000 


118 HCV-lb 


31 


19 


9 


B3501 


IPPPPSHGD 


20 . 000 


119 HCV-lb 


33 


46 


9 


B3501 


CPRGGGPPL 


60 . 000 


120 HCV-lb 


33 


37 


9 


B3501 


GPGASALGY 


40 . 000 


121 HCV-lb 


33 


46 


10 


B3501 


CPRGGGPPLV 


12 . 000 


122 HCV-lb 


36 


50 


9 


B3501 


LPBSFAVLF 


20. 000 


123 HCV-lb 


36 


41 


9 


B3501 


ESARLLFLY 


10 . 000 


124 HCV-lb 


36 


28 


10 


B3501 


RPGSGGRREL 


40. 000 


125 HCV-lb 


36 


74 


10 


B3501 


IPCHERLLQL 


20 . 000 


126 HCV-lb 


39 


10 


10 


B3501 


SPGGRARLCL 


20. 000 


127 HCV-lb 


39 


8 


10 


B3501 


LPS PGGRARL 


20 . 000 


128 HCV-lb 


43 


30 


9 


B3501 


QPSYPATGL 


20 . 000 


129 HCV-lb 


43 


3 


10 


B3501 


VSAEGRWGSL 


10. 000 


130 HCV-lb 


45 


46 


9 


B3501 


RSHWQRQEY 


20 . 000 


131 HCV-lb 


45 


12 


9 


B3501 


CARRVHGNY 


18. 000 


132 HCV-lb 


45 


2 


10 


B3501 


HPGGCEGGGL 


30 . 000 


133 HCV-lb 


45 


12 


10 


B3501 


CARRVHGNYY 


18.000 


134 HCV-lb 


53 


8 


10 


B3501 


RPRCIRQKGV 


24 . 000 


135 HCV-lb 


54 


1 


10 


B3501 


MPQETWGTTLi 


40. 000 


136 HCV-lb 


8 


51 


10 


B4403 


HELMPWTERW 


36 . 000 


137 HCV-lb 


19 


1 


10 


B4403 


MEQEWPARSW 


18 . 000 


138 HCV-lb 


29 


24 


9 


B4403 


WE S VYARRW 


18. 000 


139 HCV-lb 


36 


77 


9 


B4403 


HERLLQLKY 


180 . 000 


— ._ ~ 1-40 --HCV-lb- 


. 36 - 


„ 40 - 


- 10 


-B4403- 


RESARLLFLY 


, 270 ..000 


141 HCV-lb 


43 


18 


10 


B4403 


HEAGRADRHV 


18 . 000 


142 HCV-lb 


47 


5 


9 


B4403 


VEVSHTAET 


12 . 000 


143 HCV-lb 


47 


5 


10 


B4403 


VEVSHTAETY 


360 . 000 


144 HCV-lb 


47 


11 


10 


B4403 


AETYAARANT 


12 . 000 


145 HCV-lb 


52 


21 


9 


B4403 


RERRRPCRY 


120 . 000 


146 HCV-lb 


52 


12 


9 


B4403 


CEAPGLHDA 


24 . 000 


147 HCV-lb 


1 


45 


10 


B7 


SPTSWGTFRL 


80 . 000 


148 HCV-lb 


1 


23 


10 


B7 


APQTP GVGRV 


12 . 000 


149 HCV-lb 


5 


14 


9 


B7 


ATYQVTAWL 


12 . 000 


150 HCV-lb 


6 


95 


9 


B7 


SPRIAGGRM 


200 . 000 


151 HCV-lb 


6 


2 


9 


B7 


TPSKLGSLL 


80 . 000 


152 HCV-lb 


6 


36 


9 


B7 


SLRGGVPSL 


40. 000 


153 HCV-lb 


6 


29 


9 


B7 


AAAPSTSSL 


36.000 


154 HCV-lb 


6 


40 


9 


B7 


GVPSLTLCL 


20.000 


155 HCV-lb 


6 


68 


10 


B7 


YPRRRCVAQC 


20.000 


156 HCV-lb 


6 


58 


10 


B7 


GMTHPNRAVL 


18.000 


157 HCV-lb 


6 


75 


10 


B7 


AQCIASPRVL 


12.000 


158 HCV-lb 


6 


51 


10 


B7 


RTRGLIAGTM 


10.000 
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159 HCV-lb 


8 


39 


10 


B7 


YGRCSCSCWL 


a r\ a a a 


160 HCV-lb 


8 


26 


10 


B7 


AGWSLGRHML 


lo. UUU 


161 HCV-lb 


8 


52 


10 


B7 


ELMPWTERWLr 


i o nnn 
1Z .UUU 


162 HCV-lb 


9 


4 


9 


B7 


EAAMPSSSL 


i q nn A 


163 HCV-lb 


13 


5 


10 


B7 


L PMWALGAL 


o / a nnn 
z4U .UUU 


164 HCV-lb 


13 


2 


10 


B7 


ASFLPMWAIj 


*i o a a a 

XZ .UUU 


165 HCV-lb 


14 


105 


9 


B7 


GSMCPSYQL 


1 q a a a 
lo . UUU 


166 HCV-lb 


14 


58 


10 


B7 


SPSMAKPSPL 


q n a a a 
oU.UUU 


167 HCV-lb 


14 


46 


10 


B7 


TSRRWPCLIL 


cn a a a 

OU.UUU 


168 HCV-lb 


14 


15 


10 


B7 


AQSWTKRRRL 


1 o n A A 
±ts .UUU 


169 HCV-lb 


15 


14 


9 


B7 


RPRLGCGPT 


on n a A 
ZU . UUU 


170 HCV-lb 


16 


5 


9 


B7 


CPRPSRQET 


■3 n n A A 
3 U .UUU 


171 HCV-lb 


16 


5 


10 


B7 


CPRPSRQETT 


20 . OUU 


172 HCV-lb 


18 


33 


9 


B7 


QPPNKRRLL 


±20 . UUU 


173 HCV-lb 


18 


6 


9 


B7 


APRTSLTLS 


*i o n n A 
12 . OUU 


174 HCV-lb 


18 


34 


9 


B7 


PPNKRRLLLi 


12 . 0OU 


175 HCV-lb 


18 


5 


9 


B7 


SAPRTSLTLr 


12 . 000 


176 HCV-lb 


18 


33 


10 


B7 


QPPNKRRLLL 


l^U .UUU 


177 HCV-lb 


20 


4 


9 


B7 


RATPQRVLL 


*i o r\ a n 
lo . UUU 


178 HCV-lb 


20 


2 


10 


B7 


CLRATPQRVL 


60 . 000 


179 HCV-lb 


20 


9 


10 


B7 


RVLLRSSPAL 


OA AAA 
ZU . UUU 


180 HCV-lb 


23 


9 


9 


B7 


TPRAPAHPIi 


1 o r\ O AAA 

1200 .000 


181 HCV-lb 


23 


15 


9 


B7 


HLPQRQTIIi 


o r» r\ a a 

80.000 


182 HCV-lb 


23 


23 


9 


B7 


LGRCGGWPL 


40 . UUU 


183 HCV-lb 


25 


24 


9 


B7 


SGRARITTIj 


40 . 000 


184 HCV-lb 


25 


14 


9 


B7 


NPRSSPQRC 


20.000 


185 HCV-lb 


25 


9 


9 


B7 


ACGRRRSPL 


18.00 0 


186 HCV-lb 


25 


8 


10 


B7 


Q ACGRRRS PL 


-1 o r\ A A 

18.000 


187 HCV-lb 


28 


20 


9 


B7 


CGRTCWKTL 


A r\ r\ A A 

40.000 


188 HCV-lb 


29 


28 


9 


B7 


YARRWPSMM 


30 . 000 


189 HCV-lb 


29 


34 


9 


B7 


SMMWSPPFLj 


1 O AAA 

iz .UUU 


190 HCV-lb 


31 


19 


9 


B7 


IPPPPSHGL 


•\ "~) A AAA 

lzu . UUU 


191 HCV-lb 


31 


26 


10 


B7 


GLGRKQliDTL 


A A AAA 

40 .UUU 


192 HCV-lb 


33 


46 


9 


B7 


CPRGGGPPL 


onn AAA 
800 . UUU 


193 HCV-lb 


33 


46 


10 


B7 


CPRGGGPPLV 


A A AAA 

40 . UUU 


- 194- -HCV-lb • 


- -33- 


3 


_ -10 - 




LAHFHSIVTL 


. 12_- Q0.0_„. 


195 HCV-lb 


36 


42 


9 


B7 


SARLLFLYL 


1 O A AAA 
lZU - UUU 


196 HCV-lb 


36 


38 


9 


B7 


CNRESARLL 


A A AAA 

4U . UUU 


197 HCV-lb 


36 


28 


10 


B7 


RPGSGGRREL 


1 O A AAA 
lzU .UUU 


198 HCV-lb 


36 


74 


10 


B7 


IPCHERLLQL 


OA AAA 

oil . UUU 


199 HCV-lb 


39 


12 


9 


B7 


GGRARLCLL 


A A AAA 

4U . UUU 


200 HCV-lb 


39 


10 


10 


B7 


SPGGRARLCL 


1 O A AAA 

XZ U - UUU 


201 HCV-lb 


39 


8 


10 


B7 


LPSPGGRARL 


1 O A AAA 
JLZU .UUU 


202 HCV-lb 


40 


30 


9 


B7 


FCRSGTLDL 


A A AAA 
4U -UUU 


203 HCV-lb 


40 


7 


9 


B7 


LAGFTTTSIj 


1 O AAA 
XZ . UUU 


204 HCV-lb 


40 


6 


10 


B7 


ALAGFTTTSL 


1 O AAA 

XZ .UUU 


205 HCV-lb 


43 


30 


9 


B7 


QPSYPATGL 


1 O A AAA 
X Z U . UUU 


206 HCV-lb 


43 


39 


9 


B7 


GPRGPTRPC 


30.000 


207 HCV-lb 


43 


20 


10 


B7 


AGRADRHVHL 


120.000 


208 HCV-lb 


45 


22 


9 


B7 


AVSGLHGQL 


60.000 


209 HCV-lb 


45 


2 


10 


B7 


HPGGCEGGGL 


80.000 


210 HCV-lb 


45 


21 


10 


B7 


YAVSGLHGQL 


12.000 


211 HCV-lb 


46 


5 


10 


B7 


DSRLQGSHL 


40.000 


212 HCV-lb 


47 


15 


9 


B7 


AARANTLAV 


18.000 
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213 


HCV-lb 


49 


9 


10 


214 


HCV-lb 


51 


16 


9 


215 


HCV-lb 


51 


15 


10 


216 


HCV-lb 


53 


8 


10 


217 


HCV-lb 


54 


1 


10 


218 


HCV-lb 


56 


3 


9 


219 


HCV-lb 


56 


2 


10 


220 


HCV-lb 


6 


46 


10 


221 


HCV-lb 


14 


85 


10 


222 


HCV-lb 


18 


33 


9 


223 


HCV-lb 


18 


33 


10 


224 


HCV-lb 


23 


15 


9 


225 


HCV-lb 


23 


9 


9 


226 


HCV-lb 


25 


24 


9 


227 


HCV-lb 


27 


9 


9 


228 


HCV-lb 


27 


8 


10 


229 


HCV-lb 


33 


46 


9 


230 


HCV-lb 


36 


42 


9 


231 


HCV-lb 


36 


74 


10 


232 


HCV-lb 


39 


12 


9 


233 


HCV-lb 


40 


30 


9 


234 


HCV-lb 


43 


20 


10 


235 


HCV-lb 


51 


16 


9 


236 


HCV-lb 


51 


15 


10 


237 


HCV-lb 


52 


19 


9 


238 


HCV-lb 


53 


8 


10 



- 69 - 



B7 


SAHFHAHRPL 


12 .000 


B7 


AAHQRVEQL 


■jr nnn 


B7 


QAAHQRVEQL 


±A . uuu 


B7 


RPRCIRQKGV 


An nnn 


B7 


MPQETWGTTL 


on nnn 
oU. uuu 


B7 


WQPPGPPL 


7n nnn 


B7 


SWQPPGPPL 


on nnn 
JU . uuu 


B8 


LCLTSRTRGL 


1 a nnn 
JLo - UUU 


B8 


SPSMAKPSPL 


1 c nnn 
J.O . UUU 


B8 


QPPNKRRLL 


1 c nnn 

J.O m uuu 


B8 


QPPNKRRLLL 


16 . 000 


B8 


HPLQRQTIL 


i cz nnn 
lb . UUU 


B8 


TPRAPAHPL 


1 a nnn 
lo.UUU 


B8 


SGRARITTL 


16 . 000 


B8 


ACGRRRSPL 


16 . 000 


B8 


QACGRRRS PL 


16 . 00 0 


B8 


CPRGGGPPL 


1 c nnn 

J_D . UUU 


B8 


SARLLFLYL 


i a nnn 
Xb. UUU 


B8 


IPCHERLLQL 


16 . 000 


B8 


GGRARLCLL 


16 . 000 


B8 


FCRSGTLDL 


16.000 


B8 


AGRADRHVHL 


16.000 


B8 


AAHQRVEQL 


16.000 


B8 


QAAHQRVEQL 


16.000 


B8 


DARERRRPC 


48.000 


B8 


RPRCIRQKGV 


24.000 
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Table 43 
lb (4-6) 



No. 


Strain 


ORF 


Start 


AA 


HLA 


Peptide secjuence 


1 


HCV lb 


1 


2 


10 


B7 


ICREaSISTL 


2 


HCV lb 


1 


2 


10 


B8 


ICREaSISTL 


3 


HCV lb 


1 


4 


9 


B_4403 


REASISTLC 


4 


HCV lb 


1 


4 


10 


B_4403 


REASiSTLCS 


5 


HCV lb 


2 


20 


9 


A_0201 


CLPLQKVGV 


6 


HCV lb 


2 


4 


9 


B_3501 


WPGVFSSPF 


7 


HCV lb 


3 


12 


9 


A_0201 


MMLSAPSRI 


8 


HCV lb 


3 


13 


10 


A_0201 


MLSApSRILV 


9 


HCV lb 


3 


11 


10 


A_0201 


NMMLsAPSRI 


10 


HCV lb 


3 


5 


9 


B7 


RPTHWRNMM 


11 


HCV lb 


3 


5 


10 


B7 


RPTHwRNMML 


12 


HCV lb 


3 


3 


10 


B7 


RGRPtHWRNM 


13 


HCV lb 


3 


5 


9 


B_3501 


RPTHWRNMM 


14 


HCV lb 


3 


5 


10 


B_3501 


RPTHwRNMML 


15 


HCV lb 


3 


3 


10 


B_3501 


RGRPtHWRNM 


16 


HCV lb 


4 


18 


10 


A_0201 


RLAAqESTGI 


17 


HCV lb 


4 


12 


9 


A24 


RYSPGTRLA 


18 


HCV lb 


4 


44 


10 


A24 


RGPSsRIHGL 


19 


HCV lb 


4 


12 


10 


A24 


RYSPgTRLAA 


20 


HCV lb 


4 


45 


9 


B7 


GPSSRIHGL 


21 


HCV lb 


4 


10 


10 


B7 


ISRYsPGTRL 


22 


HCV lb 


4 


47 


10 


B7 


SSRIhGLPDL 


23 


HCV lb 


4 


45 


9 


B7 


GPSSRIHGL 


24 


HCV lb 


4 


45 


9 


B_3501 


GPSSRIHGL 


25 


HCV lb 


4 


31 


9 


B_3501 


SPSRPEEGW 


26 


HCV lb 


4 


10 


10 


B_3501 


ISRYsPGTRL 


27 


HCV lb 


4 


47 


10 


B_3501 


SSRIbGLPDL 


28 


HCV lb 


4 


20 


10 


B_3501 


AAQEsTGIRM 


29 


HCV lb 


5 








no bits 


„30_. 


HCV lb. 


6 








no bits 


31 


HCV lb 


7 








no hits 


32 


HCV lb 


8 








no bits 


33 


HCV lb 


9 








no hits 


34 


HCV lb 


10 








no hits 


35 


HCV lb 


11 








no hits 


36 


HCV lb 


12 


12 


10 


A_0201 


AEWIsLLSTV 


37 


HCV lb 


12 


3 


10 


A_0201 


SMMLLRGSQA 


38 


HCV lb 


12 


12 


10 


B_4403 


AEWIsLLSTV 


39 


HCV lb 


13 


14 


9 


A_0201 


QQPPLVWWL 


40 


HCV lb 


13 


21 


9 


A_0201 


WLFAVTRAL 


41 


HCV lb 


13 


17 


9 


A_0201 


PLVWWLFAV 


42 


HCV lb 


13 


13 


10 


A_0201 


EQQPpLVWWL 


43 


HCV lb 


13 


4 


9 


A3 


GLATWTPPR 


44 


HCV lb 


13 


10 


9 


B7 


PPREQQPPL 


45 


HCV lb 


13 


9 


10 


B7 


TPPReQQPPL 


46 


HCV lb 


13 


15 


9 


B_3501 


QPPLVWWLF 


47 


HCV lb 


13 


10 


9 


B_3501 


PPREQQPPL 


48 


HCV lb 


13 


9 


10 


B_3501 


TPPReQQPPL 



Score 



40.000 
24.000 
12.000 
12.000 
69.552 
20.000 
47.394 
118.238 
27.879 
30.000 
80.000 
10.000 
80.000 
40.000 
12.000 
10.433 
12.000 
12.000 
12.000 
80.000 
60.000 
40.000 
16.000 
20.000 
10.000 
15.000 
15.000 
12.000 



25. 817 
13 .276 
18.000 
205.491 
72.718 
20.412 
15.412 
36.000 
80.000 
80.000 
20.000 
12.000 
20.000 
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49 


xi^v J- JJ 


13 


12 


10 


B_4403 


REQQpPLVWW 


18.000 


50 


_1C.V XlJ 


14 


15 


10 


A__02 01 


GMLPgRGSCL 


57.085 


51 


urn t 1 Vi 
riv-V Xx> 


14 


16 


10 


A_0201 


MLPGrGSCLL 


36.316 


52 


HCV lb 


1 A 

X*± 


23 


9 


A 0201 


CLiLPAWSGT 


46.873 


53 




14 


16 


9 


A 0201 


MLPGRGSCL 


36.316 


54 


£l<~V -LJD 


1 A 

X 


17 


9 


B7 


LPGRGSCLL 


80.000 


55 


ilCV X.U 


14 


7 


10 


B7 


EPWRtPWLGM 


30.000 


56 


HCV lb 


1 A 
X<± 


5 


10 


B7 


GPEPwRTPWL 


24.000 


57 


rl^V -LJ-) 


14 


7 


10 


B_3501 


EPWRtPWLGM 


40.000 


58 


HCV It) 


14 


17 


9 


B 3501 


LPGRGSCLL 


20.000 


59 


HCV It) 


1 A 

X41 


2 


10 


B 4403 


MEVGpEPWRT 


12.000 


60 


HCV It) 


1 A 


1 Q 

JL j 


9 


A 0201 


RLLPRQRRL 


15.808 


61 


HCV It) 


1 A 
X4t 


iZ 


9 


A24 


PYSPSSERL 


24.000 


62 


HCV It) 


1 A 
XQ 


1 Q 


9 


A24 


RLLPRQRRL 


14.400 


63 


HCV lb 




1 9 
X Z 


10 


A24 


PYSPsSERLL 


24.000 


64 


HCV lb 


14 


1 1 
11 


xu 


J3 / 


RPYSnSSERL 

ITS-XT J. uD \J 4— i-LvJ-J 


80.000 


65 


HCV lb 


14 


3 


q 


B 3501 


RSLSOSRPY 


20.000 


66 


HCV lb 


14 


XX 


i n 
x u 


•L5 -3 JUl 


P. P Y Sr> S SERL 


40.000 


67 


HCV lb 


15 


xy 


Q 


a n9fi1 

A U Z U X 


PT,T>PRORRL 

X\U J_J XT XX Ivi\JJ 


15.808 


68 


HCV lb 




X Z 


g 


A24 


PYSPSSERL 


24.000 


69 


HCV lb 


15 


1 Q 


q 


A24 


RLLPRQRRL 


14.400 


70 


HCV lb 


XD 


1 9 
J.Z 


10 


A24 


PYSPsSERLL 


24.000 


71 


HCV lb 


Id 


1 1 

XX 


10 


B7 


RPYSpSSERL 


80.000 


72 


HCV lb 




D 


q 


B 3501 


RSLSQSRPY 


20.000 


73 


HCV lb 


ID 


1 1 
XX 


J. U 


B 3 501 


RPYSpSSERL 


40.000 


74 


HCV lb 


J. o 


J 


9 


37 


AVRPGGMSC 


15.000 


75 


HCV lb 


1 *7 
J. / 




7 




no hits 




76 


HCV lb 


1 Q 
Xo 


9 1 
AX 


10 


A 0201 


SLGPwHKLW 


28.516 


77 


HCV lb 


X O 


97 

Z / 


10 


A 0201 


KLWvKPARA 


17.388 


78 


HCV lb 


J. O 


6 


10 


A24 


RVPDlQKPRL 


14.400 


79 


HCV lb 


1 Q 


Z / 


9 


A3 


KLVWKPAR 


27.000 


80 


HCV lb 


1 O 


A7 


g 


B7 


MPPQGPACL 


80.000 


81 


HCV lb 


1 P 
J. o 


14 


g 


B7 


RLRTMQPSL 


40.000 


82 


HCV lb 


1 o 
Xo 


Z 


9 


B7 


VTRSRVPDL 


40.000 


83 


HCV lb 


J. o 


7 


9 


B7 


" ^DL QKPRIi 


24~.~000 ~ 


OA 


ris~. v xx> 


18 


19 


10 


B7 


QPSLgPWHKL 


L20.000 


85 


HCV lb 


J. o 


i 

jl 


10 


B7 


MVTRs RVPDL 


20.000 


86 


HCV lb 


X o 


0 


1 n 


B7 


RVPDlQKPRL 


20.000 


87 


HCV lb 


1 Q 


z 


q 


B8 


VTRSRVPDL 


80.000 


88 


HCV lb 


1 Q 
X o 


1 Q 


10 


B 3501 


QPSLgPWHKL 


20.000 


89 


HCV lb 


1 O 


j Z 


10 


B 3501 


KPARaGATAI 


16.000 


90 


HCV lb 


X o 


1 9 
xz 


10 


B 3501 


KPRLrTMQPS 


12.000 


91 


HCV lb 


X_7 




7 




no bits 




no 
_7 Z 


ilL- V XX> 


20 


7 


10 


B7 


RTRGsGCWRL 


40.000 




HCV lb 


20 


24 


9 


B8 


CARQRQQRV 


48.000 


94 


HCV lb 


9 1 

Ax 


Q 
O 


q 


Al 


VLEAARHSY 


45.000 


95 


HCV lb 


21 


2 


10 


A_0201 


ALPGgGVLEA 


11.426 


96 


HCV lb 


21 


1 


9 


B7 


MALPGGGVL 


12.000 


97 


HCV lb 


22 


14 


10 


B7 


NQRGrARDRL 


60.000 


98 


HCV lb 


23 


3 


10 


A_02 01 


MLPSqELTGV 


271.948 


99 


HCV lb 


23 


1 


9 


A_0201 


MIMLPSQEL 


18.476 


100 


HCV lb 


23 


2 


9 


A_0201 


IMLPSQELT 


16.588 
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72 - 



101 


HCV lb 


23 


1 


9 


B / 


MTMT TDOr*VT?T 
IXi xiYlXj Jtr oyriiij 


18 . 000 


102 


HCV lb 


23 


7 


10 


td yl / n 9 
B 4 4UJ 


OTTT r Pi~r\Tr % T T±\7 

y HtLi x y v L-Xii\v 


12 . 000 


103 


HCV lb 


23 


7 


9 


B_4 4 U J 




24 . 000 


104 


HCV lb 


24 




/ 




XI (J IJ.X L. o 




105 


HCV lb 


9 R 
Z D 


o 


1 n 

X u 


Al 


TVESkORVSY 


90.000 


106 


HCV lb 


9 ^ 

Z D 


19 


9 


A 0201 


MGFFFDFQV 


62.942 


107 


HCV lb 


Z 3 


1 P. 


10 


A 0201 


PMGFf FDFQV 


24.356 


108 


HCV lb 


Z 9 


14 


g 


A24 


SYEKPMGFF 


150.000 




rlL.V XJj 


2 5 


20 


9 


A24 


GFFFDFQVF 


14.400 


110 


HCV lb 


9 p; 


14 


10 


A24 


SYEKpMGFFF 


150.000 


111 


HCV lb 


9 t; 
Z D 


"3 P 

J o 


10 


A24 


EYWNpYEEPI 


50.000 


112 


HCV lb 


9 

Z 9 


1 n 

J. U 


10 


B7 


KQRVs YEKPM 


10.000 


113 


HCV lb 


9 R 
Z D 


xu 


10 


B 3501 


KQRVS YEKPM 


12.000 


114 


HCV lb 


9 R 

z 9 


X9 


10 


B 3501 


VSYEkPMGFF 


10.000 


115 


HCV lb 


Z 9 


-J 9 


9 


B 3501 


CPGEYWNPY 


80.000 


116 


HCV lb 


9 R 


17 


g 


B 3501 


KPMGFFFDF 


40.000 


117 


HCV lb 


9 R 
Z 3 


1 "3 


g 


B 3501 


VSYEKPMGF 


10.000 


118 


HCV lb 


Zo 


Jl 


q 


B 3501 


N^TRCPGEY 


10. 000 


119 


HCV lb 


9 c; 
z o 


1 R 

ID 


g 


B 4403 


YEKPMGFFF 


120.000 


120 


HCV lb 


9 c; 
ZD 


9 


q 


B 4403 


\7F.SKORVSY 


120.000 


121 


HCV lb 


A o 


1 *7 
X / 


q 


Al 


ii ± illVVJ. JLVV-U X 


11. 250 


122 


HCV lb 


9 c 
ZO 


1 


xu 


a ri9 ni 

A U Z U X 


l'JUU VViSXUv X V 


85.394 


123 


HCV lb 


Z D 


9 C 
Z D 


10 


A 0201 


T.TiDRf RTSFA 


18 .580 


124 


HCV lb 


z b 


1 A 
X4i 


xu 


A 0201 


TC PT^H t" F.WMWL 


16. 885 


125 


HCV lb 


z o 


9 
Z 


q 


A 0201 


MWSIGVTV 

11 V VmJ. vj v x v 


10.346 


126 


HCV lb 


9 £ 

Z D 


15 


g 


A24 


SFHTEWMWL 


20.000 


127 


HCV lb 


z o 


9 n 
z u 


1 0 
x u 


A3 


WMWIj t AIiLDR 


60.000 


128 


HCV lb 


26 


1 o 

XZ 


1 n 


-D J oux 


q q-crq ■FH r P'FWM 
ODivo j_jtx J. nivvv± 


30 . 000 


129 


HCV lb 


Z D 




10 


B 3501 


KSFHtEWMWL 


15.000 


130 


HCV lb 


99 
Z / 


J. o 


10 


A 0201 


SLIjSsAAHGV 


257 .342 


131 


HCV lb 


9 1 

z / 


X 


10 


A 0201 


MLWWrSKELLr 


147 . 697 


132 


HCV lb 


9 T 

z / 


1 9 
XZ 


1 0 
x u 


a 0901 

£\ U Z U J_ 


AL.MG s IjIj S S A 

xiXJi iv-J o xjxj v-/ un 


42 .278 


133 


HCV lb 


9 9 
z / 


Q 


10 


a 0901 

fi u Z \J J. 


XJ ±JX\Jrx -X. X X\J XJ XJ 


36.316 


134 


HCV lb 


99 
Z / 


9 


q 


A24 


RSKELLNAL 

x\ kj ixxj xj J-JX >i nxj 


13 . 824 


135 


HCV lb 


z / 


" c ~ 
9 




~ 3* 35~ol" 


" "RSKELXNALj" 


60.000" 


136 


HCV lb 


9 "7 

Z / 




10 


B 3501 


RSKElLNALM 


120. 000 




iil_v Xx) 


2 7 


7 


10 


B 4403 


KELLnALMGS 


18.000 


13 8 


HCV lb 


Z O 


9 Q 
z ;? 


g 


Al 


TADDSELPK 


50.000 


139 


HCV lb 


2 8 


7 


g 


Al 


TSDPLiSPSS 


15.000 


JL4U 


rlL- V XX) 


28 


3 


g 


A24 


EYDSTSDPL 


200.000 




HCV lb 


9 R 
z o 


61 


g 


A24 


RGGGIGGAL 


11.200 


1 AO 
X**Z 


uriu 1 V\ 
£1^. V _L x> 


28 


52 


g 


B7 


SVRTTVLFL 


200.000 


1 A** 


Xl\-V XJJ 


2 8 


19 


g 


B7 


SGRAVAVPL 


40.000 


1 AA 
±44 


riL-v xu 


28 


g 


10 


B 3501 


DPLSpSSEAW 


10.000 


145 


HCV lb 


28 


33 


10 


B_4403 


SELPkVLVAS 


72.000 


146 


HCV lb 


28 


15 


1U 


B 4403 




16 . 000 


147 


HCV lb 


28 


33 


9 


B_4403 


SELPKVLVA 


144.000 


148 


HCV lb 


28 


15 


9 


B_4403 


SEAWSGRAV 


16.000 


149 


HCV lb 


29 


40 


9 


Al 


FSDSTRVMF 


15.000 


150 


HCV lb 


29 


92 


9 


Al 


GGDPLANLR 


12.500 


151 


HCV lb 


29 


128 


9 


Al 


SCDPTRYWL 


10.000 


152 


HCV lb 


29 


62 


10 


A_0201 


RSASgETWWV 


18.728 
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153 HCV lb 29 3 8 9 

154 HCV lb 29 106 9 

155 HCV lb 29 63 9 

156 HCV lb 29 177 9 

157 HCV lb 29 155 9 

158 HCV lb 29 135 9 

159 HCV lb 29 171 9 

160 HCV lb 29 98 9 

161 HCV lb 29 148 9 

162 HCV lb 29 133 9 

163 HCV lb 29 75 10 

164 HCV lb 29 39 10 

165 HCV lb 29 133 10 

166 HCV lb 29 46 9 

167 HCV lb 29 88 9 

168 HCV lb 29 105 10 

169 HCV lb 29 141 10 

170 HCV lb 29 170 10 

171 HCV lb 29 52 10 

172 HCV lb 29 98 10 

173 HCV lb 29 3 0 10 

174 HCV lb 29 52 10 

175 HCV lb 29 88 9 

176 HCV lb 29 88 9 

177 HCV lb 29 30 10 

178 HCV lb 29 127 10 

179 HCV lb 29 164 10 

180 HCV lb 29 114 10 

181 HCV lb 29 66 10 

182 HCV lb 29 32 9 

183 HCV lb 29 66 9 

184 HCV lb 3 0 64 9 

185 HCV lb 3 0 84 10 

186 HCVJLb 30 8 10 

187 HCV lb 30 3 8 10 

188 HCV lb 3 0 68 10 

189 HCV lb 3 0 9 10 

190 HCV lb 30 3 10 

191 HCV lb 30 17 9 

192 HCV lb 30 22 9 

193 HCV lb 30 69 9 

194 HCV lb 3 0 16 9 

195 HCV lb 30 9 9 

196 HCV lb 30 8 9 

197 HCV lb 30 63 9 

198 HCV lb 30 46 10 

199 HCV lb 3 0 64 9 

200 HCV lb 30 46 9 

201 HCV lb 30 39 9 

202 HCV lb 30 57 9 

203 HCV lb 30 30 9 

204 HCV lb 3 0 4 10 



- 73 - 

A_0201 TLFSDSTRV 

A_0201 VMWEGSVSM 

A_0201 SASGETWWV 

A_0201 FTLSWMPV 

A_0 201 YLCNRTP ST 

A_0201 WLSPTWNVT 

A_0201 GTWHGHFTL 

A_0201 NLRLAVSAV 



A24 RGLHAGAYL 

A24 RYWLSPTWN 

A24 AFKEgADNWL 

A24 LFSDsTRVMF 

A24 RYWLsPTWNV 

A3 VMFPPISCR 

B7 LAKEGGDPL 

B7 AVMWeGSVSM 

B7 NVTSSRRRGL 

B7 AGTWhGHFTL 

B7 SCRHrRLASM 

B7 NLRLaVSAVM 

B8 GSKEsRTTTL 

B8 SCRHrRLASM 

B8 LAKEGGDPL 



B„3501 LAKEGGDPL 



B_3501 


GSKESRTTTL 


B_3501 


GSCDpTRYWL 


B_4403 


SEKNsGAGTW 


B_4403 


MEVStATSGS 


B_4403 


GETWwWHVA 


B_4403 


KESRTTTLF 


B_4403 


GETWWWHV 


Al 


SLDWSQVLK 


A_0201 


SLSHePEHGV 


A_0201 


VLLQvLGPTI 


aI.0201 


MMPSpRQTPL 


A_0201 


SQVLkSVNTV 


A__0201 


LLQV1GPTIL 


A_0201 


NVPCbVLLQV 


A_0201 


XLMEPFLTC 


A_0201 


FLTCPVICA 


A_0201 


QVLKSVNTV 


A_0201 


TILMEPFLT 


A_0201 


LLQVLGPTI 


A_0201 


VLLQVLGPT 


A24 


RSLDWSQVL 


A3 


PLYPrWHEKK 


A3 


SLDWSQVLK 


A3 


PLYPRWHEK 


B7 


MPSPRQTPL 


B7 


TPGSCGRSL 


B7 


APHGQWCM 


B7 


VPCHvLLQVL 
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257.342 
207.569 
39. 848 
37.815 
34.279 
23.893 
14.283 
12.158 
12.000 
10.000 
28.800 
12.000 
10.000 
67.500 
12.000 
45.000 
30.000 
12.000 
10.000 
10.000 
120.000 
80.000 
24.000 
18.000 
30.000 
10.000 
36.000 
18.000 
18.000 
90.000 
12.000 
20.000 
69.552 
65.622 
"26 .228" 
16.219 
14.890 
13.997 
243.428 
52 .561 
51.790 
21.989 
17.736 
14.015 
17.280 
45.000 
20.000 
15.000 
80.000 
80.000 
60.000 
80.000 
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205 


HCV lb 


o u 


1 A 
X ft 


10 


B7 


GPTIlMEPFIi 


206 


HCV lb 


•3 n 


•J u 




B7 


APHGqWCMM 


207 


HCV lb 


-J u 


7 6 


10 


B7 


TVHIqSQTSL 


208 


HCV lb 


i n 
o l) 


as 

ft o 


10 


B7 


YPRWliEKKGT 


209 


HCV lb 


6 U 


"3 Q 
o y 


Q 
-/ 


B8 


MPSPRQTPli 


210 


HCV lb 


■3 n 




Q 


B 3501 


APHGQWCM 


211 


HCV lb 


o U 


X4 




B 3 501 


GPTILMEPF 


212 


HCV lb 


3 U 


o y 


Q 


B 3501 


MPSPRQTPL 


213 


HCV lb 


o U 


_> / 


9 


B 3501 


TPGSCGRSL 


214 


HCV lb 


o U 


O _> 


g 


B 3501 


RSLjDWSQVTj 


215 


HCV lb 


■3 n 


"3 Q 

j y 


1 n 


B 3501 


MPSPrQTPLY 


216 


HCV lb 


3 U 


*3 n 




B 3501 


APHGqWCMM 


217 


HCV lb 


o U 


1 A 
X4 


i n 


B 3501 


GPTIlMEPFIi 


218 


HCV lb 


3 0 


>i 
4 


x u 


B 3501 


VPCHvLLQVL 


219 


HCV lb 


jj u 


O / 


1 n 

X u 


B 4403 


HEPEbGVEQS 


220 


HCV lb 


3 0 


O "3 


x u 


B 4403 


VEQSsLIHWW 


221 


HCV lb 


3 0 


Q "3 


Q 

y 


B 4403 


VEQSSLIHW 


222 


HCV lb 


31 


c 
3 


x u 


a 0901 


RLTRsSVEGI 


223 


HCV lb 


31 


1 "3 
X-3 


Q 


A3 


GISPLMTLK 


224 


HCV lb 


31 


Q 

y 


1 n 

X u 


B 3501 


SSVEqlSPLM 


225 


HCV lb 


31 


8 


x u 


"R "3. Rft1 
X3 J DUX 




226 


HCV lb 


32 


"3 K 






RTHPo KMLNR 


227 


HCV lb 


32 


4U 


xu 


A 02 01 


xVLIJ-JJ-M -1- lv V J— T VV V 


228 


HCV lb 


32 


/I 1 


1 n. 

X u 


A 0201 


MLNRrVLWW 


229 


HCV lb 


32 


4b 


1 n 
x u 


a ft9ft1 


\jj .WVvSGLVI 

V xJvV V V »JWU V -J- 


230 


HCV lb 


32 


oz 


1 ft 
x u 


A 0201 


GLVT e AVNAI 


231 


HCV lb 


32 


z / 


X u 


A U ^ SJ X 


ALGGa SWAAT 


232 


HCV lb 


32 


A Q 


X u 


A 0201 


WSG1VIEAV 


233 


HCV lb 


32 


"7 "7 


Q 


A24 


KYCIPLMKF 


234 


HCV lb 


32 


4o 


q 


A24 


RVLWWS GLr 


235 


HCV lb 


32 


z u 


q 

y 


B7 


APTKAEAAL 


236 


HCV lb 


32 


n a 
/ 4 


q 

y 


B7 


KPAKYCIPL) 


237 


HCV lb 


3 2 


"3 A 
J 4 


q 

y 


B7 


AATHPPKML 


238 


HCV lb 


32 


4D 


q 


B7 


RVLWWS GL 


239 


HCV lb 


32 


D 


y 


....... 

X3 / 


-FPRPMLPTA 

17 IT XvXT -L xl—fiT X xx 


240 


HCV lb 


32 


"7 /I 
/ 4 


10 


B7 


KPAKyCI PLM 


241 


HCV lb 


"3 O 
J Z 


O 


10 


B7 


FPRPmLPTAA 


242 


HCV lb 


*3 O 
O Z 


"3 "X 


1 n 
x u 


B7 


WAAThPPKML 


243 


HCV lb 


"3 O 
J Z 


q o 
y u 


10 


B7 


AQNVs RARHL 


244 


HCV lb 


"3 O 
J5 Z 


"3. R 
J o 


10 


B7 


PPKM1NRRVL 


245 


HCV lb 


•3 *5 
JZ 


1 A 
f 4 


10 


B 3501 


KPAKyCI PLM 


246 


HCV lb 


jj Z 


o u 


10 


B 3501 


IPLMkFHMCF 


247 


HCV lb 


"39 


125 


10 


B 3501 


CSAScIPCSM 


248 


HCV lb 






10 


B 3501 


MSTStFPRPM 


249 


HCV lb 


J z 


1 A 


9 


B 3501 


KPAKYCIPL 


250 


HCV lb 


32 


20 


q 
y 


B 3501 


APTKAEAAL 


251 


HCV lb 


32 


24 


9 


B„4403 


AEAALGGAS 


252 


HCV lb 


32 


24 


10 


B_4403 


AEAAl GGASW 


253 


HCV lb 


32 


55 


10 


B„4403 


I E AVnAIISTDA 


254 


HCV lb 


33 


31 


9 


Al 


SADMHAMMY 


255 


HCV lb 


33 


2 


9 


Al 


TTLPWRQY 


256 


HCV lb 


33 


51 


9 


Al 


WTAPSLYSK 
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80.000 
60.000 
20.000 
20.000 
16.000 
40.000 
20.000 
20.000 
20.000 
20.000 
40.000 
40.000 
20.000 
20.000 
12.000 
12.000 
18.000 
11.758 
13.500 
20.000 
10.000 
12.500 
8.228.881 
836.241 
60.355 
23 .995 
12.668 
11.660 
220.000 
16.800 
240.000 
80.000 
54.000 
20.000 
-20.000- 
20.000 
20.000 
18.000 
12.000 
12.000 
80.000 
20.000 
10.000 
10.000 
40.000 
20.000 
16.000 
48.000 
12.000 
125.000 
12.500 
10.000 
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257 


HCV lb 


"3 *3 


6 b 


1 n 


a 0901 


AMMY 1 VMGWV 


258 


HCV lb 


33 


39 


Q 


a 09 m 

A__U AUX 


x J— i vxmvjvu v xv v 


259 


HCV lb 


Jo 


J / 


y 


a 0901 


MMYT A7MRWV 

X V XL/X X XJ V I Xu V V V 


260 


HCV lb 


33 


3 


Q 

y 


a n 1 ) oi 

A U AUX 


IT iP"\ A7P OYA 


261 


HCV lb 


JJ 


X D 


i n 

JL U 


A24 


RTPPtSTQVL 


262 


HCV lb 


"5 1 

J J 


"3 "7 
J 1 


10 


A3 


MMYLvMGWVR 


263 


HCV lb 




1 *7 
X I 


q 


B7 


"PPPTSTOVL 


264 


HCV lb 


33 


1 A 
X4 


Q 


P.7 

XJ / 


AARTPPTST 


265 


HCV lb 


3 6 


JJ 


q 


P.7 

.D / 


APSLYSKGV 


266 


HCV lb 


33 


oA 


i o 


■on 

X3 / 


GPCSvGFSRM 


267 


HCV lb 


33 


A o 


i n 
x u 


B7 


TSRSaDMHAM 


268 


HCV lb 


33 


O O 


q 


B8 


FSRMRHFHI 


269 


HCV lb 


33 


1 1 
XX 


XU 


B8 


A AP AaRTPPT 

x^xTXVXlCil\ 1 X X X 


270 


HCV lb 


33 


Ao 


1 n 

1U 


£3 J JUJ. 


JL OiVO CC X-'XM-X X jTTJ- X 


271 


HCV lb 


33 


"2 (~\ 

j u 


J. u 


"R ^ R01 
±5 -J Jul 


R q ADmHAMMY 


272 


HCV lb 


33 


62 


J. u 


"R "3 ROI 
15 -J Jul 


VJJTv^fcJ VVJJ7 OiuJ. 


273 


HCV lb 


33 


A Q 


1 n 

J. u 


B 3501 


j. ui v v L*jrut uxj j_ 


274 


HCV lb 


33 


J U 


q 


B 3501 


RSADMHAMM 


275 


HCV lb 


33 


17 


Q 


■P J JUl 


mpprnqrpQTTj 


276 


HCV lb 


33 


A 


q 


B 4403 


mqrr ,p\7\/RO Y 
± J. x_r jt v V XA-V^/ X. 


277 


HCV lb 


33 


1 


XU 


TO /I/I AO 

r> 4u j 


MTTT ir5\A7ROY 

1\L X X XJ^J V V XX. Vs - 1 - 


278 


HCV lb 


34 


15 


i n 
XU 


7\ no ni 


TftT CJMO t* niMPRV 
WDWy UVJlM JTO V 


279 


HCV lb 


35 


■3 

J 


x u 


TJ r 7 


pot QnO\7TNTi 


280 


HCV lb 


36 


3 


q 

y 


Aj 


T.T.PT.P\7T>PR 

XjXJXrXJJT VXJJTXV 


281 


HCV lb 


3 6 


9 




r5 / 


TiPRPrERDTA 
xjxt xvt\.^xijxvj-> x 


282 


HCV lb 


3 6 


1 


Q 

y 


O / 


MPT .T iPT »P\7T i 

I'XxTXJXJ JTXJXt v XJ 


283 


HCV lb 


3 6 


Q 

y 


q 


B7 


LiPRRCERDT 


284 


HCV lb 


36 


1 


9 


B_3 DUX 


rlJrxjxjJr xj Jr V xj 


285 


HCV lb 


3 7 


3 


x u 


A 0201 


TC\7tt q lcT .KS T V 


286 


HCV lb 


37 


o n 
z U 


q 

y 


7\ 09 Ol 

A U/Ul 


OX X £iiJl\.u V 


287 


HCV lb 


37 


9 


1 n 
XU 


a9A 
AZ 4 


XVO X VWV XXXvXJ 


288 


HCV lb 


37 


1 / 


q 

y 


Aj 


\7T.f>qTTESK 
vuyijx x xjkjxv 


289 


HCV lb 


37 


9 


XU 


.D J JUl 


J\0 X VW V XX1VXJ 


290 


HCV lb 


3 8 








1X<J 11X 


291 


HCV lb 


39 


7 


"~ q 

y 


A 09 O l 
A_U A\J X 


f A ^MGI^Tj" 
XJi'Xci oxMV3X'j-rj. J-i 


292 


HCV lb 


39 


3 j 


q 


A 09 01 
A U ZU1 


CLPPLjMASM 


293 


HCV lb 


39 


4 


x u 


■on 
r> / 


T »PPT iTn A SMGM 

XJ JT xr XJit Lriuriwi x 


294 


HCV lb 


39 




i o 

XU 


B 3501 


LPPLiriASMGM 


295 


HCV lb 


40 


■"7 

/ 


q 


Al 


VTDPGGVAV 


296 


HCV lb 


40 


■-7 

/ 


X U 


al 
ni 


\7TDP crGVAVA 


297 


HCV lb 


40 


b 


1 o 

XU 


a ri9 oi 

A U Z U -X. 


T VTDp GGVAV 


298 


HCV lb 


40 


J 4 


q 


B 3501 


MPKIWESV 


299 


HCV lb 


40 


A J 


1 n 


B 3501 


VS AWS RTVPM 


300 


HCV lb 


41 


1 c; 

_LO 


1 0 


Al 


ALDIyAPNPK 


301 


HCV lb 


41 


n 
1 


10 


A 0201 


LMLGsIPCAL 


302 


HCV lb 


41 


6 


XU 


A 0201 


m.MT.crSTPCA 

V j_jx xxj y j_ jt jtx 


303 


HCV lb 


41 


35 


10 


A_0201 


TLYPwAAYAA 


304 


HCV lb 


41 


35 


9 


A_0201 


TIiYPWAAYA 


305 


HCV lb 


41 


46 


9 


A_0201 


TLVLLPLPV 


306 


HCV lb 


41 


7 


9 


A_0201 


LMLGSIPCA 


307 


HCV lb 


41 


8 


9 


A_0201 


MLGSIPCAL 


308 


HCV lb 


41 


48 


9 


A_0201 


VLLPliPVGA 
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305.644 
543.897 
449.379 
27.324 
17.280 
60.000 
80.000 
13.500 
12.000 
20.000 
10.000 
20.000 
16.000 
45.000 
40.000 
40.000 
10.000 
40.000 
20.000 
54.000 
13.500 
17.334 
40.000 
36.000 
30.000 
120.000 
20.000 
20.000 
21.300 
39.210 
11.200 
30.000 
10.000 

26.~22 8" 

11.426 

20.000 

40.000 

25.000 

25.000 

24.952 

12.000 

10.000 

10.000 

97.045 

71.872 

15.898 

87.437 

69.552 

51.908 

36.316 

31.249 
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309 


HCV lb 


41 


6 


9 


A_0201 


VLMLGSIPC 


31.249 


310 


HCV lb 


41 


1 


9 


A_0201 


MVLTPVLML 


27.042 


311 


HCV lb 


41 


41 


9 


A24 


AYAAGTLVL 


200.000 


312 


HCV lb 


41 


41 


10 


A24 


AYAAgTLVLL 


200.000 


313 


HCV lb 


41 


15 


10 


A3 


ALDIyAPNPK 


20.000 


314 


HCV lb 


41 


1 


9 


B7 


MVLTPVLML 


30.000 


315 


HCV lb 


41 


42 


9 


B7 


YAAGTLVLL 


12.000 


316 


HCV lb 


41 


44 


9 


B7 


AGTLVLLPL 


12.000 


317 


HCV lb 


41 


39 


9 


B7 


WAAYAAGTL 


12.000 


318 


HCV lb 


41 


22 


10 


B8 


NPKVaATDGL 


16.000 


319 


HCV lb 


41 


22 


10 


B_3501 


NPKVaATDGL 


60.000 


320 


HCV lb 


41 


50 


10 


B_3501 


LPLPvGACRW 


10.000 


321 


HCV lb 


41 


10 


10 


B_3501 


GSIPCALDIY 


10.000 


322 


HCV lb 


41 


33 


10 


B_3501 


TSTLyPWAAY 


10.000 


323 


HCV lb 


41 


10 


10 


B_4403 


GSIPCALDIY 


67.500 


324 


HCV lb 


41 


28 


10 


B_4403 


TDGLrTSTLY 


22.500 


325 


HCV lb 


41 


29 


9 


B_4403 


DGLRTSTLY 


27.000 


326 


HCV lb 


41 


34 


9 


B_4403 


STLYPWAAY 


12.000 


327 


HCV lb 


42 


2 


10 


B_4403 


DSTGtKSTAF 


10.125 


328 


HCV lb 


43 








no hits 




329 


HCV lb 


44 


1 


9 


A_0201 


MMQPSRPRV 


85.394 


330 


HCV lb 


44 


3 


9 


B_3501 


QPSRPRVCW 


10.000 




HCV lb 


45 


32 


9 


A_0201 


KMMSPHAAV 


650.504 


3 St. 


HCV lb 


45 


16 


9 


B7 


GPRSISFPL 


800.000 


333 


HCV lb 


45 


71 


9 


B7 


QSRSGVRWL 


40.000 




HCV lb 


45 


7 


9 


B7 


HPRPSRLSA 


30.000 




HCV lb 


45 


16 


9 


B8 


GPRSISFPL 


16.000 




riv^ V liJ 


45 


16 


9 


B_3501 


GPRSISFPL 


60.000 


-3 J / 


HCV lb 


45 


71 


9 


B_3501 


QSRSGVRWL 


15.000 


338 


HCV lb 


45 


30 


9 


B_3501 


RPKMMSPHA 


12.000 


339 


HCV lb 


45 


26 


9 


B_4403 


AETGRPKMM 


18.000 


340 


HCV lb 


45 


47 


10 


A_0201 


ILVSmSEKTT 


12.668 


341 


HCV lb 


45 


45 


10 


A3 


VMILvSMSEK 


45.000 


342 


HCV lb 


45 


39 


10 


B7 


AVSApQVMIL 


60.000 


343 


HCV lb 


~ 45" 


42 


10" 


" B7 


APQVmlljVSM" 


60. 000- 


344 


HCV lb 


45 


4 


10 


B7 


RSRHpRPSRL 


40.000 


345 


HCV lb 


45 


70 


10 


B7 


AQSRsGVRWL 


12.000 


346 


HCV lb 


45 


15 


10 


B7 


AGPRsISFPL 


12.000 


347 


HCV lb 


45 


4 


10 


B8 


RSRHpRPSRL 


40. 000 


348 


HCV lb 


45 


61 


10 


B8 


TARSrRPAWA 


16.000 


349 


HCV lb 


45 


42 


10 


B„3501 


APQVmlLVSM 


40.000 


350 


HCV lb 


45 


4 


10 


B_3501 


RSRHpRPSRL 


30.000 


351 


HCV lb 


45 


30 


10 


B_3501 


RPKMmS PHAA 


12 . 000 


352 


HCV lb 


45 


26 


10 


B_4403 


AETGrPKMMS 


12 . 000 


353 


HCV lb 


45 


52 


10 


B_4403 


SEKTtGSTAT 


12.000 


354 


HCV lb 


46 


1 


9 


A24 


MYVPVSAPS 


12 . 600 


355 


HCV lb 


46 


3 


9 


B7 


VPVSAPSFM 


20.000 


356 


HCV lb 


46 


3 


9 


B_3501 


VPVSAPSFM 


40.000 


357 


HCV lb 


46 


7 


9 


B_3501 


APSFMKAIW 


10.000 


358 


HCV lb 


46 


2 


10 


A_0201 


YVPVSAPSFM 


10.998 


359 


HCV lb 


46 


1 


10 


A24 


MYVPvSAPSF 


180.000 


360 


HCV lb 


47 


58 


9 


A24 


KYCNHHMSL 


400.000 
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JDl 


HCV lb 


47 


9 


9 


B7 


GPSMASRSL 


80.000 




HCV lb 


47 


34 


9 


B7 


MASRPPRTL 


18.000 




HCV lb 


47 


9 


9 


B_3501 


GPSMASRSL 


20.000 


JO* 


«n\7 1 "h 
riv- v 


47 


4 


9 


B_3501 


WSTMSGPSM 


10.000 


ODD 


HCV It) 


47 


51 


9 


B_4403 


CAS AL VI KY 


13.500 


££C 


HCV lb 


47 


21 


10 


A_0201 


KISSgWTAHV 


33.472 




ll V JLJJ 


47 


32 


10 


A_O201 


RMMAsRPPRT 


19.913 






47 


58 


10 


A24 


KYCISTtiHMSLA 


10.000 


Jo? 


TTP\/ 1 Vi 
XI ^- V XJJ 


47 


41 


10 


A3 


TLRGgTHTCK 


30.000 


J / u 


HCV lb 


47 


13 


10 


B7 


ASRS1VMSKI 


12.000 


O / X 


rii^v xxj 


47 


50 


10 


B_4403 


KCASaLVIKY 


27.000 


"5*7 O 


tint? -I v. 


48 


70 


9 


Al 


TTDPTPYRY 


1.250.000 


373 


HCV lb 


A Q 


Zj 


9 


A3 


ALRTTRFSK 


60.000 


374 


HCV lb 


48 


J. D 


Q 


J3 / 


PAPATDAAL 


12.000 


375 


HCV lb 


A Q 
4 O 


OD 


Q 


B 3501 


KSSRTYSHL 


10.000 


376 


HCV lb 


48 


O 1 


Q 


B 4403 


HAALRTTRF 

■L^x^x* t. ii\ X X 4T\-X 


13 .500 


377 


HCV lb 


48 


/ U 


1 n 


2k1 

ai 


T'TDPt PYPYP 


12 .500 


378 


HCV lb 


48 


19 


10 


AX 


7\ nrpiTi ssT.T3T"T'T3 
A 1 JJiaclUr\. X X Xx 


12 .500 


379 


HCV lb 


48 


23 


10 


A_0201 


ALRTtRFSKV 


10.043 


380 


HCV lb 


48 


75 


10 


A24 


PYRYcTSTIF 


10.000 


381 


HCV lb 


48 


23 


10 


B8 


ALRTtRFSKV 


24.000 


382 


HCV lb . 


48 


51 


10 


B8 


SARRrKSSRT 


16.000 


383 


HCV lb 


48 


67 


10 


B_4403 


TETTtDPTPY 


180.000 


384 


HCV lb 


48 


20 


10 


B_4403 


TDAAl RTTRF 


22.500 



385 HCV lb 49 no hits 



386 


HCV lb 


50 


30 


9 


A_0201 


VLLSSSTSV 


437.482 


387 


HCV lb 


50 


9 


9 


A_0201 


VLVNPVLFI 


224.357 


388 


HCV lb 


50 


1 


9 


A_0201 


MLHGGPPHV 


118.238 


389 


HCV lb 


50 


38 


9 


A_0201 


VSFSPQLYV 


15.707 


390 


HCV lb 


50 


16 


9 


A_0201 


FIHVQPNQL 


13.512 


391 


HCV lb 


50 


43 


9 


A3 


QLYVGTPER 


20.000 


392 


HCV lb 


50 


24 


9 


B7 


LPCGGRVLL 


120.000 


393 


HCV lb 


50 


52 


9 


B7 


SWPTTTGL 


20.000 


394 


HCV lb 


50 


24 


9 


B_3501 


LPCGGRVLL 


20.000 


395 " 


HCV lb" 


50 


' 5 7" 


~ 9 " 


Bl44~0"3~ 


* "TTGTTGVKQY" ~ 


-1-3T500 


396 


HCV lb 


50 


37 


10 


A_0201 


SVSFsPQLYV 


33 .472 


397 


HCV lb 


50 


29 


10 


A_0201 


RVLLsSSTSV 


22.517 


398 


HCV lb 


50 


23 


10 


A_0201 


QLPCgGRVLL 


21.362 


399 


HCV lb 


50 


10 


10 


A_0201 


LVNPvLFIHV 


19.657 


400 


HCV lb 


50 


1 


10 


A_0201 


MLHGgPPHVL 


14.890 


401 


HCV lb 


50 


45 


10 


A_0201 


YVGTpERSW 


11.478 


402 


HCV lb 


50 


53 


10 


A_0201 


WPTtTGLGV 


10.346 


403 


HCV lb 


50 


15 


10 


A24 


LFIHvQPNQL 


36.000 


404 


HCV lb 


50 


51 


10 


A24 


RSWpTTTGL 


12.000 


405 


HCV lb 


50 


67 


10 


B_3501 


GPHTcDAGTI 


12 .000 


406 


HCV lb 


50 


51 


10 


B_3501 


RSWpTTTGL 


10-000 


407 


HCV lb 


50 


36 


10 


B__3501 


TSVSf SPQLY 


10.000 


408 


HCV lb 


50 


56 


10 


B_4403 


TTTGLGVKQY 


20.250 


409 


HCV lb 


51 


6 


10 


B7 


AMRSgHPDAL 


120.000 


410 


HCV lb 


51 


8 


10 


B_3501 


RSGHpDALNL 


15.000 


411 


HCV lb 


52 


15 


9 


A_0201 


LLMCQLPLV 


1.006.209 


412 


HCV lb 


52 


14 


9 


A„0201 


VLLMCQLPL 


134-369 
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413 


HCV lb 


52 


8 


414 


HCV lb 


52 


12 


415 


HCV lb 


52 


12 


416 


HCV lb 


52 


14 


417 


HCV lb 


52 


19 


418 


HCV lb 


52 


16 


419 


HCV lb 


52 


8 


420 


HCV lb 


52 


13 


421 


HCV lb 


52 


2 


422 


HCV lb 


52 


20 


423 


HCV lb 


53 




424 


HCV lb 


54 


1 


425 


HCV lb 


54 


19 


426 


HCV lb 


54 


42 


427 


HCV lb 


54 


33 


428 


HCV lb 


54 


34 


429 


HCV lb 


54 


37 


430 


HCV lb 


54 


12 


431 


HCV lb 


54 


13 


432 


HCV lb 


54 


45 


433 


HCV lb 


54 


43 


434 


HCV lb 


54 


44 


435 


HCV lb 


54 


41 


436 


HCV lb 


54 


2 


437 


HCV lb 


54 


32 


438 


HCV lb 


54 


4 



439 HCV lb 54 34 

440 HCV lb 54 45 

441 HCV lb 54 44 

442 HCV lb 54 49 



443 


HCV 


lb 


54 


12 


444 


HCV 


lb 


54 


36 


445 


HCV 


lb 


54 


12 


446 


HCV 


lb 


54 


43 


447 


HCV 


lb 


'""si" 


31" 


448 


HCV 


lb 


55 


14 


449 


HCV 


lb 


55 


12 


450 


HCV 


lb 


55 


14 


451 


HCV 


lb 


56 


42 


452 


HCV 


lb 


56 


12 


453 


HCV 


lb 


56 


42 


454 


HCV 


lb 


56 


8 


455 


HCV 


lb 


56 


8 


456 


HCV 


lb 


56 


35 


457 


HCV 


lb 


56 


2 


458 


HCV 


lb 


56 


35 


459 


HCV 


lb 


56 


19 


460 


HCV 


lb 


56 


8 


461 


HCV 


lb 


56 


6 


462 


HCV 


lb 


57 


15 


463 


HCV 


lb 


57 


22 


464 


HCV 


lb 


57 


23 



- 78 



9 


A_ 0 201 




9 


A24 


"D 7\ T 7T T MPnT 
KAvijijJXlC y Li 


9 


B7 


RAVLLMC y L 


10 


A_0201 


VLLMc QLPLV 


10 


A_0201 


at tit — --T71 rn c^X/si "V 

QLPLvFTSWl 


10 


A_0 201 


J_jJMlCy.LPlj vr 1 


10 


A_0201 


CJT r\~C-v7\ X 7T T "IVT 


10 


B7 


7\ t 7~r t mpnT.DT. 
A Vlii-tiuC y.u irJj 


10 


B_3 501 


JM P V W 27 Hi is JjUr 


10 


B„3501 


T TIT T 7-Pm QTaTT'C 






no hits 


9 


A_0201 




9 


A_0201 


KLLSRTQtjT 


9 


A_0201 


ILELEQSFV 


9 


A_0201 


MIMSAASYT 


9 


A_0201 


IMSAASYTI 


9 


B7 


AASYTILEL 


9 


B7 


SATQQREKL 


9 


B7 


ATQQREKLL 


9 


B_4403 


LEQSFVTWY 


9 


B_4403 


LELEQSFVT 


10 


Al 




10 


A__0201 


TILElEQbr V 


10 


A_0201 


LLFLa Ab V(j V 


10 


A_0201 


CMIMsAASYT 


10 


A_0201 


FLAAsVGVSA 


10 


A_0201 


IMSAaSYTIL 


10 


A_0201 


LEQSfVTWYI 


10 


A3 


ELEQsFVTWY 


10 


B7 


FVTWylPDTL 


10 


B7 


SATQqREKLL 


10 


B7 


SAASyTILEL 


10 


B8 


SATQqREKLL 


10 


B_4403 


LELEqSFVTW 



10 " B_4 403 " VCMImS AAS\ 



9 


A_0201 


KEQPGRFPV 


9 


B_4403 


IEKEQPGRF 


9 


B_4403 


KEQPGRFPV 


9 


B7 


HPAHPIPSL 


9 


B7 


RVSMTLPKL 


9 


B_3501 


HPAHPIPSL 


10 


A24 


KPHVrVSMTL 


10 


B7 


KPHVrVSMTL 


10 


B7 


EPRGdRSHPA 


10 


B7 


YPMRsAKPHV 


10 


B8 


EPRGdRSHPA 


10 


B8 


KLRD1RRGSV 


10 


B_3501 


KPHVrVSMTL 


10 


B_3501 


SAKPhVRVSM 


9 


A24 


PYQAVPQGL 


9 


A3 


GLSRPNTTR 


9 


B7 


LSRPNTTRL 



21.362 
14.400 
12.000 
1.006.209 
218.046 
115.740 
11.426 
60.000 
30.000 
20.000 

437.482 
96.503 
41.620 
35.448 
12.809 
36.000 
18.000 
12.000 
540.000 
12.000 
45.000 
797.922 
437.482 
29.601 
22.853 
16.130 
14.226 
10.800 
20.000 
12.000 
12.000 
16.000 
24.000 

-13:500- 

27.454 
40.000 
12.000 
120.000 
20.000 
20.000 
11.200 
80.000 
20.000 
12.000 
32.000 
18.000 
40.000 
18.000 
50.400 
18.000 
40.000 
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465 


HCV lb 


57 


8 


9 


rJ j OUi 


J-iJrorloyAJr x 


466 


HCV lb 


57 


23 


9 


B O DUX 


T QT3 , D"MT ,I T»"D T 
J_ior\.irIM ± IJtvJ-i 


467 


HCV lb 


57 


22 


10 


A UZUX 


oJ_joRpJN 1 IrClj 


468 


HCV lb 


57 


14 


10 


B7 


I\ir x y civ JriyJolj 


469 


HCV lb 


57 


14 


10 


B 5 oUX 


Ar x y a. V iryo±j 


470 


HCV lb 


58 


63 


9 


Al 


y Vi-l/ix ir x rUS. 


471 


HCV lb 


58 


2 


9 




rs.J_i 1 JJij xjA 


472 


HCV lb 


58 


46 


9 


A24 


RW F X (a J-jJiUij 


473 


HCV lb 


58 


63 


9 


TV "3 

A3 


rvt TTiAVDVPTiT 
yVJJAx irxxvtS. 


474 


HCV lb 


58 


43 


9 


B7 




475 


HCV lb 


58 


61 


9 


B 4 403 


valiy VDAx Fx 


476 


HCV lb 


58 


60 


10 


Al 


VGJiy VJJAx F x 


477 


HCV lb 


58 


2 


10 


A_0201 


Kij 1 JJJjoyijAV 


478 


HCV lb 


58 


55 


10 


B7 


*7\ TTT3 C i-tT T/TCfW T 


479 


HCV lb 


58 


11 


10 


B7 


VTRAkME PPL 


480 


HCV lb 


58 


55 


10 


B_3501 


APRS S VGEQV 


481 


HCV lb 


58 


58 


10 


B_3501 


S S VGeQVDAY 


482 


HCV lb 


58 


58 


10 


B_4403 


S SVG e Q VD AY 


483 


HCV lb 


59 


1 


9 


B_3501 


MSPDSQGWY 


484 


HCV lb 


60 








no hits 


485 


HCV lb 


61 


2 


9 


B7 


WGRyLiAtjJt 1 J-i 


486 


HCV lb 


62 


7 


9 


B7 


VAyRvUvjyij 


487 


HCV lb 


62 


10 


10 


Al 


RVUGCJijAr L>R 


488 


HCV lb 


62 


6 


10 


A24 


RVAQrVDGQIi 


489 


HCV lb 


62 


6 


10 


B7 


RVAQ rVDGQLi 


490 


HCV lb 


63 


7 


9 


A24 


RjjyijR.RKy.i-j 


491 


HCV lb 


64 


16 


9 


B7 




492 


HCV lb 


64 


12 


9 


B7 


JJPriQa 1 Vr JJJX1 


493 


HCV lb 


64 


34 


9 


B7 


JJAVoFFJJolJ 


494 


HCV lb 


64 


12 


9 


B 3 501 


JJFrlLj i VJf UiXl 


495 


HCV lb 


64 


37 


10 


B7 


C?T3'DT\c»T T7T3 7VT 

h P PJJS J-i V F AJj 


496 


HCV lb 


64 


37 


10 


B__3501 


CJTDT3"Plc?T \ rD7A T. 


497 


HCV lb 


64 


9 


10 


B 3501 


TJ T5TVTV»->T-Tf~ , rnT. 7T7 

RFJJJjpRol Vr 


498 


HCV lb 


65 


53 


9 


B7 


KPRfc>bRJbRJ-i 


499 


HCV lb 


65 


53 


9 


B_3501 


RFRo o R1jRJ_i 


500 


HCV lb 


65 


28 


10 


A„0201 


Ry CjRij JjJJ V W V 


501 


HCV lb 


65 


53 


10 


B7 


i\.rKo S rd-iru-i V 


502 


HCV lb 


65 


53 


10 


T3 Q 
DO 


V TDT? QcT?T,T?T,U 
iS.iris.o &XN.ljr\.Jj V 


503 


HCV lb 


65 


23 


10 


B8 


JJJj o o 1 JKyorillj 


504 


HCV lb 


65 


53 


10 


B 3 501 


RFRo S KIjKIjV 


505 


HCV lb 


65 


4 


10 


B_4 403 


NEMP s P PDGF 


506 


HCV lb 


66 


42 


9 


B7 


DVGVNTVCL 


507 


HCV lb 


66 


14 


9 


B7 


RATT I GKKL 


508 


HCV lb 


67 








no hits 


509 


HCV lb 


68 


25 


9 


A_0201 


NLSLDLVLV 


510 


HCV lb 


68 


16 


9 


A_0201 


GLCCGGNHL 


511 


HCV lb 


68 


1 


9 


A__0201 


MVNGPTHAV 


512 


HCV lb 


68 


29 


9 


A3 


DLVLVPACK 


513 


HCV lb 


68 


8 


10 


B7 


AVDAgRQEGL 


514 


HCV lb 


69 


12 


9 


A_0201 


QLHEGHLDI 


515 


HCV lb 


69 


10 


9 


A24 


RAQLHEGHL 


516 


HCV lb 


69 


10 


9 


B7 


RAQLHEGHL 
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40.000 
15.000 
21.362 

240.000 
20.000 
20.000 
20.369 
12.000 
18.000 
40.000 

180.000 
22.500 

285.163 

120.000 
40.000 
12.000 
10.000 
54.000 
20.000 

40.000 
12.000 
25.000 
11.200 
20.000 
12.000 
20.000 
20.000 
18.000 
40.000 
80.000 
40.000 
24.000 
1.200.000 
"120.000 
38.785 
40.000 
24.000 
16.000 
24.000 
160.000 
20.000 
12.000 

159.970 
21.362 
10.346 
13.500 
18.000 
42.774 
12.000 
12.000 
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517 


HCV 


lb 


by 


A 

4 


1 n 


•n'7 
xs / 




300.000 


518 


HCV 


lb 


/ U 


1 Q 


Q 


B 4403 


i irinnaiN,! sit x 


180.000 


519 


HCV 


lb 


70 


17 


10 






45. 000 


520 


HCV 


lb 


70 


9 


10 


B7 


EVRHsGYASL 


ODD 000 


521 


HCV 


lb 


70 


6 


10 


B__3501 


SAHEvRHSGY 


1 o nnn 

1Z .UUu 


522 


HCV 


lb 


71 


19 


9 


Al 


RGDPHLQVR 


12 .500 


523 


HCV 


lb 


71 


19 


10 


A24 


RGDPhLQVRL 


11 . 520 


524 


HCV 


lb 


71 


25 


10 


B7 


QVRLgPGDKI 


30.000 


525 


HCV 


lb 


72 








no hits 




526 


HCV 


lb 


73 








no hits 




527 


HCV 


lb 


74 


2 


9 


A24 


VYPGHVAHL 


300.000 


528 


HCV 


lb 


74 


1 


10 


A_0201 


MVYPgHVAHIi 


23 .388 


529 


HCV 


lb 


74 


2 


10 


A24 


VYPGhVAHLV 


10.500 


530 


HCV 


lb 


74 


1 


10 


B7 


MVYPgHVAHIi 


20.000 


531 


HCV 


lb 


75 








no hits 
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Table 4e 
2a (1-3) 

No. Strain ORF Start 



1 


2a 


1 


2 


2 


2a 


2 


40 


3 


2a 


2 


35 


4 


2a 


2 


3 


5 


2a 


2 


19 


6 


2a 


2 


34 


7 


2a 


2 


22 


8 


2a 


2 


22 


9 


2a 


4 


16 


10 


2a 


4 


15 


11 


2a 


4 


11 


12 


2a 


4 


12 


13 


2a 


4 


16 


14 


2a 


4 


12 


15 


2a 


4 


5 


16 


2a 


4 


8 


17 


2a 


4 


8 


18 


2a 


4 


18 


19 


2a 


4 


27 


20 


2a 


4 


8 


21 


2a 


4 


11 


22 


2a 


4 


8 


23 


2a 


4 


18 


24 


2a 


4 


8 


25 


2a 


4 


6 


26 


2a 


5 


5 


27 


2a 


6 


4 


28 


2a 


6 


9 


29 


2a 


6 


5 


30 


2a 


6 


4 


31 


2a 


6 


44 


"32 


2 a 


5 


- - 44 - 


33 


2a 


5 


3 


34 


2a 


6 


45 


35 


2a 


6 


37 


36 


2a 


6 


41 


37 


2a 


6 


23 


38 


2a 


6 


28 


39 


2a 


6 


41 


40 


2a 


6 


26 


41 


2a 


6 


38 


42 


2a 


6 


41 


43 


2a 


7 


2 


44 


2a 


7 


5 


45 


2a 


7 


8 


46 


2a 


8 


10 


47 


2a 


8 


4 


48 


2a 


8 


11 


49 


2a 


8 


13 


50 


2a 


8 


4 
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AA HLA 


Peptide sequence 


Score 


9 


B3501 


TPGIGRVTW 


10 


9 


A0201 


QMWLCSSAA 


29,78 


9 


A24 


GYRSHQMWL 


200 


10 


B3501 


VPMTASPGSF 


20 


10 


B3501 


SPGASRAREW 


10 


10 


B7 


AGYRSHQMWL 


12 


9 


B7 


ASRAREWEI 


12 


9 


B8 


ASRAREWEI 


20 


10 


A0201 


ILTPLTSNW 


48,478 


10 


A0201 


SILTPLTSNV 


35,385 


10 


A0201 


TVLGSILTPL 


15,907 


10 


A0201 


VLGSILTPLT 


12,668 


9 


A0201 


ILTPLTSNV 


118,238 


9 


A0201 


VLGSILTPL 


83,527 


9 


A24 


TFCAPRTVL 


20 


10 


B3501 


APRTVLGSIL 


60 


9 


B3501 


APRTVLGSI 


24 


9 


B3501 


TPLTSNWL 


20 


9 


B3501 


GPGSRRGAW 


10 


10 


B7 


APRTVLGSIL 


2400 


10 


B7 


TVLGS I LTPL 


20 


9 


B7 


APRTVLGSI 


240 


9 


B7 


TPLTSNWL 


80 


10 


B8 


APRTVLGSIL 


16 


8 


B8 


FCAPRTVL 


16 


8 


B3501 


LPLQNMSF 


20 


10 


A0201 


YILSSFSWLL 


1424, 811 


10 


A0201 


FSWLLGTSKV 


17,334 


9 


A0201 


ILSSFSWLL 


1035, 008 


9 


A02 01 


YILSSFSWL 


522,431 


9 


A0201 


RLMPMMHLC 


42,278 


- 10 


- - Al - - 


RLMPMMHLGK — 


10 


10 


A24 


SYILSSFSWL 


360 


9 


A3 


LMPMMHLCK 


40 


10 


B3501 


CSSHCPNRLM 


10 


8 


B3501 


CPNRLMPM 


40 


9 


B3501 


WPPIPSPAY 


40 


9 


B3501 


SPAYGPFAY 


40 


9 


B3501 


CPNRLMPMM 


40 


9 


B3501 


IPSPAYGPF 


20 


9 


B3501 


SSHCPNRLM 


10 


9 


B7 


CPNRLMPMM 


20 


10 


A0201 


ALYGLPPYSA 


15,898 


9 


A0201 


GLPPYSARV 


69,552 


9 


A24 


PYSARVWCL 


20 


10 


A3 


GLPTACGTWR 


12 


8 


B3501 


SPLCRIGL 


20 


8 


B3501 


LPTACGTW 


10 


9 


B7 


TACGTWRSL 


12 


8 


B8 


SPLCRIGL 


16 
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51 


2a 


y 


O 1 
A X 


o 
o 


B3501 


TPPRGGSF 


52 


2a 


Q 

y 




q 


B3501 


CPPDSVGRF 


53 


2a 


y 


O O 


q 


B3501 


TPSRHEVSW 


54 


2a 


y 


Q 

y 


J. u 


B7 


S VGRF S LAQL 


55 


2a 


Q 

y 


J_ u 


q 


B7 


VGRFSLAQL 


56 


2a 


10 


Q 
O 


i n 

J. u 


A24 


KAPKSLSRTIi 


57 


2a 


10 


o 

y 


Q 

y 


B3501 


APKSTiSRTTj 

XXXT XV fcJ J—J XX JL J— 1 


58 


2a 


10 


Q 

o 




B7 


KAPKSLSRTIj 


59 


2a 


10 


Q 

y 


q 

y 


B7 


APKSLSRTIi 


60 


2a 


10 


5 


q 
y 


B7 


AVEKAPKSL 


61 


2a 


10 


Q 

y 


q 
y 


B8 


APKSLSRTL 


62 


2a 


11 




X u 


B3501 


IPTLGIxESEL 


63 


2a 


11 


4 


1U 




X x X J-Jvj I I Ti JUj-LJ 


64 


2a 


11 


JL 


q 

y 


B7 


MASIPTLGL 

ririU XXX XJVJJXJ 


65 


2a 


12 


19 


xu 


AO 2 01 


VATNATPWTL 

i £"1 X XNx^ X XT VV X XJ 


66 


2a 


12 


J J5 


x u 


Al 


A CJFOFT iTKOR 


67 


2a 


12 


28 




DJ DUX 


t>PP <3 <? ASEOF 

XJx X. O >_> r-\ v_> J_t - 1 - 


68 


2a 


12 




q 

y 


B3501 


R AAPMTSSY 


69 


2a 


12 


1 1 

xx 


Q 

y 


B4403 


XulAJTiX X W w X 


70 


2a 


12 


1 Q 


1 n 


-ts / 


V ATM AT PWTL 


71 


2a 


12 


13 


Q 

y 


T3 r 7 

Jzs / 


A PMT ^ Y AT 


72 


2a 


12 


20 


Q 

y 




ATNTATPWTL 


73 


2a 


14 


LA 


1 n 


AO 2 01 


MT iWHTTEfiWT 


74 


2a 


14 


8 


q 

y 


a nom 




75 


2a 


14 


5 


lu 


DO C ni 
±5.3 jUI 


XX XT X7 OxT.VVriL J.XJV V 


76 


2a 


14 


5 


Q 

o 




PPFfiAWAM 


77 


2a 


14 


5 


y 


DJ DVJX 


•R PTJ 1 ^ AWAML 
ixir x^ \j.rxv v ^u.uxj 


78 


2a 


14 


4 


x u 


•do am 


P R P F G AWAML 


79 


2a 


14 


5 


q 

y 


B7 


■r PFG AWAML 

Xv XT X Ox! V V XxX XXJ 


80 


2a 


15 


5 


1U 


AX 


•\rqppnnPT.T A 

V OHi IT l^vJIV^XJX JTt 


81 


2a 


15 


5 


o 
y 


Al 


\7qTppOGCLT 

V ijXjXT ^V3"^XJX, 


82 


2a 


15 


26 


1 n 
1U 




P RM C5T .P ORRIj 


83 


2a 


15 


6 


X U 




cjppnnPTiTAW 

0£i "VVJ^XIXriVI/ 


84 


2a 


15 


z b 


x u 


B7 


PGM^TiRORRLi 


85 


2a 


15 


4 


q 

y 


XJ / 


T.VCSEPOGCL 

xj V oijx yvjv-.xi 


86 


2a 


15 


17 


y 


XJ / 


"oVflATTOGL 

o v un x x %^vjxj 


87 


2a 


16 


5 


x u 


B3 501 


PPKOSNRGRI 

J? XT X\.v^ OX>J x. 


88 


2a 


XO 


c 
o 


x u 


B7 


FPKQSNRGRI 


89 


2a 


17 


■a 


1 n 
x u 


A0201 


LLMKWRIWPIj 


90 


2a 


17 




q 

y 


A0201 


RT>IjMKWRjW 


91 


2a 


X 1 


Q 
O 


1 n 
x u 


A24 


RIWPIjKRLSL 


92 


2a 


X 1 




X u 


A3 


L14KWRNVPLK 


93 


2a 


JL / 


XO 


x u 


A3 


SLKRG S GWPR 


94 


2a 


X / 


XU 


p 

o 


33501 


VPLKRliSL 


95 


2a 


X / 


-j 


X VJ 


B7 


LLMKWRNVPL 


96 


ABl 


1 n 
x / 


q 


9 


B7 


NVPLKRLSL 


97 


2a 


17 


1U 


Q 
O 


B8 


VPLKRLSL 


98 


2a 


17 


4 


9 


B8 


LMKWRNVPL 


99 


2a 


18 


15 


10 


A0201 


TLARSPPWRT 


100 


2a 


18 


26 


9 


A0201 


SICCLGFCL 


101 


2a 


18 


9 


10 


A3302 


SSHSRSTLAR 


102 


2a 


18 


7 


10 


B3501 


GPSSHSRSTL 


103 


2a 


18 


7 


10 


B7 


GPSSHSRSTL 
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20 
40 
10 
20 
40 
14,4 
60 
12 
240 
18 
16 
20 
80 
18 
10,236 
13,5 
20 
12 
18 
12 
18 
12 
75,181 
14,819 
20 
80 
40 
15 
80 
67,5 
13,5 
12 
36 
12 
30 

"20 — 

24 

12 
134,369 
87,496 
14,4 

60 

12 

20 

12 

30 

16 

80 
55,89 
17,037 

15 

20 

120 
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104 2a 20 4 9 A0201 RLPLGSIHL 21,362 

105 2a 20 4 9 A24 RLPLGSIHL 12 

106 2a 20 5 8 B3501 LPLGSIHL 20 

107 2a 2 0 2 9 B3501 RSRLPLGSI 12 

108 2a 21 1 10 A0201 MMWTWWMPTC 116,441 

109 2a 21 19 A0201 MMWTWWMPT 129,098 

110 2a 21 6 9 A0201 WMPTCSWGA 123,786 

111 2a 21 79 B3501 MPTCSWGAM 40 

112 2a 21 7 9 B7 MPTCSWGAM 20 

113 2a 22 37 10 A0201 LMSWPFRRQV 64,9 

114 2a 22 57 10 A0201 SLGIQTWSPT 12,668 

115 2a 22 6 10 B3501 WPSKPSASPL 20 

116 2a 22 35 8 B3501 RPLMSWPF 40 

117 2a 22 30 8 B3501 TPAVGRPL 20 

118 2a 22 40 8 B3501 WPFRRQVL 20 

119 2a 22 51 8 B3501 CPPSRGSL 20 

120 2a 22 30 9 B3501 TPAVGRPLM 40 

121 2a 22 6 10 B7 WPSKPSASPL 80 

122 2a 22 49 10 B7 PPCPPSRGSL 12 

123 2a 22 30 9 B7 TPAVGRPLM 30 

124 2a 22 40 8 B8 WPFRRQVL 16 

125 2a 22 51 8 B8 CPPSRGSL 16 

126 2a 24 55 10 A0201 KQLALSFTLT 18,59 

127 2a 24 57 10 A0201 LALSFTLTSV 13,975 

128 2a 24 75 9 A0201 FMMSHKSFL 1444,253 

129 2a 24 55 9 A0201 KQLALSFTL 162,682 

130 2a 24 58 9 A0201 ALSFTLTSV 159,97 

131 2a 24 56 9 A0201 QLALSFTLT 14,159 

132 2a 24 47 9 Al WTPPRGVRK 10 

133 2a 24 7 10 A24 RFAACPGGPL 40 

134 2a 24 55 9 A24 KQLALSFTL 14,4 

135 2a 24 51 9 A24 RGVRKQLAL 12 

136 2a 24 75 10 A3 FMMSHKSFLR 18 

137 2a 24 32 10 A3 HQFLRPSWPK 13,5 

138 2a 24 76 9 A3 MMSHKSFLR 12 

139 " ~ 2 a " 24 " ~ ™'48~ 10 *B350T" " TPPRGVRKQL" 2~0~ " 

140 2a 24 73 10 B3501 WPFMMSHKSF 20 

141 2a 24 68 10 B3501 GSARRWPFMM 10 

142 2a 24 69 8 B3501 SARRWPFM 18 

143 2a 24 20 8 B3501 SPCGRTSW 10 

144 2a 24 39 9 B3501 WPKMRCSAW 30 

145 2a 24 69 9 B3501 SARRWPFMM 18 

146 2a 24 68 9 B3501 G SARRWPFM 10 

147 2a 24 48 10 B7 TPPRGVRKQL 120 

148 2a 24 58 10 B7 ALSFTLTSVL 12 

149 2a 24 49 9 B7 PPRGVRKQL 120 

150 2a 24 69 9 B7 SARRWPFMM 3 0 

151 2 a 24 8 9 B7 FAACPGGPL 18 

152 2a 24 75 9 B7 FMMSHKSFL 12 

153 2a 24 34 9 B7 FLRPSWPKM 10 

154 2a 24 39 8 B8 WPKMRCSA 16 

155 2a 26 23 10 A0201 RLAPCLRRPV 13,91 

156 2a 26 7 9 A0201 TLPSLRETL 10,468 
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157 


2a 


o a 

A D 


1 A 


1 n 

1U 


Al 


TT iFT iR P P YTR 


158 


2a 


A b 


0 n 
ZU 


Q 

y 


A24 


P YTP T . A P PT 1 


159 


2a 


o a 

A D 


1 A 


1 n 
X u 


A3 101 


TT.FTtRRPYTR 

X XJX-i XJX\.Xv±7 X X IV 


160 


2a 


A b 


J. U 


1 n 

XU 


a"} 


«=!T.PF r PT»FT>RR 


161 


2a 


A O 


1 A 


1 n 


A3 


TLELRRPYTR 


162 


2a 


26 


Z / 


Q 

y 


A3 


PT P. R P\7T 1 P Y 


163 


2a 


A D 


1 Q 

xy 


1 n 

1U 


B3501 


RPYTRTiAPPLi 

JTvJT X X XvXJxTtir \— XJ 


164 


2a 


o a 
Zb 


Q 

0 


1 u 


335OI 


LPSLRETLEL 


165 


2a 


o a 

ZD 


Q 
O 


Q 
O 


33 501 




166 


2a 


2 6 


0 e: 
A D 


Q 

J 


335OI 


APPT.PPPVIj 


167 


2a 


26 


0 
0 


1 n 
1 u 


B7 


XJ JT O XJXxX>J X J„l Pi 1.1 


168 


2a 


2 6 




1 n 


"R7 
Xj / 


■a PYTRL APCL 


169 


2a 


2 6 


2 


XU 


0 / 


•PPT) A T iTT . PSIj 

JL IT LUUJ IJJruJJ 


170 


2a 


26 




1 n 
± u 


J3 / 


T 1 A PPT iP P P\7T » 


171 


2a 


26 


25 


9 


T3 P 7 


A "PPT >P P P\ 7T 1 


172 


2a 


26 


16 


y 


-0-7 


T^T.PPPYT'RT, 


173 


2a 


26 


24 


1U 




T.APPT.PPP\7Ti 
lJ/\Jtr Ju JtvtN. Jtr V J-i 


174 


2a 


2 6 


8 


Q 
O 


DO 

DO 


JL) JET O J—IXxIZj X XJ 


175 


2a 


26 


10 


8 


T3 Q 
DO 


O J-JXV-Cj J. XjJZjXJ 


176 


2a 


26 


16 


y 


Jso 


r*» 1-iJS-ES.Jtr I x rvxj 


177 


2a 


26 


25 


9 


T3 Q 
DCS 


7vr)r i T»P"RP\7T. 
A Jr ^- ur\.xs. Jr v J-j 


178 


2a 


27 


3 


10 


AU/iUl 


W 1j O O y r\^HJT\.VjXJ 


179 


2a 


28 


A 


xu 


7\noni 

JWJA U JL 


PT .TftrH CI AYR A A 
V— J_i W ri 0 r\ X JXtiri 


180 


2a 


28 


2 


y 


AU Z Ul 




181 


2a 


31 


2 


ID 


0*7 


AJr v Jr Jr r\.r oou 


182 


2a 


31 


4 


9 


rS / 


V Jr Jr Jtvr oojjjj 


183 


2a 


31 


2 


1U 


rio 


Jr\ir \I jrjrjA.iT OOJJ 


184 


2a 


32 


X4t 


1 n 


A24 


cj YfiVfiHTjT>F.T 1 

OIOV OllJ-'JJiJJJ 


185 


2a 


32 


1 0 

j. y 


Q 

y 


RA AO"3 


XXX^i-'J-iXJ V X JL1 X 


186 


2a 


34 


X4t 


Q 

y 


rlJ 


v XJJ7 jnir^/jr qj\ 


187 


2a 


34 


4 


1 n 


■00 cni 


O JT jrvHi v r\. v i\jt 0 


188 


2a 


34 


7 


Q 

y 


■□•7 
JtS / 


J2jvJts.vjr\.jro vju 


189 


2a 


34 


4 


XU 




Q "DT? T?"^ 7"R \ 7R R CJ 
0 Jr XS.JZJ V r\. V JTC. Jr 0 


190 


2a 


34 


1 


Q 


r> 0 
XJ O 


P^TR^TRPCJV 


191 


2a 


34 


7 


Q 

y 


TD Q 
DO 


TT\ TP \ 7R P CJ\ 7T , 

jii Vxv v x\.jr 0 vj-j 


192 


2a 


35 


1 


y 


±3 / 


M\ TP T ,M\ 7TiP T ■ 


193 


2a 


3 6 


X41 


Q 


a no ni 


RT.PTiDAT.AT* 
r\.j_) jr j-i vixixjjCTkXi 


194 


2a 


3 6 


Z 


1 n 


AO A 


TaTP W A T . AH A F.P 


195 


2a 


5 b 


X41 


Q 

y 


A24 


RT.PT,OAL.AIj 

xx J-i ir ±j y«jjfijj 


196 


2a 


3 6 




1 n 


A3 


AT.AHAEPPGR 


197 


2a 


S b 


1 1 
11 


1 n 
1 u 


33 501 


EPPiRLPIjOAIj 


198 


2a 


3 6 


JLD 


1 n 

J. u 


JDO jUi 


T.PT.DATiAT.PT) 

J_JX 1 1 W-r-j^ J_lJ7A i IX: XJ 


199 


2a 


j b 




Q 


33 501 


TiPT>OALiAIj 

XJ ST XJ ^jTa.XJxx.X-1 


200 


2a 


0 b 


1 1 
J- J. 


1 n 

J. U 


37 


F PGRL PL QAL 


201 


2a 


o 0 




1 U 


B7 


LPLQALALPL 


202 


2a 


3 b 


O 


1 n 

J- u 


B7 


xjAHAEFPGRL 


203 


2a 


37 


b 


1 n 




T.T.FTiRT.ARFV 

XJXJX7 XJiT\.XJXTXvX V 


204 


2a 


37 


10 


10 


A02 01 


RLARFVDWST 


205 


2a 


37 


3 


9 


A0205 


HLALLFIjRL 


206 


2a 


37 


17 


9 


Al 


WSTPPPPKY 


207 


2a 


37 


35 


9 


Al 


VTCPYKICR 


208 


2a 


37 


24 


10 


A24 


KYRGRTIHVW 


209 


2a 


37 


43 


9 


A24 


RSMGVGSAL 
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18 
24 
10 
12 
12 
36 
40 
30 
20 
20 
80 
80 
24 
18 
360 
60 
16 
16 
12 
16 
16 
19, 653 
12,37 
41,234 
240 
80 
16 
220 
67,5 
30 
12 
200 
12 
24 
160 
"200" 
21,362 
11 
12 
12 
20 
20 
20 
120 
80 
12 
481,23 
55,89 
14 
15 
12,5 

10 
16,8 
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OH A 

21 U 


9 =1 


^7 
0 1 


24 


9 


211 


9 =3 

Z a. 


37 


31 


10 


OIO 

21 £. 


Za. 


37 


60 


9 


OH Q 

21 0 


Zci 


37 


5 


9 


OH A 

214 


9=3 

z s 


37 


5 


9 


OH K 

21 0 




3 7 


52 


10 


21 0 


9 =1 

z a. 


j 1 


RA 


10 


OH "7 

217 


9 =a 

Za 


9 7 


C.A 
D ^ 


3 


OH Q 

21 0 


9 =s 

z a. 


^ 7 


37 


9 


OH Q 

21 y 


Za 


J / 


17 


9 


oon 
22U 


0 

/a 


97 


43 


9 


OOH 

221 


za 


■J / 




10 


000 
222 


za 


9 1 


7 P 
/ 0 


Q 

-7 


000 
22o 


r> = 
Za 


J / 


R9 

JZ 


10 


224 


9 =1 

za 


"3 *7 
J / 




10 


ootr 
225 


ZSL 


9 9 
0 / 


£ n 
O u 


10 


OOfi 

22o 


za 


"5 9 


97 


Q 
-7 


227 


2a 


"3 "7 
O / 


A "3 


Q 

J 


000 
228 


9 -n 

za 


J / 


RA 


Q 


oon 
229 


za 


"3 Q 
O O 


9 
Z 


Q 


230 


2a 


"3 Q 


/ 


Q 


231 


2a 


3 8 


■7 


1 n 


232 


za 


"2 Q 
J O 


<r 
0 


1 n 
x u 


233 


2a 


"3 D 


9 
/ 


Q 


234 


za 




■7 


q 


235 


2a 


4U 


1 T 
±A 


1 n 


236 


2a 


4Z 


Q 


1 n 

J. u 


237 


za 


4Z 


Q 


q 


OOQ 

238 


9 = 
za 


A"5. 


D 


1 n 

J- u 


oon 
239 


za 


/I "5 


/ 


q 


240 


za 


a n 
4o 


O 


10 


241 


2a 


/1 /i 

44 


9 Q 

z :? 


1 n 


0/10 
242 


za 




1 9 


0 


243 


za 


/] A 

44 


j JL 


0 
0 


0>1 VI 

244 


za 


A A 
4i4t 


9 1 


q 


245 


za 


A A 


9 n 


1 n 


o/ic 
24b 


O -a 

za 




9 Q 

Z J7 


J- u 


24/ 


9 =» 
za 


A A 


2 


9 


24o 


za 


A A 




9 


24y 


9 =1 

Za 


A A 


31 


9 




9 =a 
Za 


A A 


27 


10 


OCH 


9=3 

Za 


44 


2 8 


9 


oeo 


za 


AR 


1 


9 


253 


2a 


46 


12 


10 


254 


2a 


46 


14 


10 


255 


2a 


46 


6 


8 


256 


2a 


46 


17 


8 


257 


2a 


46 


14 


9 


258 


2a 


47 


2 


10 


259 


2a 


47 


3 


9 
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A24 


KYRGRTIHV 


10 


A3 


HVWPVTCPYK 


15 


A3 


GLRLRVDAY 


36 


A3 


LLFLRLARF 


15 


A3 


ALLFLRLAR 


12 


B3501 


IPSPSGRQGL 


20 


B3501 


SPSGRQGLRL 


20 


B3501 


SPSGRQGL 


20 


B3501 


CPYKICRSM 


40 


B3501 


WSTPPPPKY 


10 


B3501 


RSMGVGSAli 


10 


B4403 


QGLRLRVDAY 


18 


B4403 


REAGRLARC 


18 


B7 


IPSPSGRQGL 


120 


B7 


SPSGRQGLRL 


80 


B7 


GLRLRVDAYL 


40 


B7 


CPYKICRSM 


20 


B7 


RSMGVGSAL 


12 


B8 


SPSGROGL 


16 


A0201 


ALLPTAPRT 


27, 572 


B3501 


APRTAPTGL 


60 


B7 


APRTAPTGLC 


90 


B7 


TAPRTAPTGL 


12 


B7 


APRTAPTGL 


2400 


B8 


APRTAPTGL 


16 


B3501 


RPTRSGDSPW 


20 


A24 


RYHHPRHRNS 


10 


A24 


RYHHPRHRN 


10 


A0201 


AILGQTHVEL 


10, 868 


A0201 


ILGQTHVEL 


36, 316 


B7 


AILGQTHVEL 


12 


Al 


ACDPTAWLPY 


1250 


B3501 


KPRRPYPL 


120 


B3501 


DPTAWLPY 


40 


B3501 


DPTAWLPYY 


40 


B4403 


CDPTAWLPYY 


.. 22/5 


B4403 


ACDPTAWLPY 


18 


B4403 


DEQAHSLCF 


120 


B4403 


CDPTAWLPY 


22,5 


B4403 


DPTAWLPYY 


13,5 


B7 


VAACDPTAWL 


18 


B7 


AACDPTAWL 


54 


A0201 


MLCEGPSGL 


148, 896 


A02 01 




12, 131 


B3501 


GPHGPDDTFF 


30 


B3501 


HPVCSNYM 


40 


B3501 


GPDDTFFL 


12 


B3501 


GPHGPDDTF 


20 


B7 


SWQPPGPPL 


30 


B7 


WQPPGPPL 


30 
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Table 4f 
2a (4-6) 



No. 


Strain 


ORF 


Start 


AA 


HLA 


1 


HCV 2 a 


1 


10 


9 


A_02 01 


2 


HCV 2 a 


2 


8 


10 


A„0201 


3 


HCV 2 a 


2 


10 


10 


A_02 01 


4 


HCV 2 a 


2 


6 


10 


B7 


5 


HCV 2a 


2 


6 


10 


B8 


6 


HCV 2 a 


3 








7 


HCV 2 a 


4 


12 


9 


A U ZUl 


8 


HCV 2 a 


4 


56 


9 


AJ 


9 


HCV 2 a 


4 


48 


9 


B7 


10 


HCV 2 a 


4 


48 


9 


B_3 501 


11 


HCV 2 a 


4 


70 


9 


B 4403 


12 


HCV 2a 


4 


13 


10 


AJ. 


13 


HCV 2a 


4 


60 


10 


A_0201 


14 


HCV 2 a 


4 


79 


10 


B7 


15 


HCV 2a 


4 


48 


10 


B7 


16 


HCV 2a 


4 


75 


10 


B7 


17 


HCV 2 a 


4 


79 


10 


B8 


18 


HCV 2a 


4 


48 


10 


B8 


19 


HCV 2 a 


4 


79 


10 


B„3501 


20 


HCV 2 a 


4 


48 


10 


B_3501 


21 


HCV 2a 


4 


15 


10 


B_3501 


22 


HCV 2 a 


4 


70 


10 


B__4403 


23 


HCV 2 a 


5 


6 


9 


A_0201 


24 


HCV 2 a 


6 


10 


9 


Al 


25 


HCV 2 a 


6 


36 


9 


Al 


26 


HCV 2 a 


6 


25 


9 


A_0201 


27 


HCV 2 a 


6 


35 


9 


A3 


28 


HCV 2 a 


6 


27 


9 


B7 


29 


HCV 2 a 


6 


25 


10 


A_02 01 


30 


HCV 2 a 


6 


2 


10 


A_0 201 


31 


HCV 2 a 


6 


17 


10 


A24 


32 


HCV 2 a 


6 


16 


10 


A3 


33 


HCV 2 a 


6 


20 


10 


A3 


34 


HCV 2 a 


6 


27 


10 


B7 


35 


HCV 2 a 


6 


12 


10 


B7 


36 


HCV 2 a 


6 


27 


10 


o Q 
DO 


37 


HCV 2 a 


6 


27 


10 


B_3501 


38 


HCV 2 a 


6 


14 


10 


B_3501 


39 


HCV 2 a 


6 


11 


10 


B_4403 


40 


HCV 2 a 


7 


25 


9 


A_02 01 


41 


HCV 2 a 


7 


26 


9 


A3 


42 


HCV 2 a 


7 


18 


9 


B7 


43 


HCV 2a 


7 


18 


9 


B__3501 


44 


HCV 2 a 


7 


2 


9 


B_4403 


45 


HCV 2a 


7 


25 


10 


Al 


46 


HCV 2 a 


7 


26 


10 


A_0201 


47 


HCV 2a 


7 


17 


10 


A24 
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Peptide sequence 


Score 


YSWSILDDV 


19.536 


RLLQgEELCA 


18.382 


LQGEeLCADL 


15.096 


LARLLQGEEL 


120.000 


LARLLQGEEL 


16.000 


no hits 




KGYEPVHPL 


14.728 


VLHGGLLAR 


18.000 


NPRQQIDDV 


40.000 


NPRQQIDDV 


12.000 


DEGPRNARA 


24.000 


GYEPvHPLDR 


22.500 


GLLArHDLEC 


18.382 


IPRQdIHQHL 


800. 000 


NPRQqIDDVL 


800.000 


NARAiPRQDI 


27.000 


IPRQdIHQHL 


16.000 


NPRQqIDDVL 


16.000 


IPRQdIHQHL 


60.000 


NPRQqIDDVL 


60.000 


EPVHpLDRAF 


20.000 


DEGPrNARAI 


36.000 


LVGNRAQTV 


10.346 


RVEIRSKPY 


45.000 


LTEHHAIKH 


11.250 


KLIPRSPCV 


243.432 


ALTEHHAIK 


30.000 


IPRSPCWA 


30.000 


KLIPrSPCW 


99.807 


~ VLAHgQARRV 


"23 ."648" 


PYGS1RWRKL 


22 . 000 


KPYGsLRWRK 


13 .500 


SLRWrKLI PR 


12.000 


IPRSpCWAL 


800. 000 


EIRSkPYGSL 


60.000 


IPRSpCWAL 


16.000 


IPRSpCWAL 


60.000 


RSKPyGSLRW 


15.000 


VEIRSKPYGS 


30.000 


TLLPEGHLL 


79.041 


LLPEGHLLY 


12 . 000 


SPIEGDLTL 


80.000 


SPIEGDLTL 


40.000 


AEDQVSPSL 


12.000 


TLLPeGHLLY 


25.000 


LLPEgHLLYI 


919.865 


RSPIeGDLTL 


12.000 
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) 

L 
I 

i 

S 
7 
8 
9 
0 
1 
2 
3 
4 
5 
6 
7 
8 
79 
80 
81 
82 
83 
84 
85 
86 
87 
88 
89 
90 
91 
92 
93 
94 
95 
96 
97 
98 
99 



HCV 2a 
HCV 2a 
HCV 2a 
HCV 2a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2a 



7 
7 
7 
7 
7 
7 
7 
7 
8 
9 
9 
9 
9 
9 
9 
9 
9 

10 

10 

10 

10 

10 

10 

11 

11 

11 

11 

11 

11 

11 

11 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

13 

14 

14 

15 

15 



1 

25 

18 

11 

11 

42 

18 

17 

9 

8 

23 
34 
8 
6 

30 

23 

28 

22 

22 

15 

21 

21 

16 

45 

26 

41 

26 

37 
41 
32 
41 
13 
14 
60 
20 
59 
60 
25 
24 
53 
6 

14 
19 
12 
59 
12 
36 

18 
18 
7 
7 



10 

10 

10 

10 

10 

10 

10 

10 

10 

9 

9 

9 

10 

10 

10 

10 

10 

9 

9 

10 

10 

10 

10 

9 

9 

9 

9 

9 

10 

10 

10 

9 

9 

9 

9 

9 

9 

9 

10 
10 
10 
10 
10 
10 
10 
10 
10 



A24 

A3 

B7 

B7 

B8 

B_3501 

B_3501 

B_3 501 

B_3501 

A_0201 

B_3 501 

B_4403 

A_0201 

A_0201 

A24 

B_3501 

B_4403 

B7 

B8 

Al 

B7 

B8 

B_4403 
A24 
B7 
B7 

B_3501 

B_4403 

B_3501 

B_4403 

B_4403 

A24 

A3 

B7 

B7 

B7 

B8 

B_4403 

Al 

Al 

A_0201 

A3 

B7 

B7 

B7 

B8 

B_4403 



9 B7 

9 B_3501 

9 A_0201 

9 A24 



MAEDgVSPSL 
TLLPeGHLLY 
SPIEgDLTLL 
DVRQgKRSPI 
DVRQgKRSPI 
RPRGsGRGQY 
SPIEgDLTLL 
RSPI eGDLTlf 
KPQGgSHRGI 
GLGHSWWCA 
RPRDDVECF 
DEVYGLSHA 
GLGHsWWCAV 
LVGLgHSWWC 
CFNGdEVYGL 
RPRDdVECFN 
VECFnGDEVY 
AARWRATSL 
AARWRATSL 
GIEVgSNAAR 
NAARwRATSD 
NAARwRATSIi 
IEVGsNAARW 
STNDVYDDL 
GPRSLHREV 
AFMSSTNDV 
GPRSLHREV 
AEHNAPMSS 
APMSsTNDVY 
REVGqAEHNA 
APMSsTNDVY 
AFLHKPWL 
FLHKPWLR 
ALREGAALL 
"''VLRRDNEHlT" 
QALREGAAL 
ALREGAALL 
NEHLGCQHY 
DNEH1GCQHY 
HVDVr PQALR 
TQVDgAIAFL 
FLHKpWLRR 
WLRrDNEHL 
IAFLhKPWL 
QALRe GAALL 
IAFLhKPWL 
AEVPhVESRA 
no hits 
EPSCPAESL 
EPSCPAESL 
RQARVTFQL 
RQARVTFQL 



10.080 
18.000 
80.000 
30.000 
40.000 
240.000 
60.000 
10.000 
16.000 
63.342 
360.000 
36.000 
118.238 
30.483 
30.000 
24.000 
120.000 
360.000 
320.000 
18.000 
12.000 
16.000 
54.000 
10.080 
40.000 
36.000 
12.000 
12.000 
40.000 
18.000 
12.000 
30.000 
18.000 
120.000 
40T00T3- 
12.000 
12.000 
120.000 
11.250 
10.000 
112.335 
36.000 
20.000 
12.000 
12.000 
16.000 
48.000 

120.000 
20.000 
12.562 
11.200 



WO 2004/011650 



- 88 



100 


HCV 2a 


15 


8 


10 


B7 


QARVtFQLWL 


101 


HCV 2a 


15 


8 


10 


B8 


QARVtFQLWL 


102 


HCV 2a 


15 


22 


10 


B_3501 


DSRStPIRTF 


103 


HCV 2 a 


15 


3 


10 


B_4403 


AEGRrQARVT 


104 


HCV 2a 


16 


1 


10 


A_0201 


MLSApGHIPV 


105 


HCV 2a 


17 


19 


10 


B„3501 


MPPS1PEEAF 


106 


HCV 2 a 


17 


4 


10 


B_4403 


RETPpAGRGS 


107 


HCV 2a 


18 








no hits 


108 


HCV 2 a 


19 


16 


9 


B_4403 


RESPERPLW 


109 


HCV 2 a 


19 


2 


10 


A_0201 


VLRArGRSFL 


110 


HCV 2 a 


19 


14 


10 


B7 


SGREsPERPL 


111 


HCV 2a 


19 


2 


10 


B7 


VLRArGRSFL 


112 


HCV 2 a 


20 


6 


9 


B_3501 


GSPRSLPQM 


113 


HCV 2a 


20 


10 


10 


A_J)201 


S LP QmGVT PA 


114 


HCV 2 a 


20 


2 


10 


B7 


APIAgSPRSL 


115 


HCV 2 a 


20 


11 


10 


B7 


LPQMgVT PAL 


116 


HCV 2 a 


20 


7 


10 


B7 


SPRS1PQMGV 


117 


HCV 2 a 


20 


15 


10 


B7 


GVTPaLSAAL 


118 


HCV 2 a 


20 


2 


10 


B_3501 


APIAgSPRSL 


119 


HCV 2 a 


20 


11 


10 


B_3501 


LPQMgVTPAL 


120 


HCV 2a 


20 


7 


10 


B_3501 


SPRS1PQMGV 


121 


HCV 2 a 


21 








no hits 


122 


HCV 2a 


22 


19 


9 


B7 


APCPGLCCL 


123 


HCV 2a 


22 


16 


9 


B7 


YPPAPCPGL 


124 


HCV 2 a 


22 


8 


9 


B_3501 


CPRHTPPGY 


125 


HCV 2 a 


22 


16 


9 


B_3501 


YPPAPCPGL 


126 


HCV 2 a 


22 


19 


9 


B_3501 


APCPGLCCL 


127 


HCV 2 a 


22 


23 


10 


A_0201 


GLCCLQQPPL 


128 


HCV 2 a 


22 


15 


10 


A24 


GYPPaPCPGL 


129 


HCV 2 a 


23 


5 


9 


B_3501 


KPQQDSLW 


130 


HCV 2 a 


23 


5 


10 


A24 


KPQQdSLWL 


131 


HCV 2 a 


23 


5 


10 


B7 


KPQQdSLWL 


132 


HCV 2 a 


23 


5 


10 


B_3501 


KPQQdSLWL 


133 


HCV 2 a 


24 








no hits 


134 


HCV 2 a 


25 


5 


10 


B7 


"~LPRPpQLGPT~ 


135 


HCV 2 a 


25 


7 


10 


B_3 501 


RPPQLGPTCW 


136 


HCV 2 a 


26 








no hits 


137 


HCV 2 a 


27 


9 


9 


A24 


LFGKGSGHL 


138 


HCV 2 a 


27 


3 


10 


Al 


NSPPIALFGK 


139 


HCV 2a 


27 


8 


10 


A_0201 


ALFGkGS GHL 


140 


HCV 2 a 


27 


8 


10 


B7 


ALFGkGSGHL 


141 


HCV 2 a 


28 


20 


9 


A_0201 


SLNGRRSSV 


142 


HCV 2a 


28 


22 


9 


B7 


NGRRSSVSL 


143 


HCV 2 a 


28 


11 


9 


B_3501 


GPPRAHHTF 


144 


HCV 2 a 


28 


12 


10 


B7 


PPRAhHTFSL 


145 


HCV 2 a 


29 


4 


10 


A3 


TLWPpRSSQF 


146 


HCV 2 a 


30 








no hits 


147 


HCV 2 a 


31 


10 


10 


B7 


AVRGaVGKRA 


148 


HCV 2 a 


32 


28 


9 


A24 


VYRSCPPRL 


149 


HCV 2 a 


32 


18 


9 


B7 


SPPTCKWAL 


150 


HCV 2 a 


32 


18 


9 


B_3501 


SPPTCKWAL 


151 


HCV 2a 


32 


14 


10 


A3 


HLSHSPPTCK 
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120.000 
16.000 
15.000 
12.000 

118.238 
20.000 
12.000 

24.000 
15.180 
60.000 
60.000 
10.000 
11.426 
240.000 
80.000 
60.000 
20.000 
20.000 
20.000 
12.000 

240.000 
120.000 
120.000 
20.000 
20.000 
21.362 
360.000 
12.000 
12.000 
80.000 
40.000 

'267000 
20.000 

20.000 
15.000 
10.275 
12.000 
69.552 
40.000 
20.000 
80.000 
15.000 

15.000 
200.000 
80.000 
20.000 
30.000 
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152 

153 

154 

155 

156 

157 

158 

159 

160 

161 

162 

163 

164 

165 

166 

167 

168 

169 

170 

171 

172 

173 

174 

175 

176 

177 

178 

179 

180 

181 

182 

183 

184 

185 

186 

187 

188 

189 

190 

191 

192 

193 

194 

195 

196 

197 

198 

199 

200 

201 

202 

203 



HCV 2a 
HCV 2a 
HCV 2a 
HCV 2a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
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4o 


O O 


1 n 


B 3501 


YPARi STSTL 

X JTxijAI u X ul J— i 


20. 000 


364 


HCV 2 a 


A D 


oU 


1 n 

J. u 


B 3501 


LPTAaPTRPL 


20.000 


3 65 


HCV 2 a 


A Q 

4o 


*i3 


X\J 


B 3 501 


SSMEgFSPDM 


20.000 


366 


HCV 2 a 


A Q 
4 O 


no 
z) A 


i n 

JLU 


B 3501 


KPVAdAGGAI 


16.000 


367 


HCV 2 a 


A D 
4 O 


1 u 


1 n 

JL U 


B 3501 


T^TShLPRPM 


10.000 


368 


HCV 2 a 


A O 

4o 


XA o 


1 n 
x u 


B 4403 


"NT A TMf^ ATAGF 


11 .250 


369 


HCV 2 a 


A Q 


a n 
4U 


Q 

y 


A 0201 




181 .139 


370 


HCV 2 a 


A Q 

4y 


Q 

y 


q 
y 


A 0201 




21.362 


371 


HCV 2 a 


49 


4 J. 


Q 

y 




1ULT O J. OrlJ. 


16 . 317 


372 


HCV 2a 


49 


3 8 


Q 

y 


A U £\J X 


■K"PWT T ."DF T 

J\ IT V\l XJ-JXJX" ox 


11 .475 


373 


HCV 2a 


49 


51 


9 


B7 


PDOCMD 7\ 7\ T . 


120 . 000 


374 


HCV 2 a 


49 


34 


9 


B7 


ACCiNlJxFWJ-ij 


12 000 


375 


HCV 2 a 


49 


24 


9 


B7 


7V ^r^TVT OT/\77\ /T , 

AbCMb WAL Jj 


12 . 000 


376 


HCV 2a 


49 


34 


9 


B8 


ACCNKPW1L 


16.000 


377 


HCV 2a 


49 


51 


9 


B_3501 


CPS bMKAAij 




378 


HCV 2a 


49 


38 


9 


B_3501 


T/m«TTT nt?OT 
KPWli-jDr o-L 


16 . 000 


379 


HCV 2a 


49 


32 


9 


■a A A fll 

B 4 4 U o 


t TP 7\ /^OTVTTT TDTaT 


36 . 000 


380 


HCV 2 a 


49 


19 


Q 

y 


JD *± rrU J 


ncixAO J. riVjviu 


12 . 000 


381 


HCV 2 a 


49 


A 1 

41 




AJL 


XXiUl: blDAiiv 


10 . 000 


382 


HCV 2 a 


49 


a n 
4U 


JLU 


7v no m 


MT T ,T) f C{ T A T 


230 . 237 


383 


HCV 2 a 


49 


50 


1U 


7\ O A 


"DnTDQcTvyfR A ATi 


12 . 000 


384 


HCV 2 a 


49 


1 


JLU 


Jr$ / 


MPT .MtPHMn . 


80 . 000 


3 85 


HCV 2 a 


49 


23 


10 


"Q*7 




12 . 000 


386 


HCV 2 a 


4 9 


"3 "3 

33 


1 n 

J_ u 


J-5 / 


F ACCnKPWI L 

X-iJ-xV^» V-»l IX VIT VV J_ J_l 


12 . 000 


387 


HCV 2 a 


49 


"3 "3 


i n 
J- u 


DO 
DO 




32.000 


388 


HCV 2 a 


49 


X 






MPT .MlcFHMCT > 


20 . 000 


3 89 


HCV 2 a 


49 


A C 

4b 


J. u 






10.000 


390 


HCV 2 a 


49 


xy 


J_ u 


B 4403 




12.000 


391 


HCV 2 a 


50 


b / 


Q 

y 


al 

Al 




450 . 000 


392 


HCV 2 a 




b 


Q 

y 


Al 


MMRTH P VAK 


18.000 


393 


HCV 2 a 


50 


Q 

o 


Q 

y 






12 .500 


394 


HCV 2 a 


50 


3 9 


Q 




PM1^7AMY"FV 


"63 5 74 3 5" 


395 


HCV 2 a 


50 


A "3 
4 J 


Q 

y 


A 0201 


jtiX x I r u x vjv. v 


20 . 897 


396 


HCV 2 a 


50 


oa 


y 


a 9 a 


PVRPGVGPT 


10 . 000 


397 


HCV 2 a 


50 


o 


Q 

y 




1 T 1L \iJ_-J JL 1 1 JL V 


20.000 


398 


HCV 2 a 


50 


O "3 

A 3 


Q 

y 




qnppARTHVTi 


80 . 000 


399 


HCV 2 a 


50 


DO 


Q 

y 


■R7 


GVGPTRVGL 


30 . 000 


400 


HCV 2 a 


50 


A 
4 


q 

y 


"R7 


RPMMETHPV 


12.000 


401 


HCV 2 a 


50 


1 4 


q 

y 


J3 / 


T^RVRHFHM 


10. 000 


402 


HCV 2 a 


50 


1 A 
/ 4 


q 

y 


B8 


LSRVRHFHM 


20.000 


403 


HCV 2 a 


50 


O "3 

A3 


Q 

y 


DO 
XJ O 


TP PARTHVL 


16 .000 


404 


HCV 2 a 


50 


H A 

/4 


q 

y 


13 J 3U1 


LSRVRHFHM 


30.000 


405 


HCV 2 a 


50 


36 


9 


XD o jUI 


cqa P MH VAM 


20 . 000 


406 


HCV 2 a 


50 


23 


9 


B_3501 


TP PARTHVL 


20.000 


407 


HCV 2 a 


50 


59 


9 


B_3501 


EPKRYRRGV 


12.000 


408 


HCV 2a 


50 


4 


9 


B_3501 


RPMMETHPV 


12.000 


409 


HCV 2 a 


50 


83 


9 


B_3501 


TSQDGGGAL 


10.000 


410 


HCV 2a 


50 


8 


9 


B_4403 


ETHPVAKQY 


20.250 


411 


HCV 2a 


50 


37 


9 


B_4403 


SACMHVAMY 


18.000 
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412 


HCV 2 a 


50 


57 


413 


HCV 2a 


50 


73 


414 


HCV 2 a 


50 


3 8 


415 


HCV 2 a 


50 


39 


416 


HCV 2a 


50 


22 


417 


HCV 2 a 


50 


65 


418 


HCV 2 a 


50 


43 


419 


HCV 2a 


50 


31 


420 


HCV 2 a 


50 


36 


421 


HCV 2 a 


50 


54 


422 


HCV 2a 


50 


7 


423 


HCV 2a 


50 


36 


424 


HCV 2 a 


51 


30 


425 


HCV 2 a 


51 


28 


426 


HCV 2 a 


51 


26 


427 


HCV 2a 


51 


21 


428 


HCV 2a 


51 


23 


429 


HCV 2 a 


51 


21 


430 


HCV 2 a 


51 


19 


431 


HCV 2a 


51 


15 


432 


HCV 2 a 


51 


26 


433 


HCV 2 a 


51 


18 


434 


HCV 2 a 


52 




435 


HCV 2 a 


53 


14 


436 


HCV 2 a 


53 


18 


437 


HCV 2 a 


53 


13 


438 


HCV 2 a 


54 


1 


439 


HCV 2 a 


54 


1 


440 


HCV 2 a 


54 


7 


441 


HCV 2 a 


55 


16 


442 


HCV 2a 


55 


52 


443 


HCV 2 a 


55 


41 


444 


HCV 2 a 


55 


12 


445 


HCV 2 a 


55 


13 


446 


HCV 2 a 


55 


14 


447 


HCV 2 a 


55 


54 


448 


HCV 2 a 


55 


7 


449 


HCV 2 a 


55 


47 


450 


HCV 2 a 


55 


24 


451 


HCV 2 a 


55 


16 


452 


HCV 2 a 


55 


7 


453 


HCV 2 a 


55 


5 


454 


HCV 2 a 


55 


10 


455 


HCV 2 a 


55 


45 


456 


HCV 2 a 


55 


1 


457 


HCV 2 a 


55 


10 


458 


HCV 2 a 


55 


40 


459 


HCV 2 a 


55 


13 


460 


HCV 2 a 


55 


8 


461 


HCV 2 a 


55 


12 


462 


HCV 2 a 


55 


17 


463 


HCV 2 a 


55 


41 
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10 


Al 


VTEPkRYRRG 


22 .500 


10 


A_0201 


GLSRvRHFHM 


28.814 


10 


A_0201 


ACMHvAMYFV 


21.250 


10 


A„0201 


CMHVaMYFVT 


19 .198 


10 


A24 


KTPPaRTHVL 


14.400 


10 


A24 


RGVGpTRVGL 


12.000 


10 


A3 


AMYFvTGCVK 


100. 000 


10 


B7 


LVMTsRSACM 


15.000 


10 


B_3501 


RSACmHVAMY 


20.000 


10 


B_3501 


TSLVtEPKRY 


15.000 ' 


10 


B_4403 


METHpVAKQY 


405.000 


10 


B_4403 


RSACmHVAMY 


18.000 


9 


A_0201 


SLTWSAGV 


69.552 


9 


A_0201 


ALSLTWSA 


11.426 


9 


A24 


KYALSLTW 


10.000 


9 


B7 


KPGVLKYAL 


80.000 


9 


B7 


GVLKYALSL 


20.000 


9 


B_3501 


KPGVLKYAL 


40.000 


9 


B_4403 


TGKPGVLKY 


27.000 


10 


A_0201 


WSWHtGKPGV 


17.334 


10 


A24 


KYALsLTWS 


12.000 


10 


B__4403 


HTGKpGVLKY 


13.500 






no hits 




9 


A_0201 


FEWQKIKCL 


36.476 


9 


B_3501 


KIKCLPPLM 


12.000 


10 


A24 


FFEWqKIKCL 


30.000 


9 


B7 


MPRMWAST 


20.000 


10 


B7 


MPRMvVASTA 


20.000 


10 


B_3501 


AS TAwH S S HM 


10.000 


9 


Al 


GLMPCALDK 


10.000 


9 


A_0201 


TLVLFPLPV 


264.298 


9 


A_0201 


TLYPWAAYA 


87.437 


9 


A_0201 


VLMLGLMPC 


71.872 


9 


A_0201 


LMLGLMPCA 


51.908 


9 


A_l02"br" 


MLGLMPCAL " 




9 


A_0201 


VLF PL P VGA 


31.249 


9 


A_0201 


TVLTPVLML 


15.907 


9 


A24 


AYATGTLVL 


200.000 


9 


A24 


KYAPNPRVA 


12.000 


9 


A3 


GLMPCALDK 


270.000 


9 


B7 


TVLTPVLML 


30.000 


9 


B7 


WTVLTPVL 


20 . 000 


9 


B7 


TPVLMLGLM 


20.000 


9 


B7 


WAAYATGTL 


12 . 000 


9 


B7 


MAAPWTVL 


12.000 


9 


B„3501 


TPVLMLGLM 


40 . 000 


9 


B_4403 


STLYPWAAY 


12.000 


10 


A_0201 


LMLGLMPCAL 


97.045 


10 


A_0201 


VLTPVLMLGL 


83.527 


10 


A_02 01 


VLMLgLMPCA 


71.872 


10 


A__0201 


LMPCaLDKYA 


33.548 


10 


A_0201 


TLYPwAAYAT 


23.846 
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464 


HCV 2 a 


55 


CI 

D± 


465 


HCV 2 a 


55 




466 


HCV 2 a 


55 


D A 


467 


HCV 2 a 


55 


16 


468 


HCV 2 a 


55 


28 


469 


HCV 2 a 


55 




470 


HCV 2a 


55 


3 


471 


HCV 2 a 


55 


49 


472 


HCV 2 a 


55 


A a 


473 


HCV 2 a 


55 


2 8 


474 


HCV 2 a 


55 


56 


475 


HCV 2 a 


55 


39 


476 


HCV 2 a 


55 


34 


477 


HCV 2 a 


55 


56 


478 


HCV 2 a 


56 


36 


479 


HCV 2a 


56 , 


47 


480 


HCV 2a 


56 


108 


481 


HCV 2a 


56 


93 


482 


HCV 2 a 


56 


40 


483 


HCV 2a 


56 


57 


484 


HCV 2 a 


56 


52 


485 


HCV 2 a 


56 


108 


486 


HCV 2 a 


56 


57 


487 


HCV 2 a 


56 


108 


488 


HCV 2 a 


56 


40 


489 


HCV 2 a 


56 


93 


490 


HCV 2 a 


56 


36 


491 


HCV 2 a 


56 


65 


492 


HCV 2 a 


56 


56 


493 


HCV 2a 


56 


65 


494 


HCV 2 a 


56 


17 


495 


HCV 2 a 


56 


34 


496 


HCV 2 a 


56 


47 


497 


HCV 2 a 


56 


63 


498 


HCV 2 a 


56 


108 


499 


HCV 2 a 


56 


77 


500 


HCV 2 a 


56 


53 


501 


HCV 2 a 


56 


4 


502 


HCV 2 a 


56 


108 


503 


HCV 2 a 


56 


lUo 


504 


HCV 2 a 


56 


77 


505 


HCV 2 a 


56 


82 


506 


HCV 2 a 


56 


2 


507 


HCV 2 a 


56 


64 


508 


HCV 2 a 


57 


31 


509 


HCV 2 a 


57 


22 


510 


HCV 2 a 


57 


8 


511 


HCV 2 a 


57 


27 


512 


HCV 2a 


57 


3 


513 


HCV 2 a 


57 


21 


514 


HCV 2 a 


57 


33 


515 


HCV 2 a 


57 


3 
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10 A_0201 GTLVLFPLPV 

10 A24 AYATgTIiVLiF 

10 A2 4 KYAPnPRVAA 

10 A3 GLMPCALDKY 

10 B7 NPRVaATEGL 

10 B7 AAYAtGTLVL 

10 B7 APWtVLTPV 

10 B7 ATGTlVLFPL 

10 B8 NPRVaATEGL 

10 B_3501 NPRVaATEGL 

1 0 B_3 501 FPLPvGACKY 

1 0 B_3 501 TSTLyPWAAY 

10 B__4403 TEGLsTSTLY 

10 B__4403 FPLPvGACKY 

9 A_0201 GPPEDPFKV 



9 


A3 


GLGESNAPR 


9 


B7 


GPREPARVL 


9 


B7 


HPTKSPSAL 


9 


B7 


DPFKVERGL 


9 


B7 


SPRLRAGMT 


9 


B7 


NAPRLSPRL 


9 


B8 


GPREPARVL 


9 


B8 


SPRLRAGMT 


9 


B_3501 


GPREPARVL 


9 


B_3501 


DPFKVERGL 


9 


B_3501 


HPTKSPfaALi 


9 


B_3501 


GPPEDPFKV 


9 


B_3501 


TSAFRVTRY 


9 


B__3501 


LSPRLRAGM 


9 


B_4403 


TSAFRVTRY 


9 


B_4403 


REHTAARKI 


10 


Al 


STGPpEDPFK 


10 


A_0201 


GLGE sNAPRL 


10 


A3 


GMTSaFRVTR 


To" 


" B7 


GPREpARVLL 


10 


B7 


APHEhGSKDL 


10 


B7 


APRL S PRLRA 


10 


B7 


ASTGmKSMDL 


10 


B8 


GPREpARVLL 


10 


B_3501 


GPREpARVLL 


10 


B_3501 


APHEhGSKDL 


10 


B_3501 


GSKD1VPGGL 


10 


B_3501 


SSAStGMKSM 


10 


B_4403 


MTSAfRVTRY 


9 


A_02 01 


TMAPKRPRV 


9 


A_0201 


VLSRPVMLT 


9 


A_0201 


WVTVDRTWI 


9 


A3 


VMLTTMAPK 


9 


B7 


VPRKDWVTV 


9 


B7 


SVLSRPVML 


9 


B__3501 


APKRPRVCW 


9 


B_3501 


VPRKDWVTV 



13 .582 
100.000 
12.000 
40.500 
800.000 
36.000 
12.000 
12.000 
16.000 
60.000 
40.000 
10.000 
180.000 
27.000 
10.797 
18.000 
1 .200 . 000 
80.000 
80.000 
20.000 
12.000 
24.000 
16.000 
120.000 
20.000 
20.000 
12.000 
10.000 
10.000 
27.000 
13.500 
10.000 
87.586 
36.000 
"T72~0t)V000 " 
240.000 
135.000 
12.000 
24.000 
120.000 
40.000 
30.000 
10.000 
13 .500 
50.232 
29.137 
23.096 
45.000 
40.000 
20.000 
30.000 
18.000 
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516 


HCV 2 a 


57 


20 


9 


B_3501 


CSVLiSRPVM 


10.000 


*7 

3X/ 


HCV 2 a 


57 


22 


10 


A_0201 


VLSRpVMLTT 


29.137 


DID 




57 


23 


10 


B7 


LSRPvMLTTM 


10.000 


519 


HCV 2 a 


D 1 


33 


10 


B8 


APKRpRVCWA 


16.000 


520 


HCV 2 a 


57 




i n 


B 3 501 


LSRPvMLTTM 


30.000 


521 


HCV 2 a 


58 












522 


HCV 2a 


59 


12 


9 


A_0 201 


m'M'i I ' Li' U' G T f*T . 


58 . 628 


523 


HCV 2a 


59 


21 


9 


A_0201 


KMIGbTAiA 


12 . 558 


524 


HCV 2 a 


59 


27 


9 


B7 


*a m TV rtrjn TIT 

ATAKSRRP-u 


18.000 


525 


HCV 2a 


59 


28 


9 


B8 


TAKbKKFljA 


16 . 000 


526 


HCV 2 a 


59 


33 


9 


B„3 501 


RPLAAy bU -L 


16 . 000 


527 


HCV 2a 


59 


21 


10 


A3 


KMI G S T ATAK. 


13 5 000 


528 


HCV 2a 


59 


9 


10 


B7 


APyilTllrr b-L 


24 . 000 


529 


HCV 2a 


59 


26 


10 


B7 


m "A JTl 7k ~ir CJTDT3 DT 


18.000 


530 


HCV 2a 


59 


11 


10 


B7 


QTMTf FSIGL 


1 7 000 


531 


HCV 2 a 


59 


28 


10 


B8 


JTl 7V TT C* v"D TIT 7\ 7A 

TAKblTKP-uAA 


16.000 


532 


HCV 2a 


60 


16 


10 


B7 


MPSRpPRACM 


45 . 000 


533 


HCV 2a 


60 


16 


10 


B_3501 


MP S Rp PRACM 


40 . 000 


534 


HCV 2 a 


60 


1 


10 


B_3501 


MSNT t PGQNM 


10 .000 


535 


HCV 2 a 


61 








no hits 




536 


HCV 2 a 


62 


8 


9 


A_0201 


KMTKYRKPL 


53.999 


537 


HCV 2 a 


62 


133 


9 


A__0201 


KLHAAVSLC 


39 . 992 


538 


HCV 2a 


62 


104 


9 


A„0201 


KMAHSVVEC 


28 . 883 


539 


HCV 2a 


62 


1 


9 


A24 


MYQAATKKM 


41 . 250 


540 


HCV 2 a 


62 


11 


9 


A24 


KYRKPLQLA 


12 .000 


541 


HCV 2 a 


62 


17 


9 


A3 


QLAALAACK 


20.000 


542 


HCV 2 a 


62 


82 


9 


A3 


TIFWWRWSR 


18.000 


543 


HCV 2 a 


62 


76 


9 


A3 


YMYCTSTIF 


10 . 000 


544 


HCV 2a 


62 


126 


9 


B7 


SQRSPRVKL 


90 . 000 


545 


HCV 2 a 


62 


143 


9 


B7 


IPPTYILIL 


on noo 

o u . uuu 


546 


HCV 2 a 


62 


112 


9 


B7 


CNRGDSWLiLi 


40.000 


547 


HCV 2a 


62 


129 


9 


B7 


SPRVKLHAA 


9 0 000 


548 


HCV 2 a 


62 


129 


9 


B8 


n-nriT ttt t tttv "ft 

SPRVKLHAA 


16 . 000 


549 


HCV 2 a 


62 


51 


9 


B8 


SARRRNKST 


16 . 000 


550 


HCV 2 a 


62 


70 


9 


B_3501 


RAGDRPYMY 


24 . 000 


551 


HCV 2 a 


~6~2 


143 


9 


B_3501 ' 


XPPTYILIL 


.on -000 


552 


HCV 2 a 


62 


4 


9 


B_4403 


AATRKMlixx 


20 250 


553 


HCV 2 a 


62 


98 


9 


B_4403 


SEKEQGKMA 


12.000 


554 


HCV 2 a 


62 


110 


9 


B__4403 


VECNRGD SW 


12 . 000 


555 


HCV 2 a 


62 


139 


10 


A_0201 


nr /-(flj T">T"1FTWT 

SLCSlPPTYI 


57 . 3 80 


556 


HCV 2 a 


62 


75 


10 


A24 


PYJXLi CTb l ±r 


15 . 000 


557 


HCV 2 a 


62 


125 


10 


A24 


KS QRs PRVKL 


13 .200 


558 


HCV 2 a 


62 


11 


10 


A24 


KYRKp LQL AA 


12.000 


559 


HCV 2 a 


62 


68 


10 


B7 


TE1T 7T5 7v rt-T\D DVM 

r VKAy JJKir x l v i 


75 . 000 


560 


HCV 2 a 


62 


129 


10 


B7 


C TJT3T 71/-T XJ 7\ 7\ \ T 

S PR V JCLiri AAV 


40 . 000 


561 


HCV 2 a 


62 


131 


10 


B7 


Kv JxbilAA V b 1j 


20 . 000 


562 


HCV 2 a 


62 


9 


10 


B8 


TiAmi/"V"-v-T?"DT OT. 

M l is. x xis.r'ijy J_i 


80 . 000 


563 


HCV 2 a 


62 


123 


10 


B8 


C CWCrrD CTTDT7 

bbKbqKbJrKV 


12 . 000 


564 


HCV 2 a 


62 


74 


10 


B_3501 


RPYMyCTSTI 


16.000 


565 


HCV 2 a 


62 


129 


10 


B_3501 


SPRVkLHAAV 


12.000 


566 


HCV 2a 


62 


138 


10 


B_3501 


VSLCsIPPTY 


10.000 


567 


HCV 2a 


62 


125 


10 


B_3501 


KSQRS PRVKL 


10.000 


568 


HCV 2a 


62 


3 


10 


B_4403 


QAATkKMTKY 


20.250 


569 


HCV 2 a 


63 


30 


9 


A_0201 


VLFNRKTSV 


437.482 
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570 


HCV 2 a 


63 


9 


9 


A__0201 


VLVKPVEFI 


571 


HCV 2a 


63 


6 


9 


B7 


APQVLVKPV 


572 


HCV 2a 


63 


24 


9 


B_3501 


DPRGGRVLF 


573 


HCV 2 a 


63 


29 


10 


A_0201 


RVLFnRKTSV 


574 


HCV 2 a 


63 


8 


10 


A_0201 


QVLVkPVEFI 


575 


HCV 2a 


63 


35 


10 


A_0201 


KTSVSFSPHV 


576 


HCV 2 a 


63 


31 


10 


A24 


LFNRkTSVSF 


577 


HCV 2a 


63 


24 


10 


B8 


DPRGgRVLFN 


578 


HCV 2 a 


64 


7 


9 


A_0201 


VLISWMFCL 


579 


HCV 2 a 


64 


6 


9 


A_0201 


LVLISWMFC 


580 


HCV 2 a 


64 


7 


9 


A3 


VLISWMFCL 


581 


HCV 2 a 


64 


4 


9 


B7 


LPLVLISWM 


582 


HCV 2 a 


64 


4 


9 


B_3501 


LPLVLISWM 


583 


HCV 2 a 


64 


6 


10 


A_0201 


LVLIsWMFCL 


584 


HCV 2 a 


64 


3 


10 


A_0201 


QLPLvLISWM 


585 


HCV 2 a 


64 


16 


10 


B7 


EPGErRPAKL 


586 


HCV 2 a 


64 


6 


10 


B7 


LVLISWMFCL 


587 


HCV 2a 


64 


16 


10 


B8 


EPGErRPAKL 


588 


HCV 2a 


64 


19 


10 


B8 


ERRPaKLSVL 


589 


HCV 2a 


64 


16 


10 


B_3 501 


EPGErRPAKL 


590 


HCV 2a 


64 


4 


10 


B_3 501 


LPLVLISWMF 


591 


HCV 2a 


65 


4 


10 


A3 


TLAHaPCIEK 


592 


HCV 2a 


66 


3 


9 


A_0201 


SMMTSGTRI 


593 


HCV 2 a 


67 


19 


9 


A_0201 


VMVPRMEQL 


594 


HCV 2 a 


67 


39 


9 


A_0201 


IMNIWAASI 


595 


HCV 2 a 


67 


37 


9 


B_4403 


GEIMNIWAA 


596 


HCV 2 a 


67 


10 


10 


A_0201 


IMSHalRCPV 


597 


HCV 2a 


67 


26 


10 


A_0201 


QLHScTNQWC 


598 


HCV 2 a 


67 


21 


10 


B7 


VPRMeQLHSC 


599 


HCV 2 a 


67 


11 


10 


B_3501 


MSHAiRCPVM 


600 


HCV 2 a 


67 


37 


10 


B_4403 


GEIMnlWAAS 


601 


HCV 2 a 


68 


2 


9 


A_0201 


SMCVRKPCV 


602 


HCV 2 a 


68 


25 


9 


A_0201 


IQHRDVFPT 


603 


HCV 2 a 


68 


12 


9 


B7 


APRCCTATF 


604 


HCV 2 a 


68 


9 


9 


B7 


CVRAPRCCT 


— 605" 


~ HCV- -2a 


68 


— 1-2- - 


• - 9 


- B^3501-- 


- APRCCTATF 


606 


HCV 2 a 


68 


24 


10 


A_0201 


GIQHrDVFPT 


607 


HCV 2 a 


69 


1 


9 


A_0201 


MLSLEQSLV 


608 


HCV 2 a 


69 


2 


10 


B_3501 


LSLEqSLVTM 


609 


HCV 2 a 


70 


14 


9 


A_0201 


KEQPGRFPV 


610 


HCV 2 a 


70 


12 


9 


B_4403 


IEKEQPGRF 


611 


HCV 2 a 


70 


14 


9 


B_4403 


KEQPGRFPV 


612 


HCV 2 a 


71 


83 


9 


Al 


RSEVFLWR 


613 


HCV 2 a 


71 


121 


9 


A_0201 


RLVFLLVFL 


614 


HCV 2a 


71 


87 


9 


A_0201 


FLWRTPNL 


615 


HCV 2 a 


71 


56 


9 


A24 


GYPGFPQDL 


616 


HCV 2 a 


71 


121 


9 


A24 


RLVFLLVFL 


617 


HCV 2 a 


71 


69 


9 


A24 


RSLGMGWRL 


618 


HCV 2 a 


71 


118 


9 


B7 


CGRRLVFLL 


619 


HCV 2 a 


71 


12 


9 


B7 


RVSMTLPTL 


620 


HCV 2 a 


71 


117 


9 


B8 


SCGRRLVFL 


621 


HCV 2 a 


71 


42 


9 


B_3501 


HPAQPSPSF 


622 


HCV 2a 


71 


69 


9 


B_3501 


RSLGMGWRL 


623 


HCV 2a 


71 


84 


9 


B_4403 


SEVFLWRT 



PCT/EP2003/008112 



109.935 
12.000 
60.000 
22.517 
20.936 
12.848 
15.000 
16.000 
484.457 
25.565 
12.150 
20.000 
40.000 
156.843 
62.845 
80.000 
20.000 
48.000 
16.000 
40.000 
20.000 
60.000 
27.879 
29.559 
12.809 
20.000 
85.394 
27.324 
20.000 
10.000 
20.000 
50.232 
17 .134 
12.000 
"1.250 
L 0.000 
.3.669 
118.238 
20.000 
27.454 
40.000 
12.000 
27.000 
270.234 
98.267 
360.000 
14.400 
12.000 
40.000 
20.000 
16.000 
20.000 
10.000 
48.000 
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624 


HCV 2 a 


71 


79 


10 


A_0201 


RGWDrSEVFL 


26-100 


625 


HCV 2a 


71 


114 


10 


A_0201 


JNLi lbCtaKKXiV 


13 .910 


626 


HCV 2a 


71 


86 


10 


A24 


"V rDT T T_ _T5 m TTVTT 

\fr -bVVKi PJNIj 


30.000 


627 


HCV 2a 


71 


8 


10 


A24 


TWTYLTT. 7-*-\ 70MT1T 

RFHvrvbJXLl 1j 


11.200 


628 


HCV 2a 


71 


51 


10 


A24 


•n•v■□/~««-^■/^ t v^^^~ , ■^ , 
PxR(jC[<ctx FLir 


10.000 


629 


HCV 2a 


71 


70 


10 


A3 




24 . 000 


630 


HCV 2a 


71 


89 


10 


B7 


WR 1 piN Lilj F Li 


200 . 000 


631 


HCV 2a 


71 


8 


10 


B7 


KPHVZ? VblXl 1 Jj 


80 . 000 


632 


HCV 2a 


71 


77 


10 


B7 


Lt PRGWDKb Hi V 


60 . 000 


633 


HCV 2a 


71 


19 


10 


B7 


TliRDl CKvab-Li 


60 . 000 


634 


HCV 2a 


71 


64 


10 


B7 




20 . 000 


635 


HCV 2a 


71 


35 


10 


B7 


EPRoClKbrlF.A. 


20 . 000 


636 


HCV 2 a 


71 


2 


10 


B7 


YPMRsAK-Friv 


12 . 000 


637 


HCV 2a 


71 


35 


10 


B8 


Tn riTl /~l /-3 T3 CLTT3 7V 

EPRGClKbriFA 


32 . 000 


638 


HCV 2 a 


71 


19 


10 


B8 


TLRDlCRGSL 


12.000 


639 


HCV 2 a 


71 


64 


10 


B_3501 


LPVErRSLGM 


80.000 


640 


HCV 2 a 


71 


8 


10 


B_3501 


KPHVrVSMTL 


40.000 


641 


HCV 2 a 


71 


6 


10 


B_3501 


SAKPhVRVSM 


18.000 


642 


HCV 2a 


71 


77 


10 


B_3501 


LPRGwDRSEV 


18.000 


643 


HCV 2 a 


71 


66 


10 


B_4403 


VERRs LGMGW 


12.000 
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Table 4g 
2b (1-3) 



No. 


Strain 


ORF 


Start 


AA 


HLA 


Peptide sequence 


Score 


1 


HCV 2b 


1 


15 


9 


A_02 01 


LLSSRRKRL 


36,32 


2 


HCV 2b 


1 


17 


9 


B7 


SSRRKRLAM 


15 


3 


HCV 2b 


1 


2 


9 


B7 


GATLRHESL 


12 


4 


HCV 2b 


1 


17 


9 


B8 


SSRRKRLAM 


20 


5 


HCV 2b 


1 


2 


9 


B8 


GATLRHESL 


16 


6 


HCV 2b 


1 


14 


10 


B8 


ELLSSRRKRL 


16 


7 


HCV 2b 


1 


17 


9 


B_3501 


SSRRKRLAM 


30 


8 


HCV 2b 


1 


16 


10 


B_3501 


L SSRRKRLAM 


10 


9 


HCV 2b 


2 


43 


9 


A_0201 


WLPISWGT 


30,76 


10 


HCV 2b 


2 


44 


10 


A_0201 


VLPISWGTSL 


36,32 


11 


HCV 2b 


2 


20 


10 


A_0201 


LLGAPATPGI 


17,74 


12 


HCV 2b 


2 


52 


10 


A_0201 


SLSLaPLSEA 


11,43 


13 


HCV 2b 


2 


45 


9 


B7 


LPISWGTSL 


80 


14 


HCV 2b 


2 


13 


9 


B7 


CPLAGLVLL 


80 


15 


HCV 2b 


2 


62 


9 


B7 


SPELWHTVL 


24 


16 


HCV 2b 


2 


56 


10 


B7 


APLSEASPEL 


240 


17 


HCV 2b 


2 


6 


10 


B7 


AVGQVGSCPL 


60 


18 


HCV 2b 


2 


9 


10 


B7 


QVGSCPLAGL 


30 


19 


HCV 2 b 


2 


61 


10 


B7 


ASPE1WHTVL 


12 


20 


HCV 2 b 


2 


45 


9 


B_3501 


LPISWGTSL 


20 


21 


HCV 2b 


2 


13 


9 


B_3501 


CPLAGLVLL 


20 


22 


HCV 2b 


2 


56 


10 


B_3501 


APLSEASPEL 


20 


23 


HCV 2 b 


2 


61 


10 


B_3501 


ASPELWHTVL 


10 


24 


HCV 2 b 


2 


59 


10 


B_4403 


SEASPELWHT 


24 


25 


HCV 2b 


2 


1 


10 


B_4403 


METRVAVGQV 


18 


26 


HCV 2b 


3 


37 


9 


Al 


ATTPLMIAR 


12,5 


27 


HCV 2 b 


3 


53 


9 


A_0201 


SLTQFSIFL 


446,47 


28 


HCV 2b 


3 


11 


9 


A_0201 


FLSSYLLFC 


289,09 


29 


HCV 2b 


3 


9 


9 


A_0201 


ALFLSSYLL 


79, 04 


30 


HCV 2b 


3 


4 


9 


A_0201 


GIYPVALFL 


51,7 


31 


HCV 2b 


3 


•55" 


9" 


' X10201- 


TQFSIFLDV 


-49 -57 ~ 


32 


HCV 2b 


3 


16 


9 


A_0201 


LLFCRALQC 


31,25 


33 


HCV 2 b 


3 


35 


9 


A_0201 


ALATTPLMI 


10,43 


34 


HCV 2 b 


3 


8 


9 


A_0201 


VALFLSSYL 


10,26 


35 


HCV 2b 


3 


15 


10 


A_0201 


YLLFCRALQC 


84,56 


36 


HCV 2 b 


3 


27 


10 


A_0201 


LQWKSGTSAL 


30,56 


37 


HCV 2 b 


3 


52 


10 


A_0201 


S SLTQFSIFL 


10,78 


38 


HCV 2b 


3 


14 


9 


A24 


SYLLFCRAL 


300 


39 


HCV 2b 


3 


10 


9 


A24 


LFLSSYLLF 


15 


40 


HCV 2 b 


3 


3 


10 


A24 


RGIYPVALFL 


16,8 


41 


HCV 2b 


3 


5 


10 


A24 


IYPVALFLSS 


10,8 


42 


HCV 2b 


3 


21 


10 


A3 


ALQCQCLQWK 


30 


43 


HCV 2b 


3 


9 


10 


A3 


ALFLS SYLLF 


20 


44 


HCV 2 b 


3 


11 


10 


A3 


FLSSYLLFCR 


18 


45 


HCV 2b 


3 


69 


10 


A3 


TMVPCAAGYK 


13,5 


46 


HCV 2b 


3 


9 


9 


B7 


ALFLSSYLL 


12 


47 


HCV 2b 


3 


8 


9 


B7 


VALFLSSYL 


12 


48 


HCV 2b 


3 


1 


10 


B7 


MQRGiYPVAL 


40 
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49 


HCV 2b 


3 


18 


10 


B7 


r L-KAiycyL-Li 


40 


50 


HCV 2b 


3 


8 


10 


B7 




12 


51 


HCV 2b 


3 


18 


10 


B8 


TP /"I'D 7\ 1 APnPT, 


16 


52 


HCV 2b 


3 


49 


9 


B 6 OU1 


0"D/~i OCT TT^T? 

faPvjfafa.lj.L yr 


20 


53 


HCV 2b 


3 


6 


10 


B 3 501 


x rVAJjr Jjoo i 


40 


54 


HCV 2b 


3 


33 


10 


B 3 501 


rpCTAT 7\ rpHTDT TVT 
± o AJ-jA 1 X Jr Lsrl 


10 


55 


HCV 2b 


3 


3 


9 


B 




15 


56 


HCV 2b 


4 


17 


9 


A_0 201 


it t ACT OT T 7 

ALLiAS Li fa U V 


CQ1 OQ 
J3J./ Oj 


57 


HCV 2 b 


4 


7 


9 


B7 




12 


58 


HCV 2b 


4 


16 


9 


B7 


riTKT T 7\ OT.OT 
VaAllijAfa ±J fa L) 


12 


59 


HCV 2b 


4 


11 


9 


B7 


WAvjPIjGAIjIj 




60 


HCV 2b 


4 


13 


10 


B7 


\j FlAxft.Lj.Lj Ab J-J 


80 


61 


HCV 2b 


4 


2 


10 


B_3 501 


T3T3T3TT3TD7VD OTaT 


20 


62 


HCV 2 b 


4 


13 


10 


B_3 501 


/—1 T~iT /-»7V T T 7\ OT 

(3 PLGA±j1j Ab j_i 


9 n 


63 


HCV 2b 


5 


27 


9 


A__0201 


CLPAVGWM1 




64 


HCV 2b 


5 


13 


9 


A__0201 


FMPTNSTAL 




65 


HCV 2b 


5 


20 


9 


A_0201 


ALAAPSVCL 


Zl / J O 


66 


HCV 2b 


5 


36 


10 


A_0201 


FVSGGEPwNT 


/SZ / _» 


67 


HCV 2b 


5 


13 


10 


A__0201 


FMPTJNI S TAL A 


JL O / OX 


68 


HCV 2b 


5 


12 


10 


A24 


CFMPTNSTALi 


-J 0 


69 


HCV 2b 


5 


44 


9 


B7 


NTRPTSPML 


A f\ 
4 U 


70 


HCV 2b 


5 


20 


9 


B7 


ALAAPSVCL 


18 


71 


HCV 2b 


5 


23 


9 


B7 


APSVCLPAV 


12 


72 


HCV 2 b 


5 


19 


10 


B7 


TALAAPSVCL 


18 


73 


HCV 2b 


5 


28 


9 


B_3501 


LPAVGWMIF 


20 


74 


HCV 2b 


6 








no bits 




75 


HCV 2 b 


7 








no hits 




76 


HCV 2b 


8 


1 


10 


B7 


MGRCGSSSFL 


40 



77 


HCV 


2b 


9 


43 


10 


Al 


HVETSCMASR 


18 


78 


HCV 


2b 


9 


2 


10 


Al 


TTSPPCQLGR 


12,5 


79 


HCV 


2b 


9 


16 


9 


Al 


GTWRDPWSL 


18,47 


80 


HCV 


2b 


9 


8 


10 


Al 


QLGRPRVCGT 


17,14 


81 


HCV 


2b 


9 


23 


10 


Al 


SLSCSAQWRR 


12 


82 


HCV 


2b 


9 


11 


10 


B7 


RPRVC GTWRL 


800 


83 


HCV 


2b 


9 


" ll ~ 


10 


B_3501 ' 


" RPRVCGTWRL 


" 120 


84 


HCV 


2b 


9 


44 


10 


B_4403 


VETSCMASRF 


60 


85 


HCV 


2b 


10 








no hits 




86 


HCV 


2b 


11 


32 


9 


A_0201 


GLVTRPWLA 


37,26 


87 


HCV 


2b 


11 


24 


10 


A24 


GFSGrYITGL 


20 


88 


HCV 


2b 


11 


20 


9 


A3 


HLFRGFSGR 


60 


89 


HCV 


2b 


11 


20 


10 


A3 


HLFRGF SGRY 


18 


90 


HCV 


2b 


11 


51 


10 


B7 


AQRGTSWDGL 


120 


91 


HCV 


2b 


11 


1 


9 


B_3501 


MSRPGRSRF 


15 


92 


HCV 


2b 


11 


49 


9 


B_3501 


TPAQRGTSW 


10 


93 


HCV 


2b 


11 


10 


9 


B_3501 


CPPSHNPSW 


10 


94 


HCV 


2b 


12 


26 


9 


A_0201 


ALGDTPWAC 


152,77 


95 


HCV 


2b 


12 


65 


9 


A_0201 


FLTTARHQL 


98,27 


96 


HCV 


2b 


12 


58 


9 


A_0201 


SLDGRPVFL 


47 


97 


HCV 


2b 


12 


47 


9 


A_0201 


LLTSSRLNL 


36,32 


98 


HCV 


2b 


12 


76 


9 


A_0201 


KLTRWATCT 


26, 08 


99 


HCV 


2b 


12 


46 


10 


A_0201 


NLLTSSRLNL 


79,04 


100 


HCV 


2b 


12 


58 


10 


A_0201 


SLDGRPVFLT 


39,76 
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101 


HCV 


2b 


12 


65 


10 


A 020 1 




22 , 85 


102 


HCV 


2b 


12 


57 


10 


A_0201 


rn CT T\fTTD 7T7IT 


11 / 64 


103 


HCV 


2b 


12 


64 


10 


A24 


t 7TinT • i mi i7v nnriT 

Vr JjU 1 AKriUJj 


3 0 


104 


HCV 


2b 


12 


40 


9 


B7 


AJr'lj VW irlN J-iJj 


240 


105 


HCV 


2b 


12 


19 


Q 


■on 
rs / 


rl IT J2i U ir ^ O HJJ 


36 


106 


HCV 


AO 


XA 


*± 




B7 


GVHCCRQGL 


30 


107 


HCV 


AO 


A. A 


Q 




B7 


LPHIPVRGI 


12 


108 


HCV 


AO 


±A 


"3 Q 


Q 


B7 


CAPGVWPNL 


12 


109 


HCV 


AO 


1 O 
XA 


o o 




B7 


VAGRAPRS L 


12 


110 


HCV 


AO 


XA 




10 


B7 


APRSLPHIPV 


180 


111 


HCV 


2b 


XA 


£C Q 


1 n 

J. U 


B7 


TAPHOT.PPKL 


120 


112 


HCV 


2b 


1 o 
XA 


/I /I 


J- u 


B7 


WPNL,TjTS SRL 


80 


113 


HCV 


2b 


XA 


3 U 


x u 


B7 




40 


114 


HCV 


2b 




Q"7 
O / 


1 n 


B7 


OVACTR APRSL 


20 


115 


HCV 


2b 




"3 Q 


1 n 

JL u 


rs / 




12 


116 


HCV 


2b 


1 o 


o a 


1 0 


B7 


TARHQLC PKL 


16 


117 


HCV 


2b 


XA 


n A 


1 n 

J. U 


B7 


P PTC T .TP WATC 


16 


118 


HCV 


2b 


12 


/J f\ 


Q 




APf3\7WP"NFTiT> 


20 


119 


HCV 


2b 


1 o 
J-Z 




Q 


B 3501 


"W PF.DP P S AT. 


12 


120 


HCV 


2b 


12 


57 


9 


B_3501 


TSLDCjrKPV.b 


1 n 
x u 


121 


HCV 


2b 


12 


44 


10 


B_3501 


WPNLLTSSRL 


20 


122 


HCV 


2b 


12 


50 


10 


B_3501 


SSRLNIiSTSL 


15 


123 


HCV 


2b 


12 


92 


10 


B_3501 


APRSLPHIPV 


12 


124 


HCV 


2b 


12 


57 


10 


B_3501 


TSLDGRPVFL 


10 


125 


HCV 


2b 


12 


35 


9 


B„4403 


SERPCAPGV 


24 


126 


HCV 


2b 


12 


35 


10 


B_4403 


SERPCAPGW 


72 



127 


HCV 


2b 


13 


33 


10 


Al 


ASEQSLTRIiR 


13,5 


128 


HCV 


2b 


13 


37 


9 


A_0201 


SLTRIiRPQV 


69,55 


129 


HCV 


2b 


13 


24 


9 


A_02 01 


IQWTLPPSL 


30,56 


130 


HCV 


2b 


13 


38 


9 


B7 


LTRLRPQVL 


40 


131 


HCV 


2b 


13 


13 


9 


B7 


APMISSSAT 


18 


132 


HCV 


2b 


13 


20 


9 


B7 


ATSAIQWTL 


12 


133 


HCV 


2b 


13 


19 


11 


B7 


SAT S Aal QWTL 


12 


134 


HCV 


2b 


13 


23 


10 


B7 


AIQWTLPPSL 


12 


135 


HCV" 


2b~ 


" 13 


32 


To 


"B7 


LASEQSLTRL 


._ _ 12 


136 


HCV 


2b 


13 


38 


9 


B8 


LTRLRPQVL 


80 


137 


HCV 


2b 


13 


42 


9 


B_3501 


RPQVLGWWF 


40 


138 


HCV 


2b 


13 


7 


10 


B_4403 


MEAAQPAPMI 


12 


139 


HCV 


2b 


14 


5 


9 


A_0201 


SLFMARLSL 


79,04 


140 


HCV 


2b 


14 


4 


10 


A24 


RSLFmARLSL 


12 


141 


HCV 


2b 


14 


2 


10 


B7 


RARSLFMARL 


120 


142 


HCV 


2b 


14 


2 


10 


B_3 501 


RARSLFMARL 


18 


143 


HCV 


2b 


14 


4 


10 


B_3501 


RSLFMARLSL 


10 


144 


HCV 


2b 


15 


12 


9 


A_0201 


SMPSPTTGV 


50,23 


145 


HCV 


2b 


15 


3 


9 


A_0201 


SQQPFGAWA 


10,53 


146 


HCV 


2b 


15 


5 


9 


B7 


QPFGAWASM 


20 


147 


HCV 


2b 


15 


19 


10 


B7 


GVSTs PLYQL 


30 


148 


HCV 


2b 


15 


5 


9 


B_3501 


QPFGAWASM 


40 


149 


HCV 


2b 


16 








no hits 




150 


HCV 


2b 


17 


1 


10 


A_0201 


MMPGQLGTSL 


26,23 


151 


HCV 


2b 


17 


2 


9 


B7 


MPGQLGTSL 


80 


152 


HCV 


2b 


17 


2 


9 


B_3501 


MPGQLGTSL 


20 
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153 HCV 2b 


18 


5 


10 


B7 


fa FKKbKiliili JL T 


20 


154 HCV 2b 


18 


5 


10 


B7 


faPKKfaKliJi-Ll 


16 


155 HCV 2b 


18 


5 


9 


B 3 501 


fa PRKfarUiiiiiJ- 


24 


156 HCV 2b 


18 


8 


10 


B_3 501 


Kfa }S.il* 111 1 1 J_lR± 


24 


157 HCV 2b 


18 


5 


9 


B7 


CT1DD Ct/PT?T 

fa PKKfaKJi J±» X 


on nnn 


158 HCV 2b 


19 


17 


10 


A3 


T Ti/rr> T/iTVNT a tdtdv 

JjJxLKVv KJM Air Pis. 


20 


159 HCV 2b 


19 


4 


10 


A3 


WL>W if JL 1 KKfa x 




160 HCV 2b 


19 


29 


10 


A3 


faJ_jRJxGbGWRK 


1 9 


161 HCV 2b 


19 


6 


9 


B7 


WPLiTKKfa i m 


20 


162 HCV 2b 


19 


22 


9 


B7 


NAPPKPPSLj 


1 o 


163 HCV 2b 


19 


8 


10 


B7 


LTRKsYMRPL 


a n 
4t u 


164 HCV 2b 


19 


22 


9 


B8 


NAPPKPPSIj 


1 £ 
± o 


165 HCV 2b 


19 


6 


9 


B_3501 


WPLTRKSXM. 


a n 

41 U 


166 HCV 2b 


20 


4 


9 


A„0201 


LiLTTWRfaJ-jT 


1 "7 £7 
_LZ / D / 


167 HCV 2b 


20 


2 


10 


B7 


L PLIjTT WKfa Jb 


o U 


168 HCV 2b 


20 


2 


10 


B_3501 


LPLLtTWRSL 


o n 


169 HCV 2b 


21 


6 


10 


A_0201 


WMPT f SWEAM 


1 ^ 7AP. 

JLJ> . / ^o 


170 HCV 2b 


21 


6 


9 


A_0201 


WMPTFSWEA 


41 / U . -J O / 


171 HCV 2b 


21 


7 


9 


B7 


MPTFSWBAM 


9n nnn 

ZU.UUU 


172 HCV 2b 


21 


7 


9 


B_3501 


MPTF SWEAM 


41 u . uu u 


173 HCV 2b 


22 








no hits 




174 HCV 2b 


23 


70 


9 


Al 


QRDPLPIjPR 


10 cnn 
J.^s . OUU 


175 HCV 2b 


23 


91 


9 


A__02 01 


GLQSPIKRI 


-so . y i73 


176 HCV 2b 


23 


100 


9 


A_0201 


LLSAAPCHT 


.00 0 


177 HCV 2b 


23 


8 


9 


A24 


RWQTKCSAL 


1 o nnn 


178 HCV 2b 


23 


18 


10 


A24 


KTPMtPVTPL 


i o nnn 
Iz . UUU 


179 HCV 2b 


23 


19 


9 


B7 


TPMTPVTPL 


*3 £ n nnn 

jOU . UUU 


180 HCV 2b 


23 


80 


9 


B7 


SVRSSTRTL 


onn nnn 
z u u . u u u 


181 HCV 2b 


23 


84 


9 


B7 


STRTLSRGL 


An nnn 

• UUU 


182 HCV 2b 


23 


35 


9 


B7 


ASSSPLARLj 


i a nnn 

lo. UUU 


183 HCV 2b 


23 


22 


9 


B7 


TPVTPLGRI 


i i nnn 

l/i - UUU 


184 HCV 2b 


23 


55 


10 


B7 


T T-»T Tl^flTi /"II 1 IT 

Lj PLRgSRGTLj 


1 on nnn 

JLZU . UUU 


185 HCV 2b 


23 


46 


10 


B7 


QMRDhC P PCL 


/i n nnn 

4tU . UUU 


186 HCV 2b 


23 


59 


10 


B7 


GSRGtLTWSIj 


/in nnn 
41 u . u u u 


187 HCV 2b 


23 


76 


10 


B7 


LjPRGsVRfafar 


"7. n nnn 


188 HCV 2b 


23 


38 


10 


B7 


S PLArLPLQM 


on nnn 
z u . u u u 


189 HCV 2b 


23 


34 


10 


B7 


TASSsPLiARL 


1 q nnn 

lo . UUU 


190 HCV 2b 


23 


19 


9 


B8 


T PMT P VT PL 


o n nnn 

. UUU 


191 HCV 2b 


23 


13 


9 


B8 


CSALSK.I pjyi 


1 n nnn 

JL U . UUU 


192 HCV 2b 


23 


38 


10 


B8 


(-1 tit HvT TIT /"YM" 

SPLAriiPJ-iU-M- 


An nnn 

4t U • UUU 


193 HCV 2b 


23 


55 


10 


B8 


LPLRgfaRG 1 ij 


on nnn 

z u . U U U 


194 HCV 2b 


23 


59 


10 


B8 


GSRLxtJ-jTWfalj 


1 nnn 

J-0 . UUU 


195 HCV 2b 


24 


7 


9 


A_02 01 


TIT ar*T DT TJT 
1 Jb fa VzjLj ir JjKIj 


21 . 362 


196 HCV 2b 


24 


7 


10 


A_0 201 


rriT C*f~\ TJT TJTT7 

TLifaGl PJ-iRIj V 


-3-1 QQA 


197 HCV 2b 


24 


6 


10 


A24 


TJmT C"/-tT TJT "DT 

K 1 Jb fa CfJb P JjKJj 


14 .400 


198 HCV 2b 


24 


4 


10 


B7 


SCRT1SGLPL 


/ n nnn 
4U . UUU 


199 HCV 2b 


24 


4 


10 


B8 


SCRT1SGLPL 


16.000 


200 HCV 2b 


25 


11 


9 


B_4403 


AEKSQLASS 


12.000 


201 HCV 2b 


25 


11 


10 


B_4403 


AEKSqLASSY 


360.000 


202 HCV 2b 


26 


11 


10 


A_0201 


SIFSsKLGEV 


10.580 


203 HCV 2b 


27 


21 


9 


A_0201 


RLSGNLERL 


24.075 


204 HCV 2b 


27 


4 


9 


B7 


TPSHCTHTL 


80.000 
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205 HCV ZD 


9*7 
Z / 


4 


9 


B 3501 


TPSHCTHTL 


20.000 


2uo rlCV AO 


27 


31 


9 


B_4403 


LERGRVGRV 


18-000 


207 ntv /D 


9ft 
z o 




9 


Al 


MPDPAYYSF 


25 


2 08 HCV ZD 


9 Q 
Z O 


o 


9 


A24 


YYSFAYSYL 


200 


209 HCV ZD 


9 ft 
Z O 


5 


10 


A24 


AYYSf AYSYL 


200 


210 HCV ZD 


9 Q 
Z O 


•3 


9 


B 3501 


DPAYYSFAY 


40 


21X HCV -5D 


9 Q 
Z O 


■3 
J 


9 


B 4403 


DPAYYSFAY 


27 


212 HCV 2b 


9 Q 

zy 








no hits 




213 HCV 2b 


9 n 








no hits 




214 HCV Ao 






q 


Al 


DAELVTNSY 


45 


215 HCV 2b 


.3 J. 


4t J. 


Q 


A 0201 


GLFLHAGSV 


33,46 


216 HCV zb 




*3 9 
J / 


10 


A 0201 


GIWLGLFLHA 


10,77 


217 HCV zb 


9 1 


J Z 


9 


A24 


RPLGCGIWL 


12 


218 HCV 2b 


31 


"3 9 
JZ 




a 1 


■RPT.GCGIWL 


80 


219 HCV 2b 


9 1 


9 C 
Z 9 


10 


B7 


GPGNCLRRPL 


120 


220 HCV 2b 


9 1 


9 1 
Z _L 


10 


37 


CSRVgPGNCIi 


60.000 


221 HCV 2b 


3 1 




q 

-> 


B8 


DPRLRCSCS 


16 


222 HCV 2b 


J i. 


"3 9 
J Z 


q 


B 3 501 


RPLGCGIWL 


40 


223 HCV 2b 


9 1 


9 C 
ZD 




B 3501 


GPGNcLRRPL 


20 


224 HCV 2b 


9 1 


9 1 
Z _L 


10 


B 3501 


CSRVgPGNCL 


15 


225 HCV zb 


O J. 


At 


9 


B 4403 


DAELVTNSY 


20,25 


226 HCV zb 




•3 


10 


B 4403 


HDAE1VTNSY 


67,5 


227 HCV 2b 


32 


A 


q 


A24 




480 


228 HCV 2b 


32 


9 




a 


RT.RAGLLLY 


36 


229 HCV 2b 


"3 9 

3Z 


1 


q 


B7 


^VGLRAGLL 


20 


230 HCV 2b 


32 


7 


i n 


B7 


SVGLRAGLLL 


20 


231 HCV 2b 


33 








no hits 






34 








no hits 




233 HCV 2b 


"3 C 

3 b 








no hits 




234 HCV 2b 


3 D 


/i t 


q 


A 0201 


GMGGPPFPV 


291, 35 


235 HCV 2b 


"3 CT 


1 

X 


q 


A 0201 


MLLLRPTGT 


46, 87 


23 6 HCV 2b 


■3 £ 


a n 
4fc u 


10 


A_0201 


VGMGgPPFPV 


16, 56 


23 / HCV ZD 


9 


"3 

-J J 


10 


A24 


C YE I HRKVGM 


37,5 


238 HCV 2b 


"3 C 

J b 




q 


B7 


AGRRQDLCM 


30 


239 HCV Ao 


"3 a 
J b 


41 / 


10 


37 


FPVAGRRQDL 


120 


240 HCV zb 


3 b 




g 


B 3501 


SPKHRGRAV 


12 


241 HCV zb 


"3 £ 

6 b 


Z D 


10 


3 3501 


VPLWtFSSCY 


40 


242 HCV ZD 


9 C 

*3 b 


94 
J 41 


9 


3 4403 


YE I HRKVGM 


20 


n.L.V ZJJ 


37 








no hits 




z44 rlCV ZD 


9 ft 








no hits 




245 HCV ZD 


9 Q 

o y 


14 


9 


A 0201 


LLPGDRLHL 


36,32 


246 HCV ZD 


"3 Q 

o y 




10 


A 0201 


SLLPGDRLHL 


79, 04 


O Vl *7 TT/ — IT 7 OV 

247 HLV ZD 


"3 Q 

j y 


1 Q 


10 


A 0201 


RLHLHHWPHT 


12,67 


24 o HCV ZD 


"3 Q 

j y 




9 


37 


GASRRGSLL 


12 


249 rlCV ZD 


"3 Q 

3 y 


1 


9 


38 


GASRRGSLL 


16 


250 HCV 2b 


40 








xio tuts 




251 HCV 2b 


41 


7 


9 


A_0201 


ILGQTHVEL 


36,32 


252 HCV 2b 


41 


13 


9 


A_0201 


VELHQWHTV 


14,46 


253 HCV 2b 


41 


6 


10 


A_0201 


TILGqTHVEL 


10, 87 


254 HCV 2b 


41 


20 


9 


B7 


TVPGGTLHL 


20 


255 HCV 2b 


41 


31 


10 


B„3501 


KSRSGINDGF 


30 


256 HCV 2b 


42 


33 


9 


A_0201 


QLLHRRALC 


18,38 
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257 HCV 2b 


42 


33 


10 


258 HCV 2b 


42 


29 


9 


259 HCV 2b 


42 


34 


10 


260 HCV 2b 


42 


22 


9 


261 HCV 2b 


42 


27 


9 


262 HCV 2b 


42 


26 


9 


263 HCV 2b 


42 


25 


10 


264 HCV 2b 


42 


26 


10 


265 HCV 2b 


42 


22 


9 


266 HCV 2b 


42 


22 


9 


267 HCV 2b 


42 


2 


10 


268 HCV 2b 


43 


33 


9 


269 HCV 2b 


43 


33 


10 


270 HCV 2b 


43 


29 


9 


271 HCV 2b 


43 


34 


10 


272 HCV 2b 


43 


22 


9 


273 HCV 2b 


43 


27 


9 


274 HCV 2b 


43 


26 


9 


275 HCV 2b 


43 


25 


10 


276 HCV 2b 


43 


26 


10 


277 HCV 2b 


43 


22 


9 


278 HCV 2b 


43 


22 


9 


279 HCV 2b 


43 


2 


10 


280 HCV 2b 


44 






281 HCV 2b 


45 


2 


10 


282 HCV 2b 


45 


3 


9 
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A U ZUX 


OT.TtH'R'R AT.PA 


18,38 




"NTT iPHTlT .T ,HR 


12 




lil inK r ^5JLi>^r\i\. 


30 


B7 


T "DTTTJA 7 A f^TvTT . 
i_i irxvri V .fVjJN J_i 


80 


■0*7 




18 


B7 


VAGNLPHQLi 


12 


B7 


HVAGnliPHOIi 


20 


t5*7 
£5 / 


VAGNl PHOLL 


18 


DO 
DO 


T »PK"KVAGlSnj 


16 


TD O 

DO 


t^ptchvaotctTi 

j_i jrr\_n. v jCi.vui.\i j_i 


60 


JD -J JUJ. 


P CIKH 1 GPRPLi 


30 


r\ \J Zi U X 


OTiTiHRRALC 


18,38 


A U ZU1 


OTiT-Wi-P AT.PA 


18, 38 


Aj 


TvTT .PHDIjIjHR 


12 


Aj 


TiT.TTPR ATiCAK 

i ii in r\ r\ w i n-niv 


30 




1 1 IT JXT1 Vflv3iM J-J 


80 


a 1 


AVjIM J-i ir JTl J-J -l-i 


18 


r> / 


7A fiTvTT . PHOT i 


12 


P. "7 


HVAGn T iPHOL 

XX Vrlwl 1-1— 1 IT Iiyi- 1 


20 


B7 


VAGNl PHQIjLj 


1 Q 
± O 


B8 


LPKHVAGNL 


16 


B_3501 


LPKHVAGNL 


60 


B_3501 


RSKH1GPRPL 


30 




no hits 




B7 


SWQpPGPPL 


30 


B7 


WQPPGPPL, 


30 



WO 2004/011650 



- 105 - 



PCT/EP2003/008112 



Table 4h 
2b (4-6) 



no. 


Strain 


ORF 


Start 


AA 


HLA 


Peptide sequence 


Score 


l 


HCV 2b 


1 


2 


9 


A__0201 


RLTDLSQLA 


A U . J D 


2 


HCV 2b 


1 


15 


10 


Al 


KMEPpRKEEK 


on nnfi 
y U - UUU 


3 


HCV 2b 


1 


2 


10 


A_0201 


RLTDLSQLAV 


285 . 163 


4 


HCV 2b 


1 


15 


10 


A3 


KMEPpRKEEK 


90 . 00U 


5 


HCV 2b 


2 


13 


9 


A__02 01 


FQLWPAGLV 


15 . 603 


6 


HCV 2b 


2 


7 


9 


A_0201 


RQAHVAFQL 


12 .562 


7 


HCV 2b 


2 


12 


9 


A24 


AFQLWPAGL 


on n n n 
J U - UUU 


8 


HCV 2b 


2 


7 


9 


A24 


RQAHVAFQL 


XX . zuu 


9 


HCV 2b 


2 


3 


9 


B8 


AMRRRQAHV 


J.Z .UUU 


10 


HCV 2b 


3 








no hits 




11 


HCV 2b 


4 








no bits 




12 


HCV 2b 


5 


21 


9 


A24 


TFSSWSSTL 


A U . UUU 


13 


HCV 2b 


5 


55 


9 


A24 


RTQFGSHRL 


XA .UUU 


14 


HCV 2b 


5 


22 


9 


B_3501 


FSSWSSTLM 


JLU - UUU 


15 


HCV 2b 


5 


50 


9 


B_3501 


RSPWSRTQF 


1U.UUU 


16 


HCV 2b 


5 


17 


9 


B_3501 


VPVGTFSSW 


-in nnn 
iU . UUU 


17 


HCV 2b 


5 


14 


9 


B_4403 


REWPVGTF 


240 . 000 


18 


HCV 2b 


5 


1 


10 


B7 


MSRSqEGCSL 


40 . 000 


19 


HCV 2b 


5 


12 


10 


B7 


GPREvVPVGT 


20.000 


20 


HCV 2b 


5 


30 


10 


B7 


MVQKaHDHPL 


20.000 


21 


HCV 2b 


5 


1 


10 


B_3501 


MSRSqEGCSL 


22.500 


22 


HCV 2b 


5 


12 


10 


B_3501 


GPREvVPVGT 


12.000 


23 


HCV 2 b 


5 


14 


10 


B_4403 


REWpVGTFS 


18.000 


24 


HCV 2b 


6 








no hits 




25 


HCV 2 b 


7 


1 


10 


B_3501 


MPLRdF PVRW 


10 . 000 


26 


HCV 2b 


8 


13 


9 


A_0201 


VLWPWGGL 


90 . 126 


27 


HCV 2b 


8 


5 


9 


A„0201 


WLAVCPGPV 


41 . 592 


28 


HCV 2b 


8 


6 


9 


B7 


LAVCPGPVL 


18 . 000 


29 


HCV 2b 


8 


13 


10 


A_0201 


VLWPvVGGLV 


1 O ^7 end 

127 . 579 




_ _ HCV 2b _ 


8 


5 


10 


A_0201 


WLAVcPGPVL 


40.289 


31 


HCV 2 b 


8 


8 


10 


A_0201 


VCPGpVLWPV 


13.314 


32 


HCV 2b 


9 


10 


9 


B7 


APSQFSLYV 


i o nnn 
XA . UUU 


33 


HCV 2b 


9 


9 


10 


A__02 01 


IAPSqFSLYV 


q a nil 

. oAA 


34 


HCV 2 b 


9 


7 


10 


B7 


CPIApSQFSL 


on nnn 

oU . UUU 


35 


HCV 2b 


9 


7 


10 


B„3501 


CPIApSQFSL 


on nnn 
A U . UUU 


36 


HCV 2b 


10 


10 


9 


A24 


RYLSVRAGS 


o 1 nnn 
AX .UUU 


37 


HCV 2b 


10 


26 


9 


A3 


QLVACCCQK 


■3 n nnn 
0 u . u u u 


38 


HCV 2b 


10 


4 


9 


B7 


GPWCSSRYL 


on nnn 

0 U . UUU 


39 


HCV 2b 


10 


4 


9 


B_3501 


GPWCSSRYL 


20 . 000 


40 


HCV 2b 


10 


18 


10 


B7 


SPPGkFGAQL 


80.000 


41 


HCV 2b 


10 


18 


10 


B„3501 


SPPGkFGAQL 


20.000 


42 


HCV 2b 


11 








no hits 




43 


HCV 2b 


12 








no hits 




44 


HCV 2 b 


13 








no hits 




45 


HCV 2b 


14 


2 


9 


B7 


WPRGPLCPL 


1.200.000 


46 


HCV 2b 


14 


2 


9 


B8 


WPRGPLCPL 


16.000 


47 


HCV 2b 


14 


2 


9 


B_3501 


WPRGPLCPL 


60.000 


48 


HCV 2b 


15 








no hits 
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49 


HCV 2b 


16 


20 


50 


HCV 2b 


16 


11 


51 


HCV 2b 


16 


14 


52 


HCV 2b 


16 


11 


53 


HCV 2b 


16 


13 


54 


HCV 2b 


16 


12 


55 


HCV 2b 


16 


15 


56 


HCV 2b 


16 


21 


57 


HCV 2 b 


16 


19 


58 


HCV 2 b 


16 


19 


59 


HCV 2 b 


16 


10 


60 


HCV 2b 


17 


2 


61 


HCV 2 b 


18 


3 


62 


HCV 2b 


18 


10 


63 


HCV 2b 


19 


6 


64 


HCV 2b 


20 




65 


HCV 2b 


21 


8 


66 


HCV 2b 


21 


8 


67 


HCV 2b 


21 


1 


68 


HCV 2b 


22 


2 


69 


HCV 2b 


22 


2 


70 


HCV 2b 


23 




71 


HCV 2b 


24 


24 


72 


HCV 2b 


24 


18 


73 


HCV 2b 


24 


25 


74 


HCV 2b 


24 


23 


75 


HCV 2b 


24 


17 


76 


HCV 2b 


25 


100 


77 


HCV 2b 


25 


88 


78 


HCV 2b 


25 


51 


79 


HCV 2 b 


25 


168 


80 


HCV 2b 


25 


101 


81 


HCV 2b 


25 


121 


82 


HCV 2b 


25 


116 


83 


HCV 2 b 


25 


68 


84 


HCV 2 b 


25 


120 


85 


HCV 2b 


25 


161 


86 


HCV 2b 


25 


131 


87 


HCV 2b 


25 


58 


88 


HCV 2b 


25 


123 


89 


HCV 2b 


25 


208 


90 


HCV 2b 


25 


120 


91 


HCV 2b 


25 


95 


92 


HCV 2b 


25 


169 


93 


HCV 2 b 


25 


4 


94 


HCV 2b 


25 


100 


95 


HCV 2b 


25 


7 


96 


HCV 2b 


25 


64 


97 


HCV 2b 


25 


180 


98 


HCV 2b 


25 


161 


99 


HCV 2b 


25 


183 


100 


HCV 2b 


25 


44 
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9 


7V O A 

AZ4 


ir X ±j Jr -L \~ oVaiJ 


9 


B_3 501 


7A m Q 7i "Pl"DV 


9 


B_3 501 


UoiUJr X Jr X J_i 


9 


B__4403 


7v at rnvo. ahdv 

ii/WJJOjf-UJjr 1 


9 


B_4403 


VDbAlJPX Pi 


10 


Al 


AVJJba..UJr X ir X 


10 


Al 


b ADFy F x LiF J. 


10 
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B7 


MPLMkFHMCL 


277 


HCV 2b 


33 


43 


10 


B7 


YPARtSTNIL 


278 


HCV 2b 


33 


160 


10 


B7 


CCRRpSILDIi 


279 


HCV 2b 


33 


52 


10 


B7 


LPRPiLPTAA 


280 


HCV 2b 


33 


120 


10 


B7 


S PARy CMPLM 


281 


HCV 2b 


33 


158 


10 


B7 


VACCrRPSIL 


282 


HCV 2b 


33 


30 


10 


B8 


ILKAtRAPEM 


283 


HCV 2b 


33 


158 


10 


B8 


VACCrRPSIL 


284 


HCV 2b 


33 


160 


10 


B8 


CCRRpSILDL 


285 


HCV 2b 


33 


120 


10 


B_3 501 


SPARyCMPLM 


286 


HCV 2 b 


33 


43 


10 


B_3501 


YPARtSTNIL 


287 


HCV 2b 


33 


57 


10 


B_3 501 


LPTAaPTRPL 


288 


HCV 2 b 


33 


126 


10 


B_3501 


MPLMkFHMCL 


289 


HCV 2b 


33 


20 


10 


B_3501 


SSTEgFSPLM 


290 


HCV 2b 


33 


69 


10 


B_3501 


KPVApAGGAI 


291 


HCV 2 b 


33 


191 


1U 


B_3bUl 


S SKAs YKI SL 


292 


HCV 2 b 


33 


139 


10 


B_J3 501 


C S I L gHDDL JML 


293 


HCV 2 b 


33 


171 


10 


B_3501 


ISAIrCPSSM 


294 


HCV 2b 


33 


187 


10 


B_3 501 


HSSIsSKASY 


295 


HCV 2 b 


33 


79 


10 


B__4 403 


WE ANhP PMMF 


296 


HCV 2b 


33 


105 


10 


B_4403 


yr -r. T r T\m7V /~<tp 

KAI 1 CLA TAGt 


297 


HCV 2 b 


34 


2 


9 


B7 


■n •oi\iTTi/rTT<Ti/r/^i'P>T t 

KPMMEJXLyPV 


298 


HCV 2b 


34 


2 


9 


B_3 501 


RPMMJiJXiy F V 


299 


HCV 2 b 


35 


7 


9 


A__0 201 


LMHVAI xr V 


300 


HCV 2b 


35 


11 


9 


A_0 201 


A± XJP V i Qavvv 


301 


HCV 2 b 


35 


3 0 


9 


A24 


KiKKbvbrv 


302 


HCV 2b 


35 


36 


9 


B7 


GPVSVGFSL 


303 


HCV 2 b 


35 


27 


9 


B7 


APKRYRRGV 


304 


HCV 2b 


35 


36 


9 


B_3501 


GPVSVGFSL 


305 


HCV 2b 


35 


27 


9 


B_3501 


APKRYRRGV 


306 


HCV 2b 


35 


51 


9 


B_3501 


TSHEGGGAF 


307 


HCV 2b 


35 


6 


10 


A„0201 


ACMHvAIYFV 


308 


HCV 2b 


35 


7 


10 


A_0201 


CMHValYFVT 
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10.000 
10.000 
30.000 
12.000 
11.250 
11.250 
10.000 
726.706 
50.051 
26.910 
23.995 
23.246 
19.425 
19.425 
15.428 
20.000 
16.800 
12.000 
120.000 
80.000 
80.000 
40.000 
20.000 
20.000 
12.000 
40.000 
16.000 
16.000 
40.000 
20.000 
20.000 
20.000 
20.000 
16.000 
15.000 
10.000 
10.000 
10.000 
80.000 
16.875 
12.000 
12.000 
635.435 
21.881 
10.000 
80.000 
18.000 
20.000 
12.000 
10.000 
21.250 
19.198 
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309 


HCV 2b 


3 5 


3 0 


i n 
_L U 






14 . 000 


310 


HCV 2b 


3 5 


4 


JLU 


b Joui 


T"> C! A Pmtn 77A T V 
±N.t3/\V_.IUri VAX X 


20 000 


311 


HCV 2b 


3 5 


22 


10 


•q o it ni 
B 5 OU1 


T CT T 74- A "DTTTD V 
X oJLjv L. AJr JCS-Tt X 


10 . 000 


312 


HCV 2b 


35 


4 


10 


B 44UJ 


n Q7\ Pmllt 7A TV 

±to At^mtl VAX 1 


18 . 000 


313 


HCV 2b 


35 


22 


1 n 

J.U 


B 4 4 U o 


t qt x 74- A nvDV 
X O xj V L. Air JVTt I 


13 .500 


314 


HCV 2 b 


3 6 








no XIX us 




315 


HCV 2 b 


37 








no xix 




316 


HCV 2 b 


38 


1 


9 


Al 


MXXlibl\.oX- , Vx 


£* _J • U U U 


317 


HCV 2 b 


3 8 


8 


9 


A O A 


\7V"D\ 7T"D A G\7 
V X JrVX-KAo V 


10 .500 


318 


HCV 2 b 


38 


2 


10 


B_44U J 


m XT C "K* c? DT 7V TM 7 
1 HitolxSir V x xr V 


12.000 


319 


HCV 2b 


39 


18 


9 


B7 


ATTTD/T.TJ'DT "IVT 

XNXKV^Lir'JrijlXL 


10 .000 


320 


HCV 2 b 


39 


16 


1 u 


A Uzui 


TaTOATT rPT ."DTDT. 
WyiN XXv^Xjir irxj 


22 .915 


321 


HCV 2b 


39 


13 


10 


7\ O /I 

Az4 


UPTPTT TaWNT T "D fT, 
r x 1 xIiWCJIVJ XrsX-lj 


30.000 


322 


HCV 2 b 


39 


22 


10 


B 3 501 


XjFX^XjIuXlAKGX 


12 . 000 


323 


HCV 2b 


40 


1 


9 


A U A U x 


IYIXjAWIj VvlV 


271 . 948 


324 


HCV 2 b 


40 


34 


9 


B7 


JXLJrKJXL V V AO 1 


90 oon 

\J * uuu 


325 


HCV 2b 


40 


13 


9 


B7 


VAVAK llfaL 


12.000 


326 


HCV 2b 


40 


13 


9 


B8 


t 77\T7AT3mmGT, 

VAVAK X 1 fajj 


X o . uuu 


327 


HCV 2b 


40 


6 


10 


A 0 201 


V V X VpvjfvjVAV 


10.346 


328 


HCV 2 b 


40 


12 


10 


B7 


GVAV3.KX X faXj 


on nnn 

jC\J • UUU 


329 


HCV 2b 


40 


28 


10 


B7 


r.T C T-| m t i-T1Ti/TT1T3 TJS 


15 .000 


330 


HCV 2b 


40 


28 


10 


B 3 501 


TrT C! T3 (TW t TJivr OT3 M 


30.000 


331 


HCV 2b 


40 


40 


10 


B_3 501 


ASTEWn o Jb 


9 n nnn 

zu . uuu 


332 


HCV 2 b 


40 


25 


10 


B__3 501 


VoAWSH X VPJXl 


10 . 000 


333 


HCV 2 b 


41 


1 


9 


A__0201 


JXLXjVjXjI XtWAXj 


272 .371 


334 


HCV 2b 


42 


9 


9 


A24 


KSXDxjA'X FXj 


17 .280 


335 


HCV 2b 


42 


47 


9 


A3 


GXjGDbJMAFK 


12 . 000 


336 


HCV 2b 


42 


15 


9 


B7 


T»TDT A TJm A A T . 


80 000 


337 


HCV 2 b 


42 


40 


9 


B7 


Uir XjK V XIjKVjtxj 


8n nno 


338 


HCV 2 b 


42 


52 


9 


B7 


TVTA DDT OOTTT. 

XXlAr^KXioor Jj 


12 . 000 


339 


HCV 2 b 


42 


9 


9 


o o c n 1 




20 000 


340 


HCV 2 b 


42 


40 


y 


B J DvJ JL 


XJ r' xj rs. V Hi rvo iJ 


90 000 


341 


HCV 2 b 


42 


15 


9 


B 3 501 


rpTJT ATJmAAT 

X XrXJAri 1 AAXj 


9n nno 


342 


HCV 2 b 


42 


3 6 


9 


B 3 501 


Kzsir X^XJXI Jr xjK V 


12.000 


343 


HCV 2 b 


42 


56 


9 


B 6 dux 


XjoCdx 1 Xjxs.Hj1 v 1 


X u . uuu 


344 


HCV 2 b 


42 


51 


9 


B 4403 


OTvTA"Dt?T OCT? 

oXN Air XvXj o o r 


12 .000 


345 


HCV 2 b 


42 


A 1 

4 / 


i n 


a no n 1 

A_U £\J± 


XJ VJXJ O X\J XT I\U 


87 . 586 


346 


HCV 2 b 


42 


22 


1 n 

JLU 


A Uz UX 


AT ATCt^T 1 A OPT. 


21.362 


347 


HCV 2 b 


42 


CI 
DJ 


i n 


A"3 


pwrn q -a "R 1 "D\7 r PP 
•vjiXl lt3dr XvVXxv 


36 . 000 


348 


HCV 2 b 


42 


53 


1 n 
X U 


-ri'-7 

-O / 




60 . 000 


349 


HCV 2 b 


42 


22 


1 n 
x u 


B / 


A T .TaTT/V-iT" A (HPT , 


12 . 000 


350 


HCV 2 b 


42 


14 


J_ U 


B / 


A rpTDT . => tTT' A A T . 


12 . 000 


351 


HCV 2 b 


43 


A 


Q 

y 


£1 / 


AJrxvt\.lrrs. V ^ . 


135 . 000 


352 


HCV 2 b 


44 








no hits 






Tim r tu 

HCV AD 


A R 

4S 


1 o 
LA 


Q 


±\__\J ZUl 


x lu ir i oxwij 


58 . 628 


354 


HCV 2 b 


45 


28 


9 


B8 


TARSRKPWA 


xo . uuu 


355 


HCV 2b 


45 


9 


10 


B7 


APHTmTFFSI 


24.000 


356 


HCV 2b 


45 


11 


10 


B7 


HTMTfFSIGL 


12.000 


357 


HCV 2b 


45 


28 


10 


B8 


TARSrKPWAA 


16.000 


358 


HCV 2b 


46 


2 


9 


A_0201 


VINSIWIYL 


46.689 


359 


HCV 2b 


46 


9 


9 


A_02 01 


YLAPARCLT 


34.279 


360 


HCV 2b 


46 


5 


9 


A_0201 


SIWIYLAPA 


13.040 
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361 


HCV 2b 


*± D 


7 
1 


9 


A 0201 


WIYLAPARC 


10.055 


362 


HCV 2b 


A G. 


p 
o 


Q 

y 


A24 


TYT.APAPCTj 


300 . 000 


363 


HCV 23d 


A C 
4b 




Q 

y 


"R7 
rJ / 


AP A"R PT.TP V 


12 . 000 


364 


HCV 2 b 


4b 


1 


i n 

1U 


a no 01 




29 - 711 


365 


HCV 2b 


4b 


Q 

y 


1 n 


A. "3 




12. 000 


366 


HCV 2 b 


4b 


± 


1 n 


B7 


11 V HMD J.IIVA X-LJ 


20. 000 


367 


HCV 2b 


47 








nn Vi t i~ g 




368 


HCV 2 b 


48 








llKJ 11-L Uto 




369 


HCV 2 b 


A Q 

4 y 




Q 


Al 


LAECKMMSF 


45.000 


370 


HCV 2 b 


A Q 

4y 


1 *7 


y 


A 0201 


TCMM^F^SAA 

X\J.H*lv3iT vJ vJjTl-n. 


176 .565 


371 


HCV 2b 


49 


a n 
4 U 


Q 

y 


A O 


TT.ACJACJNPK 
X XJjiO^iiDiN rvrv 


20. 000 


372 


HCV 2 b 


49 


9 


y 


Aj 




20 . 000 


373 


HCV 2b 


49 


31 


10 


A_0 201 


H/TI\/r O *T* ^-T5 TT7V f\T 

JXLM.O _L CjKxiAy ± 


12 . 809 


374 


HCV 2b 


49 


22 


10 


B_3501 


SSAASAWPbiXl 


10.000 


375 


HCV 2b 


49 


14 


10 


B__4 403 


AECKltlMbr bb 


12 . 000 


376 


HCV 2b 


50 








no bits 




377 


HCV 2b 


51 


30 


9 


A„0201 


VLFSRKTSV 




378 


HCV 2b 


51 


9 


9 


A_0201 


VLVNPVPFI 




379 


HCV 2 b 


51 


32 


9 


B7 


r bxvtS.1 oVoJ-i 


40-000 


380 


HCV 2 b 


51 


23 


9 


B / 


n A TDT? C PT A 7T . 


12 . 000 


381 


HCV 2 b 


51 


6 


Q 

y 


a / 


Air rl V J-i VIM sr V 


12 .000 


382 


HCV 2b 


51 


O A 

Z4 


o 

y 


•a 1 
& 1 




12 . 000 


383 


HCV 2 b 


51 


24 


y 


a j o u jl 


Air JK.ka ur Jj V J-i i" 


60 . 000 


3 84 


HCV 2 b 


51 


*3 O 


Q 

y 


-a o cm 
rs j DUi 


i? orviv X D VOLl 


15 . 000 


385 


HCV 2 b 


51 


29 


i n 
jlu 


a no m 

J\ UZUl 


XjVXjx 1 olxiV X o V 


38.280 


386 


HCV 2b 


51 


10 


10 


7v nom 

A_U ZUl 


T A 7T\T "Dt rP T C\\ 7 
1j VIM Xr v c r X Vi v 


19 . 657 


387 


HCV 2 b 


51 


J 1 


1 n 


TV-)/ 

AZ 4± 


XJJT OXxjS-X ovojj 


20 . 000 


388 


HCV 2 b 


51 


20 


1U 


r5 / 


y Xr XM d iX\\3uU 


180 .000 


389 


HCV 2 b 


51 


O A 

Z 4 


i n 
J.U 




2i PP nrrT A TT iP CI 


12 . 000 


390 


HCV 2 b 


51 


20 


1 U 


r5 JJ !D U JL 


y JrXM y clir ixovaXj 


20 .000 


391 


HCV 2b 


52 


32 


y 


a nom 

A_U ZU1 


\3 ^ IT ill lJ XJXM XJXJ 


20 . 425 


392 


HCV 2 b 


52 


10 


o 

y 


AO A 
AZ4 


o X iDLvVrXiirx 


70 .000 


393 


HCV 2 b 


52 


32 


Q 

y 


AO/ 
AZ 4± 


y Xr Hi XJ XJ1M XJ XJ 


10 .368 


394 


HCV 2b 


52 


3 


Q 

y 


•q /i / n 

£5, At <± U .5 


SlliVliJVOI 


18 . 000 


395 


HCV 2 b 


52 


5 


i n 


a no'ni 
A u ZUl 


XjVXXjVoXOXvV 


" 15 . 519" 


396 


HCV 2 b 


52 




1 n 


A OA 

az 




10 .368 


397 


HCV 2 b 


52 


4 


J. u 


A 1 

Ao 


1 Jj V 1 J. VOX JJ\ 


135 . 000 


398 


HCV 2 b 


52 


o. n 


1 n 


X3 «3 DUX 


jt\.ovjs < :JJXIj 1 1 > ix^ixj 


15 . 000 


399 


HCV 2 b 


52 


z 


1 n 
J. U 


■r qm 


OO J.JJV lllvul 


10. 000 


400 


HCV 2 b 


53 


a n 
4 U 


Q 

y 


a nom 

A UZ U i 


"KT iPTVR PTV 

1N.XJJT J. VI\JT J. V 


243 .432 


401 


HCV 2 b 


53 


o 


Q 

y 


a nom 


TCTiqT.OLRAV 


111 .979 


402 


HCV 2b 


53 


1 o 




A_U 4U1 


jt i*i yurjj v J-i 


29 . 098 


403 


HCV 2 b 


53 


o o 


y 


A_02 01 


T•\/T»TT^IWTFC , 


25 .565 


404 


HCV 2 b 


53 


24 


Q 

y 


a non-i 


t » t "mtattp owa 

XJ JLXN UV J. -C V— VVx-l. 


12 .135 


405 


HCV 2b 


53 


1 o 
JLz 


q 

y 


A24 


PAVRFMCOTj 


12 .000 


406 


HCV 2 b 


53 


12 


9 


B / 


T? a\7T3PMr , nT. 

rvtt. Vrtl 1 riv^v^Xj 


12 . 000 


407 


HCV 2b 


53 


43 


9 


B7 


TVRPTVAPV 


10.000 


408 


HCV 2b 


53 


19 


10 


A_0201 


QLPLvLINWT 


94.268 


409 


HCV 2b 


53 


23 


10 


A_0201 


VLINwTFCWA 


88.257 


410 


HCV 2b 


53 


16 


10 


A_02 01 


FMCQ1PLVLI 


79.718 


411 


HCV 2 b 


53 


9 


10 


A__0201 


LQltRaVRFMC 


18.376 


412 


HCV 2b 


53 


8 


10 


A_0201 


SLQLrAVRFM 


12.569 
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413 


HCV 2b 


53 


15 


10 


7a O A 


P T?MPrrT . PT ,\ 7T . 

JTV.T 1*1^ C^J_I XT J_J V XJ 


72. 000 


414 


HCV 2b 


53 


2 


10 


7\ *"> A 


3S. ir V K. Ju O ±j \l Xj 


14.400 


415 


HCV 2b 


53 


6 


10 




T?T.CJT.rTT,P A\7P 
is. Xj o ij y Xjx\a V rv 


12.000 


416 


HCV 2b 


53 


13 


10 


Til 

b / 


Avrir lliv^y Xjirj_i 


600. 000 


417 


HCV 2b 


53 


32 


10 


B / 


A T> C T .1r P P A "KT , 
J\tr o Jj JvJXJrArvXj 


240 . 000 


418 


HCV 2b 


53 


2 


1 A 

1U 


b 1 


IS. Jr V ^ JS. JJ D J-J \£ J-J 


80. 000 


419 


HCV 2b 


53 


32 




Bo 


A P <3T . VP P A KT i 


16.000 


420 


HCV 2b 


53 


2 


10 


B o D U JL 


ix Jr V Js. Ij o J-i v i-J 


40.000 


421 


HCV 2 b 


53 


32 


10 


B .3 jUI 


TVDcr Vppatct, 
Air o Jj JvJ^jtAJXJj 


20 . 000 


422 


HCV 2b 


53 


20 


10 


B ,o 3U1 


JjJtXj V JL XJNW x r 


20. 000 


423 


HCV 2b 


54 


4 


10 


A3 


1 jj/\ri a ir L-i v i Jii is. 


60 . 000 


424 


HCV 2 b 


55 


10 


10 


A U Z U JL 


JL 1*1 Oil cHm-LxW jr V 


640 . 458 


425 


HCV 2b 


55 


1 


10 


B7 


ixiVK v guy r o JL 


20.000 


426 


HCV 2b 


56 


9 


9 


A__0 201 


T/T t«to c nnrpT 
KLwRoGIJ 1 JL 


148 .506 


427 


HCV 2b 


56 


35 


9 


B_4403 


AEQ I VAAX 1 


18.000 


428 


HCV 2b 


56 


24 


10 


Al 


ITAPHlbJr ± i 


25.000 


429 


HCV 2b 


56 


9 


10 


A3 


t/" t tatti *~% /~tTirn T* "o 

KLWRS GJJ 1 JL K 


fiO 000 


430 


HCV 2b 


56 


3 


10 


A3 


QJjHSwVKJjWK 


12.000 


431 


HCV 2b 


56 


35 


10 


B_4403 


AEQTVAA i. x J- 


18.000 


432 


HCV 2b 


56 


24 


10 


B 4t 41 U j 


T T> A PVi T CI TDrpV 
JL X-fiJrxiX OJr X X 


12 . 000 


433 


HCV 2b 


57 


1 


9 


A_0 2 01 


tv/TT T "CTT^CT \ r 

JXLJjijr JiyoJ-i v 


437 .482 


434 


HCV 2b 


57 


2 


9 


A__0201 


T T T?TPOCT XTA 


52 . 529 


435 


HCV 2b 


58 


24 


9 


A_0 201 




27 . 454 


436 


HCV 2 b 


58 


22 


9 


B_ 4 403 


X JiKxl. y Jr (j±S.r 


60 . 000 


437 


HCV 2b 


58 


24 


9 


B_4 403 




12 . 000 


438 


HCV 2b 


58 


2 


10 


A_0201 


FLIStBDl QjI 


34 . 279 


439 


HCV 2 b 


58 


24 


10 


B„4403 


KEQPg KF JLjVA 


12 . 000 


440 


HCV 2b 


59 


83 


9 


Al 


RSEVFLVAR 


27 . 000 


441 


HCV 2b 


59 


87 


9 


A__0201 


TT1T T T7\ *D (TiniVTT 

FIjVARI PiMJ-j 


98 . 267 


442 


HCV 2b 


59 


56 


9 


A24 


GYPGF PQUJ-i 


Tfin noo 

JOU • \J \J VJ 


443 


HCV 2 b 


59 


11 


9 


A3 


VlWtoMTBPrv 


fiO 000 


444 


HCV 2 b 


59 


12 


9 


B7 


H vom 1 JjPrviJ 


20 . 000 


445 


HCV 2b 


59 


42 


9 


B___3 501 


yPAyiryJror 


20 . 000 


446 


HCV 2 b 


59 


69 


9 


B_3 501 




10 . 000 


447 


HCV 2b 


59 


84 


9 


B_4 403 


(tdt 7TPT T 77\ T?Tl 

bJiVr XjVAKI 


" 48" o 00 


448 


HCV 2b 


59 


11 


10 


A 0201 


V1XI V OlU X J-J Jr J\JJ 


60.325 


449 


HCV 2 b 


59 


79 


10 


A 0201 


ixoWJJX oiii vr j_j 


26 . 100 


450 


HCV 2 b 


59 


86 


10 


A24 


\ jTTT X 7a P rpPTxTT > 
yjc Jj Va.rs.1 JrlMiJ 


30 . 000 


451 


HCV 2b 


59 


8 


±U 


7\ r> A 
AZ4 


Jr\.Jr ti Vill V Dl T l X JU 


11 .200 


452 


HCV 2 b 


59 


51 


JLU 


7\ O A 


Jr x JA.vjvivJ i ir 


10 . 000 


453 


HCV 2b 


59 


89 


10 


TD "~7 
B / 


\ 7 A 73 Tt-iTxTT .d PT ■ 

v/iis. x jy J-N Jj ^ Jr Jj 


120 . 000 


454 


HCV 2b 


59 


8 


X u 


B / 


r\.Jr jn vill v on x u 


80 . 000 


455 


HCV 2 b 


59 


19 


1U 


B / 


TfT>PT~i*l PRnQT, 
1\.JjJtLL7 X ^IXOOU 


60 . 000 


456 


HCV 2 b 


59 


77 


10 


B / 


XJJrJ^.vjWijrv.o Hi v 


60. 000 


457 


HCV 2b 


59 


35 


± U 


•0*7 




20 . 000 


458 


HCV 2b 


59 


64 


10 


B7 


JjJr V Jii JK.OX: 


20 . 000 


459 


HCV 2 b 


59 


2 


10 


B7 


YPMRsAKPHV 


12.000 


460 


HCV 2b 


59 


35 


10 


B8 


DPRGdRSQPA 


32.000 


461 


HCV 2b 


59 


89 


10 


B8 


VARTpNLGPL 


16.000 


462 


HCV 2 b 


59 


64 


10 


B_3501 


LPVErRSFGM 


80.000 


463 


HCV 2b 


59 


8 


10 


B_3501 


KPHVmVSMTL 


40.000 


464 


HCV 2b 


59 


77 


10 


B_3501 


LPRGwDRSEV 


18.000 
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Aezti 


ri^v z u 


59 


Q 


10 


B_3501 


SAKPhVMVSM 


18.000 




xiCV ZD 


59 


19 


10 


B 3501 


KLRD1CRGSL 


12.000 


467 


HCV 2b 


D 27 


62 


10 


B 4403 


QDLPvERRSF 


20.000 


468 


HCV 2b 


cq 


66 


10 


B 4403 


VERRsFGMGW 


12.000 


469 


JdCV ZD 


fin 

D U 








no hits 




470 


HCV 2b 


D J. 


7 


9 


A__0201 


VLPHGPDW 


23.754 


471 


HCV 2 b 


OZ 


X2J 


9 


A 0201 


LLLLGPTWC 


171.868 


472 


JdCV ZD 


£9 
DZ 


16 


9 


A3 


LLLGPTWCY 


40.500 


ATS 


rii_ v zaj 


62 


8 


9 


B7 


TQRADWQLL 


40.000 


474 


v ^ u 


62 


14 


10 


A__0201 


QLLL1GPTWC 


101.099 


475 


riCv ZD 


fi 9 

o z 


2 2 


10 


A 0201 


WCYEgSCPGV 


27.401 


476 


HCV 2d 


oZ 


o 


10 


A 0201 


RVTQrADWQL 


14.019 


477 


HCV 2 b 


DZ 


XO 


10 


A3 


LLLLgPTWCY 


27.000 


478 


HCV 2 b 


62 


Q 

o 


1 n 

x u 


a 1 




40 .000 


479 


HCV 2b 


£2 "J 
OZ 


o 


x u 


-on 

±D / 




20.000 


480 


HCV 2b 


63 








tio hits 




481 


HCV 2b 


64 








I1U XJ.X Uo 




482 


HCV 2b 


65 


i *3 
X-> 


Q 

y 


D 1 




80.000 


483 


HCV 2b 


65 


i i 
XX 


Q 

y 


D 1 


Q\7RPT »T)R PT« 


20 . 000 


484 


HCV 2 b 


65 


1 "3 

x o 


y 


DO 

t> o 




24 . 000 


485 


HCV 2 b 


6 5 


13 


g 


B 3501 


HPLDRPLSL 


40.000 




riCv ZD 


65 


20 


10 


A 0201 


SLADvAAQDC 


20.369 


487 


HCV 2 b 


D D 


-3 

-J 


10 


B7 


SPRGkGDQSV 


40.000 


488 


HCV 2 b 


OD 




1 n 


B 3501 


^ PRGkGDO S V 


12.000 


489 


HCV 2 b 


DD 


z / 


10 


B 4403 


QDCCaNDSHY 


15.000 


490 


HCV 2 b 


D D 


D 


9 


A 0201 


LVGHGT Q AV 


10.346 


491 


HCV 2 b 


D D 




10 


A 0201 


NIiVGhGTQAV 


69.552 


492 


HCV 2b 


o / 








nn hits 




493 


HCV 2 b 


a q 
o o 








no hits 




494 


HCV 2 b 


O 27 


9 


9 


A 0201 


CLSPPHDDL 


10.468 


495 


HCV ZD 


fi Q 


1 1 


9 


B7 


SPPHDDLLL 


80.000 


496 


HCV ZD 


D 27 


29 


9 


B7 


GNRQVPQTL 


40.000 


497 


HCV 2 b 




1 1 

XX 


q 


B 3 501 


SPPHDDLLL 


30.000 


498 


HCV 2 b 


D 27 


X o 


10 


A 0201 


LLHWaEHDRL 


17.795 


499 


HCV ZD 


fi Q 


Q 

-7 


X u 


A 0201 


CL S PpHDDLL ~~ 


10.468 


500 


HCV 2 b 


fi Q 
O y 


2 8 


10 


A24 


HGNRqVPQTL 


10.080 


501 


riCV ZD 


■7 n 








no hits 




502 


HCV 2 b 


/ X 


42 


g 


A 0201 


TLNIGSIWV 


382.536 


503 


HCV ZD 


71 
1 X 


20 


9 


A 0201 


WIMPQSVRV 


162.769 


504 


HCV ZD 


7 1 


47 


9 


A 0201 


SIWVLPKTV 


79.376 


505 


HCV 2 b 


71 


3D 


Q 

y 


a n9 m 

■rt, uz ux 


\TT i PTCT VCRA 


19.425 


506 


HCV 2 b 


71 


o 1 


Q 

y 


a n9 m 

ii UZ UX 


Xl ¥ llrvi>- > VIxV v 


16.105 


507 


HCV 2b 


71 




Q 

y 


-d"7 

rs / 




80.000 


508 


HCV 2 b 


71 


22 


a 

y 


is, o oux 


MPO C!\7T?\ A FY 


40. 000 


509 


HCV 2 b 


71 




Q 

y 


£-> J Zj\JX 


HPPYTHPHL 


20.000 


510 


HCV 2b 


71 


8 


9 


B_3 501 


H PHLili JJCl-i X 


12 . 000 


511 


HCV 2b 


71 


14 


9 


B_4403 


GEIYGAWIM 


30.000 


512 


HCV 2b 


71 


42 


10 


A_0201 


TLNIgSIWVL 


151.086 


513 


HCV 2b 


71 


20 


10 


A_0201 


WIMPqSVRW 


30.698 


514 


HCV 2 b 


71 


41 


10 


A__02 01 


STLNiGSIWV 


19.658 


515 


HCV 2b 


71 


49 


10 


A_0201 


WVLPkTVCRA 


17.017 


516 


HCV 2b 


71 


44 


10 


A3 


NIGSiWVLPK 


36.000 
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517 


HCV 2b 


71 


8 


10 


B_3 501 


TTT1TTT ^vT"^'t'l 'l TV 

HPHLeDGEIY 


518 


HCV 2b 


71 


11 


10 


B_4403 


LEDGelYGAW 


519 


HCV 2b 


72 


49 


9 


A„0201 


KQGGHETRV 


520 


HCV 2b 


72 


68 


9 


A24 


VYVPAAVGI 


521 


HCV 2 b 


72 


8 


9 


A24 


VFNIGDVGL 


522 


HCV 2b 


72 


29 


9 


B7 


QPTAGRQTL 


523 


HCV 2b 


72 


3 


9 


B7 


AVRPHVFNI 


524 


HCV 2 b 


72 


1 


9 


B_3501 


MPAVRPHVF 


525 


HCV 2b 


72 


29 


9 


B_3501 


QPTAGRQTL 


526 


HCV 2 b 


72 


61 


9 


B_3501 


IAVEGGPVY 


527 


HCV 2b 


72 


61 


10 


A_0201 


lAVEgGPVYV 


528 


HCV 2b 


72 


39 


10 


B7 


AARAvEFVGI 


529 


HCV 2b 


72 


7 


10 


B7 


HVFNiGDVGL 


530 


HCV 2b 


72 


9 


10 


B_4403 


FNIGdVGLVF 


531 


HCV 2b 


73 


2 


10 


B7 


AAEDnFQDQL 


532 


HCV 2b 


74 


57 


9 


Al 


VSECTAVFY 


533 


HCV 2b 


74 


71 


9 


A_0201 


YLYPAAQGT 


534 


HCV 2b 


74 


2 


9 


A_0201 


TLVDGTVAL 


535 


HCV 2b 


74 


64 


9 


A24 


FYSHIRCYL 


536 


HCV 2 b 


74 


72 


9 


A24 


LYPAAQGTI 


537 


HCV 2b 


74 


16 


9 


A24 


AFWRYYKSL 


538 


HCV 2b 


74 


90 


9 


A24 


KMENCVSEL 


539 


HCV 2b 


74 


82 


9 


A3 


ILAWDTSRK 


540 


HCV 2b 


74 


14 


9 


A3 


WAFWRYYK 


541 


HCV 2 b 


74 


9 


9 


A3 


ALLGKWAF 


542 


HCV 2b 


74 


75 


9 


B7 


AAQGTIVIL 


543 


HCV 2b 


74 


103 


9 


B7 


WRAIISGV 


544 


HCV 2b 


74 


83 


9 


B_3501 


LAWDTSRKM 


545 


HCV 2b 


74 


65 


9 


B_3501 


YSHIRCYLY 


546 


HCV 2b 


74 


58 


9 


B_4403 


SECTAVFYS 


547 


HCV 2b 


74 


96 


9 


B_4403 


SELPGDAW 


548 


HCV 2 b 


74 


2 


10 


A_0201 


TLVDgTVALL 


549 


HCV 2b 


74 


71 


10 


A_02 01 


YLYPaAQGTI 


550 


HCV 2 b 


74 


102 


10 


A_0201 


AWRalTSGV 


551 


HCV 2b 


74 


94 


10 


A_0201 


CVSE1PGDAV 


552 


HCV 2b 


74 


""63"" 


■ 10~ 


~A2~4~ - 


VFYShTRCYir 


553 


HCV 2 b 


74 


13 


10 


A3 


KWAfWRYYK 


554 


HCV 2b 


74 


10 


10 


A3 


LLGKvVAFWR 


555 


HCV 2 b 


74 


15 


10 


B7 


VAFWrYYKSL 


556 


HCV 2b 


74 


103 


10 


B7 


WRAilSGW 


557 


HCV 2 b 


74 


38 


10 


B_3501 


QSRAdRSCHY 


558 


HCV 2b 


74 


98 


10 


B_3 501 


LPGDaWRAI 


559 


HCV 2 b 


75 


90 


9 


A_0201 


RELDVLWAA 


560 


HCV 2b 


75 


18 


9 


B7 


EPTCPTATL 


561 


HCV 2b 


75 


29 


9 


B7 


IQRPRISWL 


562 


HCV 2b 


75 


139 


9 


B7 


TQRYSASSL 


563 


HCV 2b 


75 


87 


9 


B7 


AATRELDVL 


564 


HCV 2b 


75 


44 


9 


B7 


GAPIFRDGL 


565 


HCV 2b 


75 


53 


9 


B7 


ASPTRLGSL 


566 


HCV 2 b 


75 


29 


9 


B8 


IQRPRISWL 


567 


HCV 2b 


75 


18 


9 


B_3501 


EPTCPTATL 


568 


HCV 2b 


75 


117 


9 


B_3501 


RSTRPPGAL 


569 


HCV 2b 


75 


90 


9 


B„4403 


RELDVLWAA 


570 


HCV 2b 


75 


98 


10 


A_0201 


AVCVSFGFSL 



PCT/EP2003/008112 



60 . 


000 




nnn 
UUU 


24 . 


681 


90 . 


000 


30 . 


000 


120. 


000 


60. 


000 


20. 


000 


20. 


000 


12. 


000 


37. 


032 


36. 


000 


20. 


000 


11. 


250 


10. 


800 


135. 


.000 


109. 


,693 


87. 


.586 


280. 


.000 


75. 


.000 


20. 


.000 


13 


.200 


20 


.000 


18 


.000 


13 


.500 


36 


.000 


10 


.000 


12 


.000 


10 


.000 


54 


.000 


32 


.000 


201 


.447 


19 


.964 


13 


.997 


12 


.226 


28 


:000 


81 


.000 


18 


.000 


12 


.000 


10 


.000 



30.000 
16.000 
25.279 
120.000 
40.000 
40.000 
36.000 
18.000 
12.000 
24.000 
20.000 
10.000 
18.000 
41.197 
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571 


HCV 


2b 


75 


28 


10 


A_0201 


572 


HCV 


2b 


75 


90 


10 


A_0201 


573 


HCV 


2b 


75 


25 


10 


A_0201 


574 


HCV 


2b 


75 


77 


10 


A24 


575 


HCV 


2b 


75 


120 


10 


A24 


576 


HCV 


2b 


75 


141 


10 


A24 


577 


HCV 


2b 


75 


40 


10 


A3 


578 


HCV 


2b 


75 


94 


10 


A3 


579 


HCV 


2b 


75 


52 


10 


B8 


580 


HCV 


2b 


75 


115 


10 


B8 


581 


HCV 


2b 


75 


120 


10 


B_3 501 


582 


HCV 


2b 


75 


133 


10 


B_4403 
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SIQRpRISWL 


37 . 157 


RELDvLWAAV 


34 . 877 


TLVSiQRPRI 


10 .433 


RQQVnSANDL 


14 .400 


RPPGaLASTL 


14 .400 


RYSAs SLAGA 


10.000 


GLAGgAPIFR 


36.000 


VLWAaVCVSF 


15. 000 


LASPtRLGSL 


16.000 


GARS tRP PGA 


16.000 


RPPGaLASTL 


40.000 


TTRPfATQRY 


13.500 
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Table 4i 
3a (1-3) 



No. 


Strain 


ORF 


Start 


AA 


HLA 


Peptide sequence 


Score 


1 


HCV 3 a 


1 


2 


9 


A_0201 


ALVRVSCSL 


21.362 


2 


HCV 3 a 


1 


2 


9 


B7 


ALVRVSCSL 


12.000 


3 


HCV 3 a 


1 


1 


10 


B7 


MALVRVSCSL 


12.000 


4 


HCV 3 a 


2 


32 


10 


A_0201 


AIWVKSSIPL 


24.380 


5 


HCV 3 a 


2 


13 


9 


B7 


CPRAAPVHL 


800.000 


6 


HCV 3a 


2 


17 


9 


B7 


APVHLGAQM 


60.000 


7 


HCV 3 a 


2 


32 


10 


B7 


AIWVKSSIPL 


12 . 000 


8 


HCV 3a 


2 


13 


9 


B8 


CPRAAPVHL 


16 . 000 


9 


HCV 3 a 


2 


13 


9 


B_3501 


CPRAAPVHL 


60.000 


10 


HCV 3 a 


2 


17 


9 


B_3501 


APVHLGAQM 


40 .000 


11 


HCV 3 a 


2 


26 


9 


B_3501 


TPGGGPAIW 


10.000 


12 


HCV 3 a 


3 


8 


10 


Al 


CTHPAAYLVF 


12.500 


13 


HCV 3a 


3 


13 


9 


A24 


AYLVFRTTI 


75. 000 


14 


HCV 3 a 


3 


6 


10 


A24 


SFCTHPAAYL 


20.000 


15 


HCV 3 a 


3 


5 


10 


B_3501 


TSFCtHPAAY 


10.000 


16 


HCV 3a 


4 


1 


10 


A_0201 


MPPEgLLAFL 


12 .295 


17 


HCV 3 a 


4 


13 


9 


B7 


APNRNCSWL 


240.000 


18 


HCV 3a 


4 


24 


9 


B7 


MARGTSTAL 


120.000 


19 


HCV 3 a 


4 


1 


10 


B7 


MPPEgLLAFL 


80.000 


20 


HCV 3 a 


4 


12 


10 


B7 


WAPNrNCSWL 


12.000 


21 


HCV 3 a 


4 


24 


9 


B8 


MARGTSTAL 


16.000 


22 


HCV 3 a 


4 


1 


9 


B„3501 


MPPEGLLAF 


40.000 


23 


HCV 3 a 


4 


13 


9 


B_3501 


APNRNCSWL 


20.000 


24 


HCV 3 a 


4 


1 


10 


B_3501 


MPPEgLLAFL 


40.000 


25 


HCV 3 a 


5 


5 


9 


A_0201 


GLLAFLVWA 


883.604 


26 


HCV 3 a 


5 


1 


10 


A_0201 


MPPEgLLAFL 


12.295 


27 


HCV 3 a 


5 


32 


9 


A3 


VLYTASHHR 


20.000 


28 


HCV 3 a 


5 


18 


9 


A3 


HLDLVKLSR 


12.000 


29 


HCV 3 a 


5 


13 


9 


B7 


TAGTTHLDL 


12.000 


30 


HCV 3 a 


5 


24 


10 


B7 


LSRHqVSAVL 


40.000 


31 


HCV 3 a 


5 


10 


10 


B7 


TNRT aGTTHL 


40.000 


32 


HCV 3 a 


5 


24 


10 


B_3501 


LSRHqVSAVL 


15.000 


33 


HCV 3 a 


6 


23 


9 


A24 


CGLPWGGL 


10.080 


34 


HCV 3 a 


6 


8 


9 


B7 


TPGVRMIPM 


20.000 


35 


HCV 3 a 


6 


8 


9 


B_3501 


TPGVRMIPM 


40 . 000 


36 


HCV 3 a 


7 


22 


10 


A_0201 


NILRpHTAGV 


35.385 


37 


HCV 3 a 


7 


15 


9 


B7 


APPTASGNI 


24.000 


38 


HCV 3 a 


7 


15 


10 


B7 


APPTaSGNIL 


240.000 


39 


HCV 3 a 


7 


15 


10 


B_3501 


APPTaSGNIL 


20.000 


40 


HCV 3 a 


8 


7 


10 


A3 


ALDLaWWDGR 


12.000 


41 


HCV 3 a 


8 


43 


9 


Al 


YVDASPPSK 


20.000 


42 


HCV 3 a 


9 


57 


9 


A_0201 


YLHAGVGTV 


95.662 


43 


HCV 3 a 


9 


36 


9 


A_0201 


YGGTSTPYV 


11.487 


44 


HCV 3a 


9 


21 


10 


A_0201 


SLPYhPGTSI 


10.433 


45 


HCV 3a 


9 


34 


10 


A3 


ALYGgTSTPY 


30.000 


46 


HCV 3 a 


9 


2 


9 


B7 


RGRVKTALL 


40.000 


47 


HCV 3 a 


9 


22 


9 


B7 


LPYHPGTSI 


12.000 


48 


HCV 3 a 


9 


4 


10 


B7 


RVKTaLLSAL 


20.000 
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49 


HCV 3 a 


9 


16 


Q 

y 


B 3501 


WPacjA^TiPY 


40.000 


50 


HCV 3 a 


9 


28 


y 


r> -j dux 


X O J-vJO/rn-U x 


10.000 


51 


HCV 3 a 


9 


2 8 


Q 

y 


B 4403 


X iDJ-uOnflLl X 


33 .750 


52 


HCV 3 a 


10 


20 


Q 

y 


a n9 ni 




84.952 


53 


HCV 3 a 


10 


13 


Q 

y 






13 .200 


54 


HCV 3 a 


10 


17 


y 


P. "7 


^P^KTiGAFT, 


80.000 


55 


HCV 3 a 


10 


17 


Q 

y 


a ~> d u x 


mp q TCT.fi AFT ■ 

J. JT OXVJ— IVJriX Xi 


20 . 000 


56 


HCV 3 a 


10 


13 


9 


13 j DUX 




10 . 000 


57 


HCV 3 a 


11 


13 


y 


XJ / 


TPR ^KCTOM 


200 . 000 


58 


HCV 3 a 


11 


10 


y 


rJ / 


A PT\IT PP. ^KC 
jn.tr V* x jt jaoxvv 


13 . 500 


59 


HCV 3 a 


11 


13 


9 


"D Q 

DO 




80 . 000 


60 


HCV 3 a 


11 


13 


y 


rs j DUl 


TPP CJKT'TOM 


120. 000 


61 


HCV 3a 


12 


19 


9 


AX 


\ 7T .TjT i CJ P\7QK 
V XJJJJJ O Jr V >3 IN. 


20. 000 


62 


HCV 3a 


12 


38 


10 


A24 


I\\3 JXlJj O i-J VJ iJ 


12 . 000 


63 


HCV 3 a 


12 


19 


9 


A O 

A3 


n\rvr , cmvcj'K' 

VxjxJxjO Jt V 


20 . 000 


64 


HCV 3a 


12 


12 


9 


B7 


1 jyyKAL-o Vi-i 


80 . 000 


65 


HCV 3 a 


12 


36 


10 


B7 


AT DPmT nPOT 

ALrK(aniijUo fa J-J 


120 000 

vJU El \J m \J \J \J 


66 


HCV 3 a 


12 


28 


10 


B7 


T7T3T TTtt-T .T PAT, 

V irLihj VxjLiL. ALj 


80 . 000 


67 


HCV 3a 


12 


38 


10 


B7 


KolXLJjCJofa Jj J-J 


12 . 000 


68 


HCV 3a 


12 


12 


9 


B_3 501 


1 PyjrvAA~.faVJ-> 


20 . 000 


69 


HCV 3a 


12 


25 


9 


B_3 501 


V fa is. V Jr xjHj V Li 


15 . 000 


70 


HCV 3 a 


12 


28 


10 


B 3 bUl 


^ 7DT .TTt 7-T .T .O A T . 
V Jf J_i JZi v J-JlJv^.rHJ 


40 . 000 


71 


HCV 3 a 


12 


25 


10 


B 6 jul 


\7Q"K"l7nT J?\7T.T» 
V o JN. V £J J-i & V xj xj 


15 . 000 


72 


HCV 3a 


13 


13 


10 


A24 


rs.tr Xj X WiliViJXXj 


12 . 000 


73 


HCV 3 a 


13 


1 


9 


B7 


"M"TDT3 PA A\7Tf A 


20 .000 


74 


HCV 3 a 


13 


13 


10 


B / 


TD tdt .T v r»T"P"K"nT T . 
rvJrij X wXxxVLJXxj 


80 . 000 


75 


HCV 3 a 


13 


6 


10 


B7 


AT7K" A/-rP GT! PT. 
£\ V I\j9lQJX\\ »3 rt Jr xj 


60 - 000 


76 


HCV 3 a 


13 


6 






V JT\_ri.<-iX\ o X\ Jr xj 


80. 000 


77 


HCV 3 a 


13 


13 


9 


J3 o DUX 


Ja.it xj X vvriJAJJX 


16 . 000 


78 


HCV 3 a 


13 


13 


10 


x5 -J DUl 


PPT .TtatPTTCTj T T » 
Jrv-Jrxj x Wrii\.x/x j_j 


40 . 000 


79 


HCV 3 a 


14 


8 


9 


a nom 
A„u AvJX 


a T .f^T 1 A PT .OT i 
AJjvn l^ixr Xiyxj 


21 .362 


80 


HCV 3 a 


14 


8 


10 


A u zux 


A T . fiT 1 ?i PT ,f)T 


159 . 970 


81 


HCV 3 a 


14 


8 


9 


Til 


AT.f^nPAPT.OT. 


12 . 000 


82 


HCV 3 a 


14 


7 


10 


B7 


CAT r^t- APT.nT. 


12 . 000 


83 


HCV 3 a 


15 


2 


± u 


A 1 

AX 




Z3 . UUVJ 


84 


HCV 3 a 


15 


7 


9 


a no m 
A UzUJ. 


rpT .T , A VTaTA 7Q A 
1 J_J i—Url. X W v ori. 


31 .249 


85 


HCV 3a 


15 


8 


9 


A3 




3 6 . 000 


86 


HCV 3 a 


15 


3 


9 


A3 


t nv/rnvrnT T AV 

VMJ^KIxjJ-jAj: 


12 . 000 


87 


HCV 3 a 


15 


7 


10 


A3 


(TIT T Hi j-T»Tt TC A TJ 

TxjLiAyWvfaAK 


54.000 


88 


HCV 3 a 


15 


4 


9 


B_3 501 


MTiWmT T A \7TaT 

MPK. 1 xj Jj A x W 


3 0 . 000 


89 


HCV 3a 


15 


4 


10 


B_3501 


MPis. 1 X X»Ax W V 


12 . 000 


90 


HCV 3a 


17 


19 


9 


Al 


Jri'l UJXLfa irFVJx 


50 . 000 


91 


HCV 3 a 


17 


35 


9 


71 no O 1 
A_U AUX 


PT.T?C!\7C3 AMT 1 
rtijJ? O V OiiJ. v I J. 


27 . 572 


92 


HCV 3 a 


17 


A A 


Q 

y 


AO A 


rltj JT XT V XVLJiTLXJ 


10.080 


93 


HCV 3 a 


17 


j U 


1 n 
X u 


a no 01 


TiP.PTit"PT.FSV 


30 . 670 


94 


HCV 3 a 


17 


32 


10 


A_0 201 


L.JU XXS.X..T DVOn 


18 . 878 


95 


HCV 3a 


17 


35 


10 


A3 


RLFSvSAMTR 


40.000 


96 


HCV 3 a 


17 


10 


9 


B7 


AVRAEVDSV 


30.000 


97 


HCV 3 a 


17 


45 


10 


B7 


AARGtlSSPL 


360.000 


98 


HCV 3a 


17 


33 


10 


B7 


LTRIjfSVSAM 


10 . 000 


99 


HCV 3 a 


17 


25 


9 


B8 


PVKDRLECLj 


12 . 000 


100 


HCV 3a 


17 


45 


10 


B8 


AARGtlSSPL 


16.000 
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101 


HCV 3 a 


17 


13 


10 


•D A A Pl9 


i\Ji VJJS Vrll Url 


36. 000 


102 


HCV 3a 


19 


4 


9 


7\ 9 yi 
AZ4 


rLirV XXvaWVjrXl 


11 .200 


103 


HCV 3 a 


19 


6 


10 


A24 




41 . 250 


104 


HCV 3 a 


19 


4 


y 


XJ r 7 
±3 / 




80. 000 


105 


HCV 3 a 


"1 Q 

xy 




q 


B 3501 


RPFYIGWGL 


40.000 


106 


HCV 3 a 


9 n 
z u 


g 


g 


A24 


KPPRTSSKL 


13.200 


107 


HCV 3 a 


9 n 

Z U 


o 
o 


g 


37 


KPPRTSSKL 


80.000 


108 


HCV 3 a 


9 o 

Z VJ 


g 


g 


B 3501 


KPPRTSSKL 


40.000 


109 


HCV 3 a 


9 1 
AX 


3 


g 


A 0201 


LVSQAPWWL 


131.078 


110 


tim t 9 => 
ril^V o a 


9 1 

Z J. 


33 


g 


A 0201 


YLRVLSSSV 


24.315 


111 


HCV 3 a 


9 1 


2 


10 


A 0201 


ELVSqAPWWL 


66.090 


112 


HCV 3 a 


9 1 
A X 


o 
-j 


10 


A_0201 


LVSQaPWWLL 


40.515 


113 


HCV 3 a 


91 
Z _L 


3 2 


g 


A24 


YYLRVLSSS 


10.500 


114 


HCV 3 a 


9 1 
Z X 


9 Q 

zy 


Q 


B7 


CPPYYLRVL 


80.000 


115 


HCV 3 a 


9 1 
Z J. 


*j 


g 


B7 


LVSQAPWWL 


20.000 


116 


HCV 3 a 


9 1 
A X 


9 


10 


B7 


LVSQaPWWLL 


30.000 


117 


HCV 3 a 


9 1 

z Jl 


9 Q 

Z j 


q 


B 3501 


CPPYYLRVL 


20. 000 


118 


HCV 3 a 


9 1 
Z X 


9 ^ 


g 


B 3501 


WSTCCPPYY 


10.000 


119 


HCV 3 a 


9 1 


/ 


g 


B 3501 


APWWLLRSW 


10.000 


120 


HCV 3 a 


9 1 
AX 


1 9 
X J> 


1 n 

X u 


B 3501 


T? ^TaTRpNSPPL 


20. 000 


121 


HCV 3 a 


z x 


-1 
X 


q 


B 4403 


MET A/SO APW 


24 . 000 


122 


HCV 3 a 


9 1 
ZX 


X 


i n 

JL U 


B 4403 


MELVsOAPWW 


36. 000 


123 


HCV 3 a 


9 1 

zx 


X o 


10 


B 4403 


EENSp PLRTW 


18.000 


124 


HCV 3 a 


9 "2 
Z O 


9 A 
Z 4 


q 


B7 


CPTSSHGSL 


80.000 


125 


HCV 3 a 


9 9 

Z J 


9 A 
A 4± 




B7 


CPTSsHGSLL 

XT J, iJOAIVjiJJ II. 1 


80.000 


126 


HCV 3 a 


9 9 


9 A 
Z^t 


q 


B 3 501 


CPTSSHGSL 


20.000 


127 


HCV 3 a 


9 9 

Z J 


9 /I 
Z4t 


1 0 


B 3501 


CPTSsHGSLL 


20.000 


128 


HCV 3 a 


9 / 

Z4 


9 Q 

6 o 


q 


■H- U ^ U JL 


TT . AT? YGAWTi 


117 .493 


129 


HCV 3 a 


9 /I 
Z 4 


7fl 


g 


A 0201 


LLSSSLKWM 


106.837 


130 


HCV 3 a 


9 /I 


9 9 


g 


A 0201 


C5MSTPPDPV 


24. 614 


131 


HCV 3 a 


9 /I 

Z 4 




q 


A 0201 


WLPTATLKC 


22.853 


132 


HCV 3 a 


9 A 


D 


q 


A 0201 


GLQGRVHVL 


20.145 


133 


HCV 3 a 


9 /I 
Z4t 


/ / 


10 


A 0201 


RLLS s SLKWM 


232.527 


134 


HCV 3 a 


9 A 
Z 4 


AR 


10 


A 0201 


WLPTaTLKCA 


52 .561 


135 


HCV 3 a 


._. - 

Z 4i 




q ' " 


~A24~"" " 


" KYRLLS SSL' * " 


480.000" 


136 


HCV 3 a 


9 A 
A*± 


41 


g 


A24 


RYGAWLPTA 


10.000 


137 


HCV 3 a 


9 /I 
Z 41 


67 


10 


A3 


KMS S s VRAKY 


18.000 


138 


HCV 3 a 


9 A 
Z 4t 


71 


g 


B7 


SVRAKYRLL 


200.000 


1 on 


HLV 3 3. 


9 A 
A *± 


11 


g 


B7 


HVLTCGTVL 


20.000 




HCV 3 a 


24 


43 


g 


B7 


GAWLPTATL 


18.000 


1 A*t 

141 


HCV 3 a 


24 


71 


g 


B8 


SVRAKYRLL 


80.000 


1 AO 


IT/TIT 7 9 


24 


68 


g 


B 3501 


MS SS VRAKY 


10 . 000 




7 9 55 


24 


54 


g 


B_4403 


AEWGTSIIL 


12.000 


1 A A 


tj/~i\ 7 9 =a 

rit~ v j a 


9 R 
z o 


72 


10 


Al 


WTVPmCPRRY 


12.500 


1 AC 


ri^ v j a 


9 1? 


18 


g 


A 0201 


ILQPFLSGL 


317.403 


146 


HCV 3 a 


25 


9 9 
A A 


q 


A 0201 


S7 uowuoy x. x. 


34.279 


147 


HCV 3 a 


25 


7 


9 


A„0201 


WLQSVSRNL 


19.653 


148 


HCV 3a 


25 


42 


10 


A_0201 


IMYHqLSMDV 


273 .262 


149 


HCV 3 a 


25 


14 


10 


A_0201 


NLPSiLQPFL 


117.493 


150 


HCV 3a 


25 


17 


10 


A_0201 


SILQpFLSGL 


94.987 


151 


HCV 3a 


25 


22 


10 


A„0201 


FLSG1GQTTI 


47.991 


152 


HCV 3 a 


25 


25 


10 


A_0201 


GLGQtTILHC 


11.426 
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153 


HCV 3 a 


25 


154 


HCV 3a 


25 


155 


HCV 3a 


25 


156 


HCV 3 a 


25 


157 


HCV 3a 


25 


158 


HCV 3a 


25 


159 


HCV 3 a 


25 


160 


HCV 3 a 


25 


161 


HCV 3 a 


25 


162 


HCV 3 a 


25 


163 


HCV 3a 


25 


164 


HCV 3a 


25 


165 


HCV 3 a 


25 


166 


HCV 3a 


25 


167 


HCV 3 a 


25 


168 


HCV 3 a 


25 


169 


HCV 3a 


25 


170 


HCV 3a 


25 


171 


HCV 3 a 


25 


172 


HCV 3 a 


26 


173 


HCV 3a 


26 


174 


HCV 3 a 


26 


175 


HCV 3 a 


26 


176 


HCV 3 a 


26 


177 


HCV 3 a 


27 


i78 


HCV 3 a 


27 


179 


HCV 3 a 


27 


180 


HCV 3 a 


28 


181 


HCV 3 a 


29 


182 


HCV 3 a 


30 


183 


HCV 3 a 


30 


184 


HCV 3a 


30 


185 


HCV 3 a 


30 


186 


HCV 3 a 


30 


187 


HCV 3a 


31 


188 


HCV 3 a 


31 


189 


HCV 3 a 


31 


190 


HCV 3 a 


31 


191 


HCV 3 a 


31 


192 


HCV 3 a 


31 


193 


HCV 3 a 


31 


194 


HCV 3 a 


31 


195 


HCV 3 a 


31 


196 


HCV 3 a 


32 


197 


HCV 3 a 


32 


198 


HCV 3 a 


32 


199 


HCV 3a 


32 


200 


HCV 3a 


32 


201 


HCV 3 a 


32 


202 


HCV 3 a 


32 


203 


HCV 3 a 


32 


204 


HCV 3 a 


33 



6 

13 
31 
15 
11 
39 
74 
50 
56 
10 
56 
15 
11 
72 
5 

20 
10 

2 
2 
5 

20 

10 

2 

2 

1 

6 

6 

1 

1 

6 

13 
5 

12 
5 

16 
18 
12 
19 
19 
24 
18 
26 
26 
37 
37 
56 
60 
53 
53 
68 
17 



10 

10 

9 

9 

9 

9 

9 

9 

9 

10 
9 
9 
9 

10 
10 
9 

10 
10 
10 
10 
9 

10 
10 
10 
9 

10 

10 

9 

9 

9 

9 

10 

10 

10 

10 

10 

10 

9 

9 

10 

10 

10 

9 

9 

10 
10 
9 
9 

10 
10 
9 



A24 

A24 

A3 

B7 

B7 

B7 

B7 

B7 

B7 

B7 

B8 

B_3501 

B_3501 

B_4403 

A_0201 

A24 

A3 

B7 

B_3501 

A_0201 

A24 

A3 

B7 

B_3501 
A_0201 
B7 

B_3501 

A_0201 

B_4403 

A_0201 

A__0201 

A_0201 

A24 

B7 

B7 

B7 

B7 

B7 

B8 

A24 

A24 

Al 

Al 

Al 

Al 

A„0201 

A_0201 

A24 

A24 

B7 

B7 



RWLQsVSRNL 
RNLPsILQPF 
ILHCWTAGK 
LPSILQPFL 
VSRNLPSIL 
KLRIMYHQL 
VPMCPRRYV 
DVPYHHGAL 
GALRRSLLL 
SVSRnLPSIL 
GALRRSLLL 
LPSILQPFL 
VSRNLPSIIi 
WTVPmCPRRY 
ALTQ1SLNRT 
RYTNAATLN 
SLNRtSGWKR 
TPAA1TQLSL 
TPAAlTQLSL 
ALTQ1SLNRT 
RYTNAATLN 
SLNRtSGWKR 
TPAAlTQLSL 
TPAAlTQLSL 
MIWSWWPRV 
WPRVtASMRM 
WPRVtASMRM 
MLHSPPTTL 
MDHSPVRNF 
QQLQAHHFL 
FLQAGVGSL 
AQQLqAHHFL 
HFLQaGVGSL 
AQQLqAHHFL 
~ WVRApVYRRL 
RAPVyRRLQL 
DVRGwVRAPV 
APVYRRLQL 
APVYRRLQL 
RLQLdQGGAL 
RAPVyRRLQL 
QLDQgGALRY 
QLDQGGALR 
LGEPCHAER 
LGEPcHAERR 
LVPGgLLCGV 
GLLCGWRA 
RYRLVPGGL 
RYRLvPGGLL 
AGQTcPGGDL 
GPTRVRCPL 
no hits 



16.800 
12.096 
60.000 
80.000 
40.000 
40.000 
27 . 000 
20.000 
12.000 
20.000 
16.000 
20.000 
15.000 
12.000 
17.140 
10.000 
12.000 
80.000 
20.000 
17.140 
10.000 
12.000 
80.000 
20.000 
229,4 
200 
120 
36,32 
15 
44, 08 
29,38 
11,91 
30 
12 
"200 
18 
15 
360 
16 
12 
12 
125 
10 
45 
22,5 
23, 8 
42,28 
560 
400 
18 
120 
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one 


HCV 


3a 


34 


4 


9 


B_3501 


RPPSVGPPL 


40 


U D 


HCV 


3a 


35 


50 


9 


Al 


IAEFSNCHK 


18 


zu / 


11 v_- V 


3 a 


35 


44 


10 


Al 


CSEGhRIAEF 


27 


208 




J a. 


35 


3 0 


g 


B7 


QPRFTNALC 


20 


o n o 


UPX 7 
riv_ V 


O a 
j a. 


35 


45 


g 


B_4403 


SEGHRIAEF 


80 




rlv_ v 


3a 


35 


19 


9 


B_4403 


DEQAHRIRI 


12 


on 


riL. V 


•3 a. 


•J -D 


51 


10 


B 4403 


AEFSnCHKPA 


12 


212 


HCV 


-j a 


-J o 


45 


10 


B 4403 


SEGHrlAEFS 


12 




HCV 


3a 


3 6 








no hits 




■4 JL4fc 


HCV 


3a 


37 


33 


10 


B7 


CASGkllSVL 


12 


215 


HCV 


3a 


6 / 




q 


XJ / 


A QRKT T SVIi 
riQUii J. J. J vJ-i 


12 


216 


HCV 


3a 


37 


16 


10 


B_4403 


EEKNnSAGRF 


60 


217 


HCV 


3a 


38 


15 


10 


Al 


GLELrLLVHR 


18 


218 


HCV 


3a 


38 


15 


10 


A3 


GLEL r IjIiVHR 


18 


219 


HCV 


3a 


38 


11 


10 


B7 


TGRSgLELRL 


40 


220 


HCV 


3a 


38 


8 


9 


B7 


RGRTGRSGL 


60 


221 


HCV 


3a 


38 


13 


9 


B_3501 


RSGLELRLL 


15 
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No. 


Strain 


ORF 


Start 


AA 


HLA 




Score 


1 


HCV 3 a 


1 








no ii J. Ufa 




2 


HCV 3 a 


2 


1 


9 


a no m 
A„U A U X 


JXLv Vilirlijyo V 


97 . 561 


3 


HCV 3 a 


2 


7 


9 


B J DUX 


n 7Trr , T\.TT ,pt . 


10 . 000 


4 


HCV 3 a 


3 


15 


9 


7\ no n i 
A UzUl 


UT.T.T.CfprPTJP 


84 . 555 


5 


HCV 3 a 


3 


8 


9 


a mm 


A "CTaT a n n OT7 T » 


18.962 


6 


HCV 3 a 


3 




Q 

y 


±5 / 


n\7T?T A"R'P , c?T> 


300 .000 


7 


HCV 3 a 


-2 

6 


O Q. 
A o 


q 


J3 / 


Vj JTX\. v X7S.X XX\-ri-ri 


20 .000 


8 


HCV 3 a 


3 


O 4 


Q 

y 


13 / 


P. A AnHAT T «T> 


12 .000 


9 


HCV 3 a 


3 


O Q 

A o 


Q 

y 


DO 




16 . 000 


10 


HCV 3 a 




O 4 


Q 

y 


X3 O DUX 


"R A ATjHATiTiTi 


12 .000 


11 


HCV 3 a 


3 


o 

O 


i n 
-L u 


A U Z U JL 


a TPTaT A ROPI iT i 


19 . 996 


12 


HCV 3 a 


3 


o 5 


t n 


a no ni 
A_U iUl 


J, Si Vr\.J.ri-C\.l7 OJJ 


12 .562 


13 


HCV 3 a 


3 


48 


XU 


r> / 


ir is. V ci 1 S«J V r\--L 


80 . 000 


14 


HCV 3 a 


3 


A O 

4o 


i n 
X u 


Jb J DUl 


oirrvvct i sJ. VXN.J. 


24 . 000 


15 


HCV 3 a 


3 


8 


1 n 
XU 


r5 44 UJ 




12 . 000 


16 


HCV 3 a 


4 


3 2 


9 


a no n i 
A UZ U X 




155 .527 


17 


HCV 3 a 


4 


6 


9 


A_02 01 


YIIRbt PAV 


83 .584 


18 


HCV 3 a 


4 


20 


9 


A3 


V V W F o FXJJKiS. 


15 . 000 


19 


HCV 3 a 


4 


o o 

A A 


y 


r> -3 jUI 


TaTP q PTYR K RW 
W ir o JriJr\_r\.k3 v v 


15. 000 


20 


HCV 3 a 


4 


39 


10 


A_0201 


TLjC o ilRilj JjCj V 


69 . 552 


21 


HCV 3 a 


4 


31 


10 


A__0 201 


KXXiVjITr 1 Liili 1 Xi 


46 . 544 


22 


HCV 3a 


4 


31 


10 


A24 


T)TT r^T-TTT T( 1 'T l T , 


12 . 000 


23 


HCV 3 a 


4 


24 


10 


B7 


S PDRKG WK1 Xi 


24.000 


24 


HCV 3 a 


5 


2 


9 


7\ O A 


RJrjyiK.ijAooJ-1 


14 . 400 


25 


HCV 3 a 


5 


2 


9 


B7 


TD TDTVITD T A OPT 


JLt *± \J • \J \J \J 


26 


HCV 3 a 


5 


2 


9 


B_3 501 


"D TIMTJ T J\ OPT 


40.000 


27 


HCV 3 a 


6 


30 


9 


B / 




80 000 


28 


HCV 3 a 


6 


3 0 


y 


Jd J DUi. 


O DVT3 "FT Q r>T .T > 


30 . 000 


29 


HCV 3 a 


6 


9 


10 


7\ no m 
A Uz UX 


P OT4"D -n TTaTTPTaTT . 


117 .457 


30 


HCV 3 a 


6 


o o 


*i n 
X U 


Jti J jUI 


■p QVRi7nTnpv 


20 . UUU~ 


31 


HCV 3 a 


7 


1 


9 


D 4 4 U J 


1 v 1Hj V Jr xi oi-ixir 


160 . 000 


32 


HCV 3 a 


8 


33 


Q 

y 


T3*7 

r> / 


^ ir Ji xa. w xiiM u 


80 . 000 


33 


HCV 3 a 


8 


15 


9 


Li / 


"HAT 7~PPPT-J AT> 
rl A V ir xr xr rxtt-i-j 


18.000 


34 


HCV 3 a 


8 


Ji 


Q 

y 


-DO 
ID O 


y JT O Hj Xa. V V XlX,>l ±J 


24. 000 


35 


HCV 3 a 


8 


33 


Q 

y 




y ir vxjZiISi WxliN i-i 


40 . 000 


36 


HCV 3 a 


8 


o_ n 


Q 

y 


r> /I /i no 

13 ,44 4 U j 


1M ill \J \J XT UCi XA. V V 


12 . 000 


37 


HCV 3 a 


8 


17 


10 


B7 


TTTJTJTlVi AT X r CT 

V ir Jr Jr JtlAXi v t> J_» 


80 000 

OU - \J \J \J 


38 


HCV 3a 


8 


17 


10 


B_3501 


VPPPhALVSL 


20.000 


39 


HCV 3 a 


9 








no hits 




40 


HCV 3 a 


10 


28 


9 


A_0201 


LQQSKDFFL 


117.457 


41 


HCV 3 a 


10 


44 


9 


A_0201 


SLLDVRGGL 


42.129 


42 


HCV 3a 


10 


1 


9 


A_0201 


MLVPEGLKL 


36.316 


43 


HCV 3 a 


10 


2 


9 


A_0201 


LVPEGLKLL 


29.965 


44 


HCV 3a 


10 


14 


9 


A24 


SYYGLNDSL 


240.000 


45 


HCV 3 a 


10 


15 


9 


A24 


YYGLNDSLL 


200.000 


46 


HCV 3 a 


10 


44 


9 


A24 


SIxLDVRGGL 


10.080 


47 


HCV 3a 


10 


8 


9 


A3 


KLLPVGSYY 


40.500 
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48 


HCV 3 a 


1 n 
J-U 


1 n 
J. u 


y 


xj / 


XJ-IT VNJO X 1 VJXJ 


80.000 


49 


HCV 3 a 


i n 

JLU 


*2 D 
J O 


Q 

y 


■R*7 


Xj VljX L.LIO 1 J 1 I 


20. 000 


50 


HCV 3 a 


1 n 

JLU 




Q 

y 


13 *7 
.D / 


TA7PFGT.TCT.T. 

XJ V IT Hi VJ J— UN 1 1 1 1 


20. 000 


51 


HCV 3 a 


10 


3 0 


Q 

y 


T3 -3 CHI 


v^oivuir r xjjlxj 


30.000 


52 


HCV 3 a 


10 


10 


y 


Jo -J o U JL 


±jJr Vvso X x \jLa 


20 . 000 


53 


HCV 3 a 


10 


A / 




7\ noni 


Q T .no G 'KTYE''E , T , 


681 .461 


54 


HCV 3 a 


10 


1 


J_ U 


a no n 1 


JXtJU V Jr fci xjJXU xj 


83 . 527 


55 


HCV 3 a 


10 


9 


10 


A UZUJL 


T ."T\Tj\ 7W CJ VVftlT , 

±jJ_iJt Vy o x xVjxj 


54 .474 


56 


HCV 3 a 


10 




1 n 
± U 


A U/U J. 


Drvt-J.17 X" ,1 1 Pi 1 1 


15 . 638 


57 


HCV 3 a 


10 


15 


i n 
1U 


7\ O /I 

Az2 4 


VVPT nTlCIT JiT. 
X X*JXJliiJJ3XJXJXJ 


200 . 000 


58 


HCV 3 a 


10 


14 


10 


A O A 

AZ4 


O X XVjXJJNJJoJ-IXJ 


200 000 


59 


HCV 3 a 


10 


34 


i n 

JLU 


Az4 


x 1 r xjxLiXJ Vu x 


50.400 


60 


HCV 3 a 


10 


23 


1 n 

JLU 


AJ 


xjIj o S xj v >s » 


30.000 


61 


HCV 3 a 


10 


6 


10 


A3 


f-<T "DWfCV 
<oxjivxjj_jr Vuo x 


16.200 


62 


HCV 3 a 


10 


32 


i n 
JLU 


r» yi / n*} 
Jo 4 4 U j 


iSAJr v xjxlixj vij x 


22 500 


63 


HCV 3 a 


10 


15 


10 


A24 


VVPT nnQT.T.T. 
X X OXJllXJkDXJXJXJ 


200 . 000 


64 


HCV 3 a 


10 


14 


10 


A24 


SYi GxjINIJJb xjIj 


onn nno 


65 


HCV 3 a 


10 


34 


10 


A24 


J? h IihjJL VGxL.1j 


50 .400 


66 


HCV 3 a 


10 


23 


10 


A3 


T T /-t/-i T CACA C17 

LLGGSLtQUbix 


30. 000 


67 


HCV 3a 


10 


6 


10 


A3 


GLKxjxjPVGSY 


i c. o nn 


68 


HCV 3 a 


10 


32 


10 


B_4403 


T/nnnl tit t rr^tTT" 

KDFF 1 E xjVG Y 


oo Rnn 


69 


HCV 3 a 


11 








no hits 




70 


HCV 3 a 


12 


27 


9 


A_0 201 


RAyGHr x 1 U V 


10 . 645 


71 


HCV 3 a 


12 


25 


9 


A24 


1 r KAybrir x* 


10 .000 


72 


HCV 3 a 


12 


6 


9 


B 3 501 


VPFFJUxliyGx 


40.000 


73 


HCV 3 a 


12 


15 


10 


A24 


Kx oxjH V JiiGxJlj 


5fi0 noo, 

J U u * u u U 


74 


HCV 3 a 


12 


1 


10 


B7 


IYLAenJJK V Jr ir Jr Ju 


12 .000 


75 


HCV 3 a 


12 


1 


10 


n Q 

DO 


IXlArUJ Jv V Jr Jr Jr J-j 


24 . 000 


76 


HCV 3 a 


12 


1 


1 n 
J_U 


B -3 3 U J. 


IXLAiSJJK V Jr Jr Jr J_i 


18 . 000 


77 


HCV 3 a 


13 


14 


9 


B / 


tjAl r^V-KJliJS.J_j 


18.000 


78 


HCV 3 a 


13 


19 


9 


T3 /i /i ni 
B 4 4Uj 


rCJiJXXj 1 Vbbl 


12 . 000 


79 


HCV 3 a 


13 


9 


10 


a noni 
A U zUl 


T \ 70 T5 y-> ft! 7i T 1 "D\ 7 
A. Jrp^Al Jr v 


10.346 


80 


HCV 3 a 


14 


5 


10 




VT T7AT TftTTVT C! "P t? 


18 . 000 


81 


HCV 3 a 


15 


32 


9 


B / 


AJr b xvU JJ J- bi ± 


24 . 000 


82 


HCV 3 a 


15 


1 


y 


xao 
rs / 


iXlJrJAJXArix>Jx\. ± 


2 0 ."00 0 " 


83 


HCV 3 a 


15 


3 2 


o 

y 


.D O jUI 


A Jr J3 XvU J-/ X v3 J. 


12 . 000 


84 


HCV 3 a 


15 


29 


i n 
J-U 


B / 


V Jr Jr AJJ ors.L-'xJ J. 


12.000 


85 


HCV 3 a 


15 


36 


10 


B 44 U J 


JJLJX^j 3. AoxN y V 


16 . 875 


86 


HCV 3 a 


16 


16 


9 


B / 


o Jr J:\x\l Jr Jr JnLL-v- 


30.000 


87 


HCV 3 a 


16 


3 


9 


B8 


G AK & K b K 1 


24.000 


88 


HCV 3 a 


16 


16 


10 


B / 


O T3 "D T\Tr-» "DXJ f* 1 T 1 

oJrKiMP JrJrlV-.^. 1 


30.000 


89 


HCV 3 a 


17 


43 


9 


B 44 U J 


T7 1 T~ TA f" 1 T^T\ 71VT 

CJi J-JJt— 1 W Vi y l 


30.000 


90 


HCV 3 a 


17 


35 


9 


B 4403 


MhHJrJriijJivJ^ 


12.000 


91 


HCV 3 a 


17 


50 


9 


7\ no nt 
A KjAkjL 


VluJr JX Jr V W J- V 


fi0"3 95? 

U U J . _J ^-i 


92 


HCV 3 a 


17 


A 


y 


a no n 1 

A U ZUl 


\J\J VVXuXjXJXTuiTk V 


134 . 619 


93 


HCV 3 a 


17 


4 


9 


A_0201 


T«7>jTT T 7V 7V T 7Tn ~T~ 

WMDJj AA V 1 JL 


i to 0 AO 


94 


HCV 3 a 


17 


49 


9 


A_0201 


WVMPKPVWI 


85.454 


95 


HCV 3 a 


17 


56 


9 


A__0201 


WIVDHAAGC 


12.883 


96 


HCV 3a 


17 


32 


9 


B7 


EPTHEHPHL 


80.000 


97 


HCV 3 a 


17 


71 


9 


B7 


TPAVCGLRM 


20.000 


98 


HCV 3a 


17 


67 


9 


B7 


GPRTTPAVC 


20.000 


99 


HCV 3 a 


17 


23 


9 


B7 


VASGGKPVL 


12.000 
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100 


HCV 3a 


17 


71 


9 


B_3501 


TPAVCGLRM 


40.000 


101 


HCV 3a 


17 


32 


9 


B_3501 


EPTHEHPHL 


30.000 


102 


HCV 3 a 


17 


37 


9 


B_3501 


HPHLEQCEI 


12.000 


103 


HCV 3a 


17 


43 


9 


B_4403 


CEIDCTWVM 


30.000 


104 


HCV 3 a 


17 


35 


9 


B_4403 


HEHPHLEQC 


12.000 


105 


HCV 3a 


17 


44 


10 


Al 


EIDCtWVMPK 


50.000 


106 


HCV 3 a 


17 


49 


10 


A_0201 


WVMPkPVWIV 


732.572 


107 


HCV 3 a 


17 


6 


10 


A_0201 


LLAAvTIFDI 


236.595 


108 


HCV 3 a 


17 


1 


10 


A_0201 


MQ QWmLLAAV 


27.573 


109 


HCV 3 a 


17 


41 


10 


A„0201 


EQCEiDCTWV 


11.926 


110 


HCV 3a 


17 


44 


10 


A3 


EIDCtWVMPK 


10.800 


111 


HCV 3 a 


17 


9 


10 


B7 


AVTIFDIAAL 


60.000 


112 


HCV 3 a 


17 


71 


10 


B_3501 


TPAVc GLRMF 


20.000 


113 


HCV 3 a 


17 


40 


10 


B_4403 


LEQCelDCTW 


12.000 


114 


HCV 3 a 


18 


4 


9 


A_02 01 


KQPSYEPGV 


24.681 


115 


HCV 3 a 


18 


32 


9 


A_0201 


NQLQFLLGA 


16.289 


116 


HCV 3 a 


18 


15 


9 


A_0201 


IjITVQGSAV 


16.258 


117 


HCV 3a 


18 


30 


9 


A_02 01 


GVNQLQFLL 


10.841 


118 


HCV 3 a 


18 


7 


9 


A24 


SYEPGVYGL 


360.000 


119 


HCV 3 a 


18 


36 


9 


A3 


FLLGAHTKK 


45.000 


120 


HCV 3a 


18 


30 


9 


B7 


GVNQLQFLL 


20.000 


121 


HCV 3 a 


18 


5 


9 


B_3501 


QPSYEPGVY 


60.000 


122 


HCV 3a 


18 


44 


9 


B_3501 


KASKPSGGM 


12.000 


123 


HCV 3 a 


18 


36 


10 


A_0201 


FLLGaHTKKA 


84.555 


124 


HCV 3 a 


18 


14 


10 


A_02 01 


GLITvQGSAV 


69.552 


125 


HCV 3 a 


18 


28 


10 


A_0201 


AIGVnQLQFL 


37.157 


126 


HCV 3a 


18 


7 


10 


A24 


SYEPgVYGLI 


126.000 


127 


HCV 3 a 


18 


25 


10 


B7 


VPRAi GVNQL 


800.000 


128 


HCV 3 a 


18 


28 


10 


B7 


AIGVnQLQFL 


12.000 


129 


HCV 3a 


18 


25 


10 


B8 


VPRAi GVNQL 


16.000 


130 


HCV 3 a 


18 


25 


10 


B_3501 


VPRAi GVNQL 


60.000 


131 


HCV 3 a 


19 


10 


9 


A3 


GLGHPQDVR 


18.000 


132 


HCV 3 a 


19 


2 


10 


B7 


GPGYyVEQGL 


80.000 


133 


HCV 3 a 


19 


2 


10 


B_3501 


GPGYyVEQGL 


20.000 


134 


" HCV 3a " 


*~20~ 


34"" 


"9 


"~A24 " 


"ryaagcvqn 


10.000" 


135 


HCV 3a 


20 


39 


9 


B7 


CVQNDVIGL 


20.000 


136 


HCV 3 a 


20 


23 


9 


B7 


PARGYIWL 


12.000 


137 


HCV 3 a 


20 


22 


10 


B7 


GPARgYIWL 


80.000 


138 


HCV 3 a 


20 


22 


10 


B_3501 


GPARgYIWL 


20.000 


139 


HCV 3 a 


21 


65 


9 


A_0201 


LITIEGPRV 


16.258 


140 


HCV 3 a 


21 


83 


9 


A_0201 


ALTRLGDRL 


10.468 


141 


HCV 3 a 


21 


57 


9 


B7 


EPPCPPAAL 


120.000 


142 


HCV 3a 


21 


79 


9 


B7 


GPASALTRL 


80.000 


143 


HCV 3 a 


21 


83 


9 


B7 


ALTRLGDRL 


12.000 


144 


HCV 3 a 


21 


57 


9 


B_3501 


EPPCPPAAL 


20.000 


145 


HCV 3 a 


21 


79 


9 


B_3501 


GPASALTRL 


20.000 


146 


HCV 3 a 


21 


68 


9 


B_4403 


IEGPRVPGL 


24.000 


147 


HCV 3 a 


21 


14 


9 


B_4403 


DERDVPHEV 


18.000 


148 


HCV 3a 


21 


64 


10 


A_0201 


ALITi EGPRV 


69.552 


149 


HCV 3a 


21 


75 


10 


A_0201 


GLSPgPASAL 


21.362 


150 


HCV 3a 


21 


86 


10 


A_0201 


RLGDrLSSSA 


20.369 


151 


HCV 3 a 


21 


43 


10 


A_0201 


VIWApRWTGA 


16.386 
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1 

13/ 


tlK^ V -J a. 


21 


82 


10 


B7 


SALTrLGDRL 


12.000 




X1L.V -3 ex 


21 


57 


10 


37 


EPPCpPAALI 


12.000 




riv^V J d 


21 


68 


10 


B 4403 


IEGPrVPGLS 


12.000 




nL. V j a. 


22 


14 


9 


A 0201 


QGSDPWWSV 


23 .734 


tec 


I1L.V j cl 


2 2 


5 


g 


B 3501 


FPREDRSSS 


18.000 


157 


HCV 3 a. 


9 9 

ZZ 


15 


10 


Al 


GSDPwWSVAS 


15.000 




TJPT7 9 -n 

rlL-V j ex 


22 


13 


10 


A 0201 


SQGSdPWWSV 


89.910 


-ICQ 

xr>y 


WV.V j cl 


z J 


2 


9 


A 0201 


SMTLSRTPL 


15.428 


160 


HCV 3 a 


9 7 
Z o 




10 


B7 


MSMTLSRTPL 


18.000 


lol 


HCV 3 a. 


9 7 
Z 3 


g 


10 


B 3501 


TPLPgRGAPW 


10.000 


162 


HCV 3 a 


9 /I 
Z ^fc 


A9 
«±z 


g 


A 0901 


qXjVVHNPEL 


21.362 


163 


HCV 3 a 


9 A 




9 


B7 


WRHIHGOL 


200.000 


164 


HCV 3 a 


9 A 
Z *± 


R7 


9 


B7 


GPTVEDCSL 


80.000 


lbo 


HCV 3 a 


9 A 

Z 


53 


9 


B 3501 


GPTVEDCSL 


30.000 


lob 


riv. V 3 ct 


24 


26 


9 


B 4403 


EEGPAERPV 


12.000 


1 CI 

lo / 


rlL. V -3 a. 


24 


23 


10 


Al 


SSEEeGPAER 


27.000 


168 


HCV 3 a 


9 A 
Z4t 


7 A 


10 


B7 


VWRliIHGQL 


20. 000 




HL. V o a 


9 A 
Z *± 


Q 
-> 


10 


B7 


TPRTllWNRPA 


20.000 


170 


HCV 3 a 


OA 


j D 


10 


B7 


WRH i HGOLV 


10.000 


171 


HCV 3 a 


9 /l 
Z 4t 


O u 


X u 


B 4403 


aERPvWRHI 


72 . 000 


172 


HCV 3 a 


9 R 
ZD 








no In i t* ^ 

11 W 11 J- K> 




173 


HCV 3 a 


9 £ 
Z D 








no "hi t"F5 

11U 11J. 




174 


HCV 3 a 


z / 








no hi fc: 




175 


HCV 3 a 


Z O 




Q 






54 .772 


176 


HCV 3 a 


9 Q 

z y 


X / 




A_02 01 


T.TiLPRKDSV 


214 .366 


177 


HCV 3 a 


9 Q 

zy 


1 Q 

xy 


q 


B7 


T.P'RK'DSVST 


20 . 000 


178 


HCV 3 a 


9 Q 

z y 




q 
-> 


B7 


Xvii XT jTX JL 1\ JT V-» J- 


12 . 000 


179 


HCV 3 a 


29 


30 


9 


B_3501 


RPPATRPCI 


16.000 


180 


HCV 3 a 


9 Q 

Z j 


16 


10 


A 0201 


RLLLpRKDSV 


126 . 098 


181 


HCV 3 a 


9 Q 

zy 


x o 


10 


A_0201 


LLPRkDSVST 


12.668 


182 


HCV 3 a 




~> 


9 


A 0201 


YLGPYGHDV 


319 . 939 


183 


HCV 3 a 




12 


g 


B7 


DVGCGKPHL 


20.000 


184 


HCV 3 a 




1 

x o 


9 


37 


WNRSVWHQL 


40 . 000 


185 


HCV 3 a 




q 


q 


B 3501 


R PRET YRRW 

XV XT l\l_l X X -LVXVY V 


120 . 000 


186 


rl^V .5 a. 




15 


10 


A24 


"~ RWNRsVWHQL~ 


16.800 


X O / 


riL-V -3 cl 


3 1 


g 


10 


B 3501 


RPRE t YRRWN 


24.000 


188 


TJpt T O 

riV^V -j a. 


-3 X 


4 


10 


B 3501 


RSNPrPRETY 


20.000 


my 


riv^V O cl 


7 9 
J z 


41 


g 


B 4403 


EELNCQRKM 


12.000 


190 


HCV 3 a 


32 


23 


10 


B7 


RCRSgHEGIL 


40.000 


191 


HCV 3 a 


32 


11 


10 


B7 


VPRKrPGPLC 


30.000 




rU_ V -J a. 


7 9 
J> z 


10 


10 


37 


LVPRkRPGPL 


20.000 




TT/-IT T O 

rlL- V j a. 










no hits 






rit^V .3 a. 


-J 


19 


g 


3 3501 


RAPHHTGCM 


12.000 


1 QR 


-tlL. V J a. 


3 ft 


20 


9 


3 3501 


APHHTGCMW 


10.000 


196 


Xlv, V J cl 


34 


7 


10 


A 0201 


GMDSrPCSGV 


20.093 


197 


HCV 3 a 


5 D 








no Vi i i~ Q 

11 VJ 1 1 J_ Ok3 




198 


HCV 3 a 


36 








no hits 




199 


HCV 3a 


37 


27 


9 


Al 


RAEPRTGLR 


90.000 


200 


HCV 3 a 


37 


27 


10 


Al 


RAEPrTGLRS 


45.000 


201 


HCV 3 a 


37 


10 


10 


Al 


ATLPtRSPHY 


25.000 


202 


HCV 3a 


37 


25 


10 


B7 


GTRAePRTGL 


90 .000 


203 


HCV 3 a 


37 


3 


10 


B7 


GSRAgTGATL 


40.000 
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204 


HCV 3a 


37 


29 


10 


B7 


EFR1 CfijRSDA 


205 


HCV 3a 


37 


3 


10 


B__3501 


G SRAgTGATL 


206 


HCV 3 a 


37 


10 


10 


B_4403 


ATLP tRSPHY 


207 


HCV 3 a 


38 


8 


9 


Al 


GLEAARHSY 


208 


HCV 3a 


38 


8 


9 


A3 


GLEAARHSY 


209 


HCV 3 a 


38 


1 


9 


B7 


MALPGGGGL 


210 


HCV 3a 


39 








no hits 


211 


HCV 3 a 


40 


26 


9 


A_0201 


LVLVRTAQL 


212 


HCV 3 a 


40 


11 


9 


A_0201 


QMDKSNWPA 


213 


HCV 3 a 


40 


20 


9 


A24 


RGSGVSLVL 


214 


HCV 3a 


40 


27 


9 


A3 


VLVRTAQLK 


215 


HCV 3a 


40 


26 


9 


B7 


LVLVRTAQL 


216 


HCV 3 a 


40 


18 


9 


B7 


PARGSGVSL 


217 


HCV 3 a 


40 


10 


10 


A_0201 


NQMDkSNWPA 


218 


HCV 3a 


40 


25 


10 


A_0201 


S LVL vRTAQL 


219 


HCV 3 a 


40 


27 


10 


A3 


VLVRtAQLKR 


220 


HCV 3a 


40 


17 


10 


B7 


WPARgSGVSL 


221 


HCV 3a 


40 


3 


10 


B7 


FPPTpTVNQM 


222 


HCV 3 a 


40 


3 


10 


B_3 501 


FPPTpTVNQM 


223 


HCV 3 a 


40 


17 


10 


B_3501 


WPARgSGVSL 


224 


HCV 3a 


41 


1 


9 


A_0201 


MIAGKSSGV 


225 


HCV 3a 


42 


19 


9 


A_0201 


MMMLPNQEL 


226 


HCV 3 a 


42 


20 


9 


A_0201 


MMLPNQELT 


227 


HCV 3 a 


42 


7 


9 


A_0201 


IITMRTQMV 


228 


HCV 3 a 


42 


14 


9 


B7 


MVGAYMMML 


229 


HCV 3a 


42 


19 


9 


B7 


MMMLPNQEL 


230 


HCV 3 a 


42 


1 


9 


B_4403 


MEKKCVIIT 


231 


HCV 3 a 


42 


21 


10 


A__0201 


MLPNqELTGV 


232 


HCV 3a 


42 


18 


10 


A_0201 


YMMMl PNQEL 


233 


HCV 3 a 


42 


13 


10 


A„0201 


QMVG a YMMML 


234 


HCV 3 a 


42 


19 


10 


A_0201 


MMMLpNQELT 


235 


HCV 3a 


42 


6 


10 


A„0201 


VI ITmRTQMV 


236 


HCV 3 a 


42 


13 


10 


A3 


QMVG a YMMML 


237 


HCV 3 a 


42 


18 


10 


B7 


YMMML PNQEL 


238 


HCV 3 a 


43 


13 


9 


A w 0201 


VSYENPKGV 


239 


HCV 3 a 


43 


14 


9 


A24 


SYENPKGVF 


240 


HCV 3 a 


43 


20 


9 


B7 


GVFFEVHIL 


241 


HCV 3 a 


43 


17 


9 


B_3501 


NPKGVFFEV 


242 


HCV 3 a 


43 


15 


9 


B_4403 


YENPKGVi 1 b 


243 


HCV 3a 


43 


7 


9 


B„4403 


VESKQRVSY 


244 


HCV 3 a 


43 


6 


10 


Al 


T VE S XQRVS Y 


245 


HCV 3 a 


43 


14 


10 


A24 


SYENpKGVFF 


246 


HCV 3 a 


43 


19 


10 


A24 


KGVF E E VH J. Li 


247 


HCV 3 a 


43 


13 


10 


B_3501 


VS YEn PKG VF 


248 


HCV 3 a 


44 


16 


9 


A_0 201 


SQTERIWLM 


249 


HCV 3a 


44 


35 


9 


A_0201 


ALYPNFDRA 


250 


HCV 3 a 


44 


1 


9 


A_0201 


MMWGIGW 


251 


HCV 3 a 


44 


29 


9 


B_4403 


KERTSFALY 


252 


HCV 3 a 


44 


1 


10 


A_0201 


MMWglGVW 


253 


HCV 3 a 


44 


26 


10 


A__0201 


LLDKeRTSFA 


254 


HCV 3a 


44 


20 


10 


A3 


RIWLmALLDK 


255 


HCV 3 a 


44 


14 


10 


B_3501 


KSSQtERIWL 



PCT/EP2003/008112 



30.000 
15.000 
24.000 
45.000 
12.000 
12.000 

11.757 
10.764 
11.200 
30.000 
20.000 
12.000 
57.308 
21.362 
12.000 
80.000 
20.000 
40.000 
20.000 
16.258 
97.045 
16.588 
16.258 
20.000 
18.000 
12.000 
271.948 
262.591 
35.485 
16.588 
16.258 
12.150 
18.000 
10-126 
150.000 
20.000 
12.000 
120.000 
120.000 
90.000 
150.000 
12.000 
10.000 
35.624 
14.801 
10.468 
120.000 
35.012 
18.580 
30.000 
15.000 
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256 


HCV 3 a 


44 


15 


10 


a j jui 


oo^ 1 fc;rv-L Vy J-ii v l 


10.000 


257 


HCV 3 a 


45 


7 


9 


a no m 

A UZU± 


TTrpT "p\ 7V "Q CCT 1 

r l Jjl^Arvor 1 J. 


39 .723 


258 


HCV 3 a 


45 


1 


9 


7v noni 


JXlVOJXLtvAf 1 J-l 


18 . 430 


259 


HCV 3 a 


45 


13 


9 


A O A 

AZ4 


bf ± Or x\ 1 VXJ 


20 . 000 


260 


HCV 3a 


45 


6 


9 


-TV O / 

Az4 


A-f IJjUArtor 


10.000 


261 


HCV 3 a 


45 


L 


y 


tan 


1\L V Ol XXVtt-C JL -LJ 


20. 000 


262 


HCV 3 a 


45 


Q 

y 


Q 

y 


•n / yt n ^ 




15 . 000 


263 


HCV 3 a 


A C 


1 o 
J.Z 


J- u 


TD O cm 

13 ~> JUl 


rvu X" X o X J. VJJ 


10 . 000 


264 


HCV 3 a 


4o 




q 
y 


Al 




10. 000 


265 


HCV 3 a 


46 


Z / 


Q 

y 


a no m 


X Xl^iJOXlOiJ X 


17 .140 


266 


HCV 3 a 


4 6 


101 


y 


JD / 


Ox-lXAj.\J.£-iJ-iXJ X XJ 


120 . 000 


267 


HCV 3 a 


46 


b4 


Q 

y 


iO / 


O JriroxLiOva x xj 


80 . 000 


268 


HCV 3 a 


46 


78 


Q 

y 


•D n 
H / 


L VijI XT fi Pi Pi 1 1 


30 . 000 


269 


HCV 3 a 


46 


101 


y 


-rj Q 


ox\x^xNi-l-ttJ-J X XJ 


16 . 000 


270 


HCV 3 a 


46 


<Z A 

b4 


Q 

y 


D 3 DUX 


o Ir jroxljijvj X xj 


30 . 000 


271 


HCV 3 a 


46 


84 


y 


±i 4fc j 




80 . 000 


272 


HCV 3 a 


46 


56 


9 


o 4 4U j 


ij ill rix> o Hj o u o 


12 . 000 


273 


HCV 3 a 


46 


8 


1 n 


a no m 
A, UzUl 


AT.'HTnitrT'R A P\7 


69 . 552 


274 


HCV 3a 


46 


27 


10 


A_0201 


TDC&SLibijTV 


69 . 552 


275 


HCV 3 a 


46 


33 


10 


A_0201 


SLTVdQESQL 


21.362 


276 


HCV 3 a 


46 


70 


10 


A_0201 


GTLEvVLDCV 


16.515 


277 


HCV 3 a 


46 


19 


10 


A24 


EYDIeQQTTL 


200.000 


278 


HCV 3a 


46 


46 


10 


B7 


SPGSpSRGGM 


30.000 


279 


HCV 3a 


46 


100 


10 


B7 


ASARnAADTL 


12.000 


280 


HCV 3 a 


46 


46 


10 


B_3501 


SPGSpSRGGM 


40.000 



281 


HCV 3 a 


46 


83 


10 


B_4403 


EEELf SSCGF 


40.000 


282 


HCV 3 a 


47 


2 


10 


A3 


LLPIsCRHNK 


20.000 


283 


HCV 3 a 


47 


3 


10 


B7 


LP I S cRHNKIi 


80.000 


284 


HCV 3a 


47 


6 


10 


B8 


SCRHnKLAFT 


16.000 


285 


HCV 3 a 


47 


3 


10 


B8 


LPIScRHNKL 


16.000 


286 


HCV 3 a 


47 


3 


10 


B_3501 


LPIScRHNKL 


20.000 


287 


HCV 3 a 


48 


11 


9 


B7 


HVRGPASRM 


75.000 


288 


HCV 3 a 


48 


14 


9 


B_3501 


GPASRMDPF 


20.000 


289 


HCV 3 a 


48 


3 


10 


A_0201 


KVPChMLAHV 


48.991 


290 


HCV 3 a 


48 


"~14 


lb 


"~B_35~6l 


GPASrMDPFF" 


2"o : 000 


291 


HCV 3 a 


49 


10 


9 


A_0201 


IILAESHDLi 


18.476 


292 


HCV 3 a 


49 


29 


9 


A_0201 


QMIRSQSSL 


15.428 


293 


HCV 3 a 


49 


32 


9 


A24 


RSQSSLQGL 


14.400 


294 


HCV 3 a 


49 


11 


9 


A3 


ILAESHDLK 


30.000 


295 


HCV 3 a 


49 


4 


9 


B7 


SPGSAGIIL 


80.000 


296 


HCV 3 a 


49 


4 


9 


B_3501 


SPGSAGIIL 


20.000 


297 


HCV 3 a 


49 


32 


9 


B_3501 


RSQSSLQGL 


10.000 


298 


HCV 3 a 


49 


28 


10 


B7 


SQMIrSQSSL 


12.000 


299 


HCV 3 a 


50 


123 


9 


Al 


VTEAVNAIR 


45.000 


300 


HCV 3 a 


50 


104 


9 


Al 


ATHPPSMLK 


25.000 


301 


HCV 3 a 


50 


47 


9 


Al 


GSSPPMILK 


15.000 


302 


HCV 3 a 


50 


109 


9 


A_0201 


SMLKNIVWL 


722.126 


303 


HCV 3a 


50 


95 


9 


A_0201 


ELWGPAKWV 


238.129 


304 


HCV 3 a 


50 


110 


9 


A_0201 


MLKNIVWLV 


71.386 


305 


HCV 3 a 


50 


148 


9 


A_0201 


WIPLTKFHI 


38.273 


306 


HCV 3 a 


50 


122 


9 


A_0201 


LVTEAVNAI 


14.634 


307 


HCV 3 a 


50 


116 


9 


A_0201 


WLWRGLVT 


14.054 
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308 


HCV 3 a 


50 


161 


9 






12.848 


309 


HCV 3 a 


c n 
bU 


1 Q 

j.y 


y 


a n9f>1 


CJMAAHTTPT 

OL'inrUli. X XT JL 


12.379 


310 


HCV 3 a 


50 


±±<t 


y 


a n9 m 


T\7WIAA7RC4T ■ 

JL v VVi-i V V IWjU 


12.132 


311 


HCV 3 a 


50 


1 A 


Q 




TT»PRPTPPM 


11.426 


312 


HCV 3 a 


50 


174 






QMT A f" 1 PTflA 7 A 

Dl'J X XX V_.VV V JM. 


11.033 


313 


HCV 3 a 


50 


1 Q Q 

loo 


Q 

y 


A u ^ U J. 


■RTF^TiNTaFWA 

£v J. X 1J1\ V V V vxa 


10.531 


314 


HCV 3 a 


50 


146 


Q 

y 




P VWT PT .TK"?? 
xx X vvx, xt xj x xvx* 


220 . 000 


315 


HCV 3 a 


50 


129 


o 

y 




aTRDATARTi 
^ j_ xvi-'.rt. x JT.V3XJ 


120. 000 


316 


HCV 3 a 


50 


1 A *3 

143 


Q 

y 


xj / 


RPARYWIPL 

L\.jTJt%-l\. x vu J~ x xj 


80.000 


317 


HCV 3 a 


50 


62 


Q 

y 


Ta*7 


TPAPYPARM 

X Xrjrix X rrilu'l 


20.000 


318 


HCV 3 a 


50 


75 


9 


Ta"7 
13 / 


T.PRPTPPMA 
xj Jrxvir x, lr Jr J/Xrl 


20 . 000 


319 


HCV 3 a 


50 


114 


9 


a / 


T\7Ta7T A ATP fiTi 

X, VVVXJ V VXVVJXJ 


20 . 000 


320 


HCV 3 a 


50 


103 


9 


hi / 


V jtt. X Xl XT XT O J.UXJ 


18 . 000 


321 


HCV 3 a 


50 


27 


9 


a i 


x x JtA-nlrVjxJOi'i 


15. 000 


322 


HCV 3a 


50 


67 


9 


■a n 


r^AlvLUo dJa x xj 


12 . 000 


323 


HCV 3 a 


50 


143 


9 


B o DUl 


PPSPVTaTTPTi 
r\.£rl\x\. x W X jtxj 


40 . 000 


324 


HCV 3 a 


50 


62 


9 


B_3 501 


TPAF x FAKJXL 


40 . 000 


325 


HCV 3 a 


50 


186 


9 


B_3501 


NPRTFSLNW 


30.000 


326 


HCV 3a 


50 


58 


9 


B_3501 


KAPETPAPY 


24.000 


327 


HCV 3 a 


50 


94 


9 


B_4403 


EELWGPAKW 


36.000 


328 


HCV 3 a 


50 


141 


9 


B_4403 


VERPARYWI 


12.000 


329 


HCV 3 a 


50 


109 


10 


A_0201 


SMLKnIVWLV 


3.206.057 


330 


HCV 3 a 


50 


157 


10 


A_0201 


CLCQkASSFC 


27.324 



331 


HCV 3 a 


50 


121 


10 


A_0201 


GLVTeAVNAI 


23.995 


332 


HCV 3 a 


50 


114 


10 


A_0201 


IVWLvVRGLV 


11.163 


333 


HCV 3 a 


50 


87 


10 


A24 


KPLTtNAEEL 


13 .200 


334 


HCV 3 a 


50 


45 


10 


B7 


AVGSsPPMIL 


90.000 


335 


HCV 3 a 


50 


66 


10 


B7 


YPARmSSKTL 


80.000 


336 


HCV 3a 


50 


87 


10 


B7 


KPLTtNAEEL 


80.000 


337 


HCV 3 a 


50 


149 


10 


B7 


IPLTkFHICL 


80.000 


338 


HCV 3 a 


50 


80 


10 


B7 


PPMAaPAKPL 


36.000 


339 


HCV 3 a 


50 


75 


10 


B7 


LPRPi PPMAA 


30.000 


340 


HCV 3 a 


50 


102 


10 


B7 


WVAThPPSML 


30.000 


341 


HCV 3 a 


50 


11 


10 


B7 


SPGPtCRRSM 


30.000 


342 


HCV 3 a 


50 


128 


10 


B7 


NAIRdATAGL 


12.000 


343 


HCV 3 a 


50 


118 


10 


B7 


WRG1VTEAV 


10.000 


344 


HCV 3 a 


50 


11 


10 


B_3501 


SPGPtCRRSM 


40.000 


345 


HCV 3 a 


50 


87 


10 


B_3501 


KPLTtNAEEL 


40.000 


346 


HCV 3 a 


50 


186 


10 


B_3501 


NPRTf SLNWW 


30 . 000 


347 


HCV 3 a 


50 


149 


10 


B_3501 


IPLTkFHICL 


20.000 


348 


HCV 3a 


50 


66 


10 


B_3501 


YPARmSSKTL 


20.000 


349 


HCV 3 a 


50 


163 


10 


B_3501 


SSFCqLVATM 


10.000 


350 


HCV 3 a 


50 


33 


10 


B_3501 


DSMAgNRLTM 


10. 000 


351 


HCV 3a 


50 


43 


10 


B_3501 


SSAVgSSPPM 


10.000 


352 


HCV 3 a 


50 


93 


10 


B_4403 


AEELwGPAKW 


36.000 


353 


HCV 3 a 


50 


94 


10 


B_4403 


EELWgPAKWV 


18 . 000 


354 


HCV 3 a 


50 


124 


10 


B_4403 


TEAVnAIRDA 


12 - 000 


355 


HCV 3a 


51 


6 


9 


B_4403 


CEHSSISSY 


120 . 000 


356 


HCV 3a 


51 


5 


10 


Al 


ACEHsSISSY 


45.000 


357 


HCV 3 a 


52 


3 


9 


A_0201 


AMTYFVMGC 


31.359 


358 


HCV 3 a 


52 


7 


9 


A_0201 


FVMGCDKQI 


15.537 


359 


HCV 3a 


52 


23 


9 


A24 


RYKRGVGPC 


10.000 



WO 2004/011650 



PCT/EP2003/008112 















- 129 - 




360 


HCV 3a 


52 


27 


9 


B7 


GVGPCSVGL 


20.000 


361 


HCV 3a 


52 


35 


9 


B8 


LSRTRHFHV 


12.000 


362 


HCV 3 a 


52 


34 


10 


A_0201 


GLSRtRHFHV 


403 .402 


363 


HCV 3 a 


52 


23 


10 


A24 


RYKRgVGPCS 


14.000 


364 


HCV 3 a 


52 


26 


10 


A24 


RGVGpCSVGL 


12.000 


3 65 


HCV 3 a 


52 


15 


10 


B_3501 


ISFWtGPNRY 


10.000 


366 


HCV 3 a 


53 


21 


9 


Al 


MTESKSPVY 


225.000 


367 


HCV 3 a 


53 


20 


9 


A_0201 


SMTESKSPV 


205.951 


368 


HCV 3 a 


53 


46 


9 


A_0201 


GMTDTSRPL 


12.651 


369 


HCV 3 a 


53 


17 


9 


A3 


TLQSMTESK 


20.000 


370 


HCV 3 a 


53 


13 


9 


B„3501 


CSTATLQSM 


10.000 


371 


HCV 3a 


53 


45 


10 


B7 


VGMTdT SRPL 


12.000 


372 


HCV 3a 


53 


23 


10 


B_3501 


ESKSpVYPVM 


30.000 


373 


HCV 3a 


53 


9 


10 


B_3501 


KSTYc STATL 


10.000 


374 


HCV 3a 


53 


22 


10 


B_4403 


TESKsPVYPV 


12.000 


375 


HCV 3 a 


54 


7 


9 


A_0201 


VMLPGGVRV 


315.959 


376 


HCV 3a 


54 


6 


10 


A_0201 


TVMLpGGVRV 


22.517 


377 


HCV 3a 


54 


8 


10 


A3 


MLPGgVRVAK 


45.000 


378 


HCV 3a 


54 


12 


10 


B7 


GVRVaKTVSL 


200.000 


379 


HCV 3 a 


54 


12 


10 


B8 


GVRVaKTVSL 


80.000 


380 


HCV 3 a 


55 


12 


9 


B_4403 


DGFSTRTVY 


13.500 


381 


HCV 3 a 


55 


5 


10 


B_3501 


KPSVaATDGF 


40.000 


382 


HCV 3 a 


55 


11 


10 


B_4403 


TDGFsTRTVY 


22.500 


383 


HCV 3a 


55 


2 


10 


B_4403 


KEPKpSVAAT 


12.000 


384 


HCV 3 a 


56 


40 


9 


A_0201 


GLGLSKLAV 


69.552 


385 


HCV 3 a 


56 


65 


9 


A24 


KYKSAEPQA 


10.000 


386 


HCV 3 a 


56 


45 


9 


A3 


KLAVESPLR 


12.000 


3 87 


HCV 3 a 


56 


33 


9 


B7 


EPLRQARGL 


80.000 


388 


HCV 3 a 


56 


8 


9 


B7 


TPLVHTAAL 


80.000 


389 


HCV 3a 


56 


2 


9 


B7 


NCRAFATPL 


40.000 


390 


HCV 3 a 


56 


2 


9 


B8 


NCRAFATPL 


16.000 


391 


HCV 3 a 


56 


8 


9 


B_3501 


TPLVHTAAL 


20.000 


392 


HCV 3a 


56 


33 


9 


B_3501 


EPLRQARGL 


20.000 


393 


HCV 3 a 


56 


58 


9 


B„3501 


TSASRVTKY 


10.000 


394 


HCV 3 a 




49 


~9~ 


" B_3501 


ESPLRRAGM 


10.000 


395 


HCV 3 a 


56 


58 


9 


B_4403 


TSASRVTKY 


40.500 


396 


HCV 3 a 


56 


68 


10 


Al 


SAEPqAHGSR 


90.000 


397 


HCV 3 a 


56 


56 


10 


A3 


GMTSaSRVTK 


60.000 


398 


HCV 3 a 


56 


45 


10 


A3 


KLAVeSPLRR 


24.000 


399 


HCV 3 a 


56 


37 


10 


B7 


QARG1GLSKL 


120.000 


400 


HCV 3 a 


56 


70 


10 


B7 


EPQAhGSRDL 


80.000 


401 


HCV 3 a 


56 


7 


10 


B7 


AT PLvHT AAL 


12. 000 


402 


HCV 3 a 


56 


18 


10 


B7 


IPATcPEGHI 


12 .000 


403 


HCV 3 a 


56 


37 


10 


B8 


QARGLGLSKL 


16.000 


404 


HCV 3 a 


56 


34 


10 


B8 


PLRQaRGLGL 


16 . 000 


405 


HCV 3 a 


56 


70 


10 


B_3501 


EPQAhGSRDL 


20.000 


406 


HCV 3 a 


56 


43 


10 


B_3501 


LSKLaVESPL 


15.000 


407 


HCV 3a 


56 


57 


10 


B_4403 


MT S As RVTKY 


20.250 


408 


HCV 3 a 


57 


2 


9 


A_0201 


TLISMGLNI 


10.433 


409 


HCV 3 a 


57 


21 


9 


B„3501 


RPAAAQCCI 


16 .000 


410 


HCV 3 a 


57 


27 


9 


B_4403 


CCIGARWSY 


33.750 


411 


HCV 3 a 


57 


16 


10 


B8 


TARS LRP AAA 


16.000 
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412 


HCV 3 a 


r p 

D O 


1 


q 


Al 


TTERTSMOR 


11.250 


413 


HCV 3 a 


CO 

D o 


5 


q 


A 0201 


IIWKYFPPT 


38-458 


414 


HCV 3 a 


D O 


X 


q 


A3 


niiuiix -L v via. x 


27 .000 


415 


HCV 3 a 


CO 
JO 


3 


1 n 

X u 


a 0901 


IIWKvFPPIT 


22 .525 


416 


HCV 3 a. 


C Q 

D o 


Q 

o 




A24 


XV X X XT _L X XjXv X 


16. 800 


417 


HCV 3 a 


58 


1 n 
xu 


X u 


"R7 

J3 / 


"P* PP T t* PP. T 

X: XT XT J. U-JZiXvX Ql'l 


30 .000 


418 


HCV 3 a 


DO 


1 n 
J. u 




X7J J DUX 


FPPT t- EPT^M 

JT IT IT J-. I_X^iJTVX Ol'l 


60. 000 


419 


HCV 3 a 




D<4 


q 


A 9 A 


rvx it ^ijr xv vrt-Li 


12 .000 


420 


HCV 3 a 




3 O 


q 


A3 


CT .YORDKVK 


50. 000 


421 


HCV 3 a 




J X 


q 


B7 


HTRRPIOCL 


60. 000 


422 


HCV 3 a 


oy 


c 
D 


q 


"R7 
£5 / 


xjxrxvrTiO xvvjvj j. 


20.000 


423 


HCV 3 a 






q 


B 3501 


XV^XVCS-f-iXV X XT XTl. 


12 . 000 


424 


HCV 3 a 


d y 


1 Q 


q 


B 4403 


ADSHLHMVY 


30.000 


425 


HCV 3 a 


59 


18 


XU 


AX 


i\/iXJoiixirix ¥ i v x 


125 . 000 


426 


HCV 3 a 


59 


by 


X u 


J\ UZUX 




27 .324 


427 


HCV 3 a 


59 


38 


10 


A3 


L-Xii JJJtvvrvxv. 


1 00 000 


428 


HCV 3 a 


59 


24 


10 


A3 


riiYlV iwr rlrlXrv 


1 8 000 


429 


HCV 3 a 


59 


77 


lu 




T<r a T3 f2 rrT? T3\ 7T5 T . 

xSAJ^oqxvr' v xvXj 


120 000 


430 


HCV 3a 


59 


77 


10 


B8 


KARGqRPVRli 


loU.UUU 


431 


HCV 3 a 


59 


77 


10 


B_3501 


KARGqRPVRL 


18.000 


432 


HCV 3 a 


60 


2 


9 


A__0201 


RMTNSHFSA 


20.810 


433 


HCV 3a 


60 


5 


10 


B_3501 


NSHFsAHPTM 


10.000 


434 


HCV 3a 


61 


68 


9 


A_0201 


TLNIWKLTV 


69.552 


435 


HCV 3 a 


61 


66 


9 


A_02 01 


ILiTLNNVKLi 


36.316 


436 


HCV 3 a 


61 


51 


9 


A_0201 


QLQAAVNRC 


11.426 



437 


HCV 


3a 


61 


61 


9 


B7 


NPPTNILTL 


80.000 


438 


HCV 


3a 


61 


44 


9 


B7 


SQRSPLVQL 


60.000 


439 


HCV 


3a 


61 


61 


9 


B_3501 


NPPTNILTL 


20.000 


440 


HCV 


3a 


61 


66 


10 


A_0201 


ILTLnlWKLT 


29.137 


441 


HCV 


3a 


61 


65 


10 


A_0201 


NILTlNNVKL 


10.868 


442 


HCV 


3a 


61 


6 


10 


B7 


CIRPvDSAGM 


10.000 


443 


HCV 


3a 


61 


8 


10 


B_3501 


RPVDSAGMGV 


16.000 


444 


HCV 


3a 


61 


40 


10 


B__3501 


RSSIsQRSPL 


10.000 


445 


HCV 


3a 


62 


14 


9 


A24 


LYVASGCFL 


300.000 


446 


HCV 


3 a 


" 62 " 


~21 


9 


"A3 - 


FLKQSVGQK 


18.000 


447 


HCV 


3a 


62 


13 


10 


A_0201 


RLYVaSGCFL 


375.978 


448 


HCV 


3a 


63 


9 


9 


A_0201 


VLTNPVEFI 


109.935 


449 


HCV 


3a 


63 


6 


9 


B7 


APHVLTNPV 


12.000 


450 


HCV 


3a 


63 


32 


9 


B_3501 


SSRNTSVSF 


15.000 


451 


HCV 


3a 


63 


4 


9 


B_4403 


GEAPHVLTN 


14.400 


452 


HCV 


3a 


64 


15 


9 


A_0201 


VMGLQLLSL 


60.325 


453 


HCV 


3a 


64 


4 


9 


B7 


SVKGPHPCL 


30.000 


454 


HCV 


3a 


64 


14 


10 


A_0201 


KVMGLQLLSL 


55.674 


455 


HCV 


3a 


64 


14 


10 


A24 


KVMGLQLLSL 


12.000 


456 


HCV 


3a 


64 


9 


10 


B7 


HPCLkKVMGL 


80.000 


457 


HCV 


3a 


64 


14 


10 


B7 


KVMG1QLLSL 


60.000 


458 


HCV 


3a 


64 


7 


10 


B7 


GPHPCLKKVM 


20.000 


459 


HCV 


3a 


64 


3 


10 


B7 


ASVKgPHPCIi 


18.000 


460 


HCV 


3a 


64 


9 


10 


B8 


HPCLkKVMGL 


16.000 


461 


HCV 


3a 


64 


7 


10 


B_3501 


GPHPcIiKKVM 


40.000 


462 


HCV 


3a 


64 


9 


10 


B_3501 


HPCLkKVMGL 


20.000 


463 


HCV 


3a 


65 


15 


9 


A_0201 


LLMCHEPLV 


437.482 
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464 


HCV 3 a 


65 


14 


465 


HCV 3a 


65 


5 


466 


HCV 3 a 


65 


8 


467 


HCV 3 a 


65 


22 


468 


HCV 3a 


65 


16 


469 


HCV 3 a 


65 


19 


470 


HCV 3a 


65 


14 


471 


HCV 3 a 


65 


23 


472 


HCV 3 a 


65 


15 


473 


HCV 3 a 


65 


5 


474 


HCV 3 a 


65 


16 


475 


HCV 3 a 


65 


29 


476 


HCV 3a 


65 


8 


477 


HCV 3 a 


65 


13 


478 


HCV 3 a 


65 


15 


479 


HCV 3 a 


65 


2 


480 


HCV 3 a 


65 


20 


481 


HCV 3a 


66 


1 


482 


HCV 3 a 


67 


8 


483 


HCV 3 a 


67 


48 


484 


HCV 3 a 


67 


30 


485 


HCV 3 a 


67 


43 


486 


HCV 3a 


67 


24 


487 


HCV 3 a 


67 


1 


488 


HCV 3a 


67 


5 


489 


HCV 3 a 


67 


1 


490 


HCV 3 a 


67 


24 


491 


HCV 3a 


67 


48 


492 


HCV 3 a 


67 


7 


493 


HCV 3 a 


67 


55 


494 


HCV 3 a 


67 


12 


495 


HCV 3 a 


67 


50 


496 


HCV 3 a 


67 


61 


497 


HCV 3 a 


67 


24 


498 


HCV 3 a 


67 


24 


499 


HCV 3 a 


67 


5 


500 


HCV 3 a 


67 


48 


501 


HCV 3 a 


67 


22 


502 


HCV 3 a 


68 


9 


503 


HCV 3 a 


68 


8 


504 


HCV 3 a 


68 


10 


505 


HCV 3 a 


68 


4 


506 


HCV 3 a 


68 


10 


507 


HCV 3 a 


68 


8 


508 


HCV 3 a 


68 


9 


509 


HCV 3 a 


69 


42 


510 


HCV 3 a 


69 


12 


511 


HCV 3a 


69 


42 


512 


HCV 3 a 


69 


8 


513 


HCV 3 a 


69 


35 


514 


HCV 3 a 


69 


2 


515 


HCV 3a 


69 


35 
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9 


A_0201 


VLLMCHEPL 


65. 841 


9 


A_J)201 


FMDSLQFRA 


38.291 


9 


A_0201 


SLQFRAVLL 


21.362 


9 


A_0201 


LVLTSCSFC 


15.038 


9 


A_0201 


LMCHEPLVL 


10.754 


9 


B_4403 


HEPLVLTSC 


13 .500 


10 


A_0201 


VLLMcHEPLV 


437.482 


10 


A_0201 


VLTSCSFCWA 


88.257 


10 


A_0201 


LLMChEPLVL 


55.091 


10 


A__0201 


FMDS1QFRAV 


35.122 


10 


A_0201 


LMCHePLVLT 


21.044 


10 


A_0201 


FCWApTLKRL 


12.246 


10 


A_0201 


SLQFrAVLiliM 


11.426 


10 


B7 


AVLLmCHE PL 


60.000 


10 


B7 


LLMChE PLVL 


12.000 


10 


B_3501 


NPVFmDSLQF 


30.000 


10 


B_3501 


EPLVLTSCSF 


20.000 


9 


A_0201 


MMIATLAQL 


60.325 


9 


A_0201 


IMSNKVWGT 


157.827 


9 


A_0201 


SEQLQVWTV 


23.329 


9 


A24 


QFIIISQAI 


12.600 


9 


A24 


RWPGYSEQL 


12.000 


9 


B7 


IPRAGNQFI 


80.000 


9 


B7 


MPQWAPAIM 


20.000 


9 


B7 


APAIMSNKV 


12.000 


9 


B_3501 


MPQWAPAIM 


40.000 


9 


B_3501 


IPRAGNQFI 


24.000 


9 


B_4403 


SEQLQVWTV 


24.000 


10 


A_0201 


AIMSnKVWGT 


65.398 


10 


A_0201 


TVWWrRGLNV 


50.512 


10 


A_0201 


KVWGtRRTCA 


12.628 


10 


A3 


QLQVwTVWWR 


36.000 


10 


A3 


GLNVkACPTR 


12.000 


10 


B7 


IPRAgNQFII 


80.000 


10 


B_350l" 


~T PRAgNQF 1 1 


"24.000" 


10 


B_3501 


APAImSNKVW 


10.000 


10 


B_4403 


SEQLqVWTVW 


54.000 


10 


B__4403 


TAIPrAGNQF 


15.000 


9 


A_0201 


ILLLEQSLV 


437.482 


9 


A_0201 


TILLLEQSL 


10.868 


9 


A3 


LLLEQSLVR 


18.000 


9 


B7 


SASYTILLL 


12.000 


10 


A_0201 


LLLEqSLVRT 


442.013 


10 


A_0201 


TILLLEQSLV 


35.385 


10 


A3 


ILLLeQSLVR 


12.000 


9 


B7 


HPAHPQPSL 


120.000 


9 


B7 


RVSMTLPKL 


20.000 


9 


B_3501 


HPAHPQPSL 


20.000 


10 


B7 


NPHVrVSMTL 


80.000 


10 


B7 


EPRGdRSHPA 


20.000 


10 


B7 


YPMRSANPHV 


12.000 


10 


B8 


EPRGdRSHPA 


32.000 
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5X6 


HCV 


o a 


£ Q 

oy 


Q 

O 


i n 


-a -a cm 
r> -J -j \J jl. 




20. 


000 


517 


HCV 


3a 




1 Q 

±,y 


i n 
±u 


Jd j OUl 


T?T ,priT .DTJP OTP 


12 . 


000 


518 


HCV 


3a 


70 


3 


9 


A_0201 




3 . 177 . 


760 


519 


HCV 


3a 


70 


15 


9 


A__02 01 


LMLHGLRDL 


A A 


Of± JL 


520 


HCV 


3a 


70 


7 


9 


A_0201 


FLCGLGSVL 


A n 


1 Q Q 


521 


HCV 


3a 


70 


1 


9 


A_02 01 


MVFLLVFLC 


36 - 


475 


522 


HCV 


3a 


70 


30 


9 


A24 


PYQAVPQGL 


50. 


400 


523 


HCV 


3a 


70 


37 


9 


A3 


GLSRPNTTR 


18. 


000 


524 


HCV 


3a 


70 


38 


9 


B7 


LSRPNTTRL 


40. 


, 000 


525 


HCV 


3a 


70 


40 


9 


B7 


RPNTTRLVI 


12. 


,000 


526 


HCV 


3a 


70 


23 


9 


B_3501 


LPGHSQAPY 


40. 


.000 


527 


HCV 


3a 


70 


40 


9 


B_3501 


RPNTTRLVI 


16. 


.000 


528 


HCV 


3a 


70 


38 


9 


B_3501 


LSRPNTTRL 


15. 


.000 


529 


HCV 


3a 


70 


14 


10 


A„0201 


VLMLhGLRDL 


61. 


.810 


530 


HCV 


3a 


70 


7 


10 


A_0201 


FLCGLGSVLM 


22, 


.853 


531 


HCV 


3a 


70 


37 


10 


A_0201 


GLSRpNTTRL 


21. 


.362 


532 


HCV 


3a 


70 


5 


10 


A_0201 


LVFLcGLGSV 


11 


.446 


533 


HCV 


3a 


70 


6 


10 


A24 


VFLCgLGSVL 


36 


.000 


534 


HCV 


3a 


70 


2 


10 


A24 


VFLLvFLCGL 


30 


.000 


535 


HCV 


3a 


70 


29 


10 


B7 


APYQaVPQGL 


240 


.000 


536 


HCV 


3a 


70 


14 


10 


B7 


VLMLllGLRDL 


12 


.000 


537 


HCV 


3a 


70 


29 


10 


B_3501 


APYQaVPQGli 


20 


.000 
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Table 4k 
3b (1-3) 



No. 


Strain 


ORF 


Start 


AA 


HIiA 


Peptide sequence 


Score 


1 


HCV 3b 


1 


2 


9 


A_0201 


AljVRVfa C b 1j 


21 36 


2 


HCV 3b 


1 


1 


10 


B7 


MALVRVS C S Lj 


12 


3 


HCV 3 b 


1 


2 


9 


B7 


AIjVRVSCSL 




4 


HCV 3b 


2 


79 


9 


Al 


GVDPATWVR 


o u 


5 


HCV 3b 


2 


79 


10 


Al 


GVDP aTWVRS 


1 n 
x u 


6 


HCV 3 b 


2 


24 


10 


Al 


Li AJJLt V b li Jr JrK 


10 


7 


HCV 3 b 


2 


*-} C 


Q 

y 




"K"M r PP(^l\ 7T)P A 
x\_L v ± 1 irVj VJ-'irri 


14, 15 


8 


HCV 3 b 


2 


1 C 
/O 


J. u 




TfMT 1 Prr^TDP AT 


18, 84 


9 


HCV 3b 


2 


68 


10 


A_UZUi 


T 7T . A P sa d. A TflVIT 1 


12 , 67 


10 


HCV 3 b 


2 


40 


y 


r> / 


kjirUiiro Jtvj J. xj 


80 


11 


HCV 3b 


2 


10 


9 


B7 


W V ^ rUS.y V £vXj 


20 


12 


HCV 3 b 


2 


15 


10 


B / 


rv< 7T?T r-4 C3T»ITMT . 
\l VxvLjP oX/TllNXJ 


200 


13 


HCV 3b 


2 


40 


9 


B 3 dUI 


fi DfP Q DnrpT 
loir (jf O JrVj3 ± JLi 


20 


14 


HCV 3b 


2 


77 


9 


B 6 DUX 


1 ir'tjVJJirAlW 


15 


15 


HCV 3 b 


3 


2 


10 


A_0 201 


t)t 7W-? PT prn rp 


17 14 


16 


HCV 3 b 


3 


8 


10 


T3*7 
B / 


J_iir 1 1 air lufiij 


120 


17 


HCV 3 b 


3 


8 


10 


B_3501 


LPTT a PTGAL 




18 


HCV 3 b 


4 








no hits 




19 


HCV 3b 


5 








no hits 




20 


HCV 3 b 


6 








no hits 




21 


HCV 3b 


7 


8 


10 


A_0201 


ALHPhRWWWA 


348,38 


22 


HCV 3 b 


7 


17 


10 


B7 


APLIIKACQL 


240 


23 


HCV 3b 


7 


10 


10 


B7 


HPHRwWWAPL 


80 


24 


HCV 3b 


7 


10 


10 


B_3501 


HPHRwWWAPL 


20 


25 


HCV 3 b 


7 


17 


10 


B_3501 


APLILKACQL 


20 


26 


HCV 3 b 


8 


5 


10 


B7 


LPAAgPGPGL 


120 


27 


HCV 3b 


8 


11 


9 


B_3501 


GPGIiRQGVW 


10 


28 


HCV 3 b 


9 


12 


9 


Al 


RGESAVILK 


22,5 


29 


HCV 3 b 


9 


17 


9 


A„0201 


VILKIVTAV 


138,35 


30 


HCV 3b 


9 


16 


10 


A_0201 


AVILKIVTAV 


"14" 


31 


HCV 3 b 


9 


10 


10 


B7 


TGRGESAVIL 


40 


32 


HCV 3b 


10 


50 


9 


A_0201 


CLFEWGTV 


315,48 


33 


HCV 3 b 


10 


45 


10 


A_02 01 


YGSPPCLFEV 


A / , oo 


34 


HCV 3 b 


10 


44 


9 


A24 


wnPTTnr<T ~c 
K.YCabPFL.ljr' 


200 


35 


HCV 3 b 


10 


16 


10 


AA 4 


DVUTJP t onpoT . 


28 


36 


HCV 3 b 


10 


27 




Aj 


VXjo'o^j X Ql v iir X 


12 


37 


HCV 3 b 


10 


26 


9 


B / 


AVJjoub X ol. v l 


15 


38 


HCV 3 b 


10 


28 


9 


B_3 501 


LiSGGTSMPY 


10 


39 


HCV 3 b 


10 


8 


10 


B_3501 


CSCSSGSLPY 


10 


40 


HCV 3 b 


10 


37 


9 


B_4403 


AGVRPPCKY 


18 


41 


HCV 3 b 


11 


86 


9 


A_0201 


KLGDYLELJj 


345,48 


42 


HCV 3 b 


11 


26 


9 


A_0201 


SLVLWRLRL 


21,36 


43 


HCV 3b 


11 


55 


10 


A_0201 


RGWAASCCWV 


20,73 


44 


HCV 3 b 


11 


79 


9 


A24 


RSQHTPSKL 


13,2 


45 


HCV 3b 


11 


19 


9 


A24 


RWPRSPSSL 


12 


46 


HCV 3 b 


11 


89 


9 


A24 


DYLELLSPA 


10,8 


47 


HCV 3b 


11 


10 


10 


A3 


GLPRVSKDWR 


12 


48 


HCV 3b 


11 


83 


9 


B7 


TPSKLGDYL 


80 
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HCV 3 b 


11 


20 


9 


B7 


WPRSPSSLV 


60 


ten 


rlL. V JJJJ 


11 


58 


9 


B7 


AASCCWVRL 


36 


CI 

OX 


HL- V J JJ 


11 


20 


10 


B7 


WPRSPSSLVL 


800 


52 


HCV 3 b 


1 1 


23 


10 


B7 


SPSSLVLWRL 


80 


b J 




11 


57 


10 


B7 


WAASCCWVRL 


12 




rlL. V .3 JJ 


11 


20 


10 


B8 


WPRSPSSLVL 


16 


55 


HCV 3 b 


XX 


o J 


9 


B 3501 


TPSKLGDYL 


20 


cc 
oo 


rlL. V -J -D 


1 1 
XX 


90 
z u 


g 


B 3501 


WPRSPSSLV 


12 


o / 


rlL. V -3 Jj 


11 


79 


9 


B_3501 


RSQHTPSKL 


10 


58 


HCV 3 b 


11 


20 


10 


B 3501 


WPRSPSSLVL 


60 


59 


HCV 3 b 


1 1 


1 1 

XX 


10 


B 3501 


LPRVS KDWRW 


30 


60 


HCV 3 b 


1 1 
XX 


23 


10 


B 3501 


SPSSLVLWRL 


20 


OX 


HCV 3 b 


1 1 

XX 


44 


10 


B 4403 


AETSCAGCPF 


120 


62 


HCV 3 b 


XZ 


9 
Z 


9 


A 0201 


VLGRGLLLV 


271, 95 


63 


HCV 3 b 


LA 


1 
1 


q 


A 02 01 


MT7T .C3RGLLL 


11, 76 


64 


HCV 3 b 


xz 


1 


i n 
± u 


A 02 0 1 


MVT.GPGTiTiIA/ 


88, 04 


65 


HCV 3b 


1 o 

xz 


z 


xu 


A 02 01 


\7T ,GRGLLLVT 


11, 95 


66 


HCV 3b 


±A 


X J 


Q 


"R7 

jj / 


d PT? FKCT PM 


200 


67 


HCV 3b 


12 


X 


Q 


■an 

Jo / 


M\7T .f^JP r^T iT iT i 

L'l V J-JVJJ\.\JJL 1 llll 


20 


68 


HCV 3b 


Iz 


1 "5 
X J 


Q 


B8 


V!lJrX\±7 XV V_- JL X7-LM 


80 


69 


HCV 3 b 


J. A 


1 1 

1J 


Q 
-7 


B 3 501 


GPRFKCTPM 

V_J XT XV X, -L X7 XX 


120 


70 


HCV 3 b 


XZ 


13 


10 


B 3501 


GPRFKCT PMW 


30 


71 


HCV 3 b 


1j 








no hits 




72 


HCV 3 b 


X4i 


9 9 
Z Z 


10 


B7 


TPHTaSSSPM 


20 


73 


HCV 3 b 


1 A 


z o 


1 n 
x u 


B7 


AS S SnMGWL 


12 


74 


HCV 3 b 


X41 


22 


10 


B 3501 


TPHTaSSSPM 


40 


75 


HCV 3 b 


XD 








no hits 




•7 a 
1 o 


HCV J JJ 


1 ft 
X D 








no hits 




77 


HCV 3 b 


1 7 
1 / 


5 


9 


B7 


VPGMTY1SILL 


80 


78 


HCV 3 b 


J. / 


A 


9 


B7 


WPGMTYNL 


20 


79 


HCV 3 b 


1 7 
X 1 


A 
4t 


10 


B7 


WPGMTYNLL 


20 


80 


HCV 3 b 


1 7 
1 1 


rt 
-j 


10 


B7 


QWPGMTYNL 


20 


81 


HCV 3 b 


1 7 
J. / 


5 


9 


B 3501 


VPGMTY1MLL 


20 


82 


HCV 3 b 


± O 








no hits 




OJ 


riv_. v j> jj 


19 








no hits 




84 


HCV 3 b 


Z U 


11 


g 


A 0201 


LLTSSKHRL 


36,32 


85 


HCV 3b 


20 


10 


1U 


a no n 1 
A__U z u X 


T »T ,T SV C5 C5TCHP T , 
-LjIjJ-j x o oJxni\jj 


134 , 37 


86 


HCV 3 b 


20 


3 


Q 


AZ 4fc 


T5TftTK"T\T\/P QT .T , 
rvvvrXN V xrO ulj 


11, 2 


87 


HCV 3 b 


20 


i 
x 


1U 


T57 


JVJX'IXN. VV jt\jai vroiJ 


40 


88 


HCV 3 b 


20 


J X 


x U 


•DO 




16 


89 


HCV 3 b 


21 








I1(J J.1X L-JD 




90 


HCV 3 b 


22 








no hits 




Q 1 


HCV 3 b 


O 1 
A j 


9 

z o 


9 


A 0201 


CQAYPFSHV 


13, 4 


Q9 


un\r "3 V, 


23 


9 


10 


A24 


SYLVtLRPGF 


180 


3j 


rik- v -j jj 


23 


37 


9 


B7 


GTREYGEGM 


10 


94 


HCV 3 b 


2 3 


iy 


1 n 
x u 


"R7 
Jo / 




45 


95 


HCV 3b 


23 


23 


9 


B_3501 


CPRCQAYPF 


60 


96 


HCV 3 b 


23 


21 


9 


B_3501 


RSCPRCQAY 


20 


97 


HCV 3 b 


23 


37 


9 


B_3 501 


GTREYGEGM 


12 


98 


HCV 3b 


23 


2 


9 


B_3501 


TSGTGSVSY 


10 


99 


HCV 3 b 


24 


6 


9 


A_0201 


SMNTPLGRV 


15,02 


100 HCV 3b 


24 


2 


10 


B7 


APSPSMNTPL 


240 
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101 HCV 3b 


24 


17 


10 


B7 


S PRT I TRVPC 


30 


102 HCV 3b 


24 


2 


10 


B_3501 


AP S P SMNTPL 


20 


103 HCV 3b 


25 


9 


10 


A_0201 


X Li 1 1 W WCrPK 1 


12 , 67 


104 HCV 3b 


25 


1 


10 


B7 


MbKL VC WOj J. Jj 


40 


105 HCV 3b 


25 


1 


10 


±5 -J DUX 


JXLors.^ vvj vv vj x x> 


15 


106 HCV 3b 


z o 








no liits 




107 HCV 




1 

JL 


g 


A 0201 


MQMGPSFHA 


18,38 


108 HCV j D 


9 Q 


•L 


10 


B7 


MGRMcPRHSLj 


90 


•1 rtO TT/~rr r OV. 

1U5J HtV J.D 


9 Q 


1 


g 


A 0201 


MLTLGPPSV 


118,24 






18 


9 


B7 


AVLCHTPGIj 


60 


in hcv oo 


_y 


1 9 


Q 


B7 


KSRAWFAVL 


40 


112 HCV 3-D 


9 Q 

z y 


1 7 


10 


B7 


FAVLCHTPGL 


12 


113 HCV 3JD 






9 


B8 


TPKSRAWFA 


16 


114 HCV 3r> 


_y 


1 9 
1Z 


Q 


B 3501 


KSRAWFAVL 


30 


115 HCV 3JD 


_ y 




10 


B 3501 


TPKSRAWFAV 


12 


116 HCV JJD 


o u 








no hits 




117 HCV 3b 










no hits 




118 HCV 3b 




en 

ju 


1 n 


a f)9ni 

jTX w Z U X 


ATjAAsCLPAL 


49/13 


119 HCV 3b 


■3 o 




Q 


B7 


AAALAASCL 


36 


Hon T T /"IT T 

12 0 HCV JO 


"3 9 
J — 


1 1 


9 


B7 


NWTLNQRL 


20 


121 HCV 30 


"3 9 




g 


B7 


LjAASCIjPAL 


12 


122 HCV 3b 


32 


/I "3 


Q 

y 






12 


123 HCV 3b 


"3 O 


J. o 


10 


B7 


NORTj crRO s al 


40 


124 HCV 3b 


32 


4 / 




B7 


A AAALAASCL 


36 


125 HCV 3b 


32 


c; n 
dU 


X u 


R7 

JD / 


AT.AA^CLPAL 


12 


126 HCV 3b 


"3 O 


1 ^ 
JL D 


1 n 
X u 


B8 


"NT ORLGRO S AL 


24 


1 *"»■'» TT/"tT T O 1-v 

127 HCV 3o 


"3 "3 








Tin T"LT_t~S 




128 HCV 3b 


34 


Q 

o 


Q 

y 


B7 


X, J- IxOrl XT VJlN J_f 


40 


129 HCV 3b 


"3 /I 


-3 


1 n 

X u 


B 3501 


GSFLGTTRSM 


10 


•tort TTrrt7 TU 

130 HCV j£) 


"3 


A 
4± 


q 


B7 


APPRFSPOL 

aXX x. 1X1 *J x v> J— i 


240 


131 HCV 3b 


35 


j5 


x u 


B7 


T» APPRFSPOL 

l_fZi.iT XT X\17 k— ' — T ^ X-l 


12 


132 HCV 3b 


•3 C 


A 

4 


q 
y 


B 3501 


APPRFSPOL 


20 


133 HCV 3b 


"3 £Z 


"3 9 


9 


Al 


RVDPKSCEY 


250 


134 HCV 3b 


5 b 


4 u 


q 


A 0201 


V^/nGPANAV 


28 


135 HCV 3JD 


-J o 


o u 


lQ~" 


- 'A24 


RVPCgTSVHL " 


-12 - 


13 6 HCV 313 


"3 C 
O D 




9 


B7 


VPCGTSVHL 


80 


13/ HCV 


"3 £ 


D 


10 


B7 


RNRQQQHIVL 


40 


lib HCV jO 


j O 


40 


10 


B7 


YVGGPANAVL 


20 


'too up^ 7 TK 
loy HCV JD 


O D 


60 


10 


B7 


RVPCGTSVHL 


20 


140 HCV JD 


"3 £ 


o J. 


9 


B 3501 


VPCGTSVHL 


20 


141 HCV JD 


"3.7 


o 


10 


Al 


CVDEqYRVCK 


20 


14*2 HCV 




1 9 


10 


A 0201 


DLWGs PLQHL 


30/59 


143 HCV JO 


"3 9 


y 


10 


B8 


VCKDlWGSPL 


24 


144 HCV -J JJ 


J 1 


4 


10 


B 4403 


DEQYrVCKDL 


27 




J o 








no hits 




146 HCV 3b 


3 9 


108 


Q 

y 


Al 


CJADNT.WFDR 


25 


147 HCV 3b 


39 


2 


9 


A_0201 


LIYTYAPPV 


52/03 


148 HCV 3b 


39 


151 


9 


A_0201 


RVLYLITMV 


51/79 


149 HCV 3b 


39 


111 


9 


A_0201 


NLWFDRPVA 


16/91 


150 HCV 3b 


39 


1 


10 


A_0201 


ML I Y t YAP PV 


118/24 


151 HCV 3b 


39 


124 


9 


A24 


RPPAPSACL 


12 


152 HCV 3b 


39 


80 


10 


A24 


RPQRSGTTGL 


12 
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1 trnt/ TV) 


39 


90 


9 


A3 


RLVPGCILR 


18 


134 rlv^V JJJ 


39 


35 


9 


A3 


GLGSQVGVR 


10,8 


J.DO rl V -J JJ 


39 


90 


10 


A3 


RLVPgCILRR 


27 


1DO xH_ V JJJ 


39 


35 


10 


A3 


GLGS qVGVRR 


18 


±0 / rH^-V JJJ 


3 9 


147 


9 


B7 


APAPRVLYL 


240 




39 


124 


9 


B7 


RPPAPSACL 


120 




J y 


149 


9 


B7 


APRVLYLIT 


60 


lOU JrH~ V J D 


J y 


39 


9 


B7 


QVGVRRPRL 


30 


lol riv_- V J JJ 


39 


92 


9 


B7 


VPGCILRRM 


20 


±oZ rlL-v JJJ 


39 


149 


10 


B7 


APRV1YLITM 


600 


XOO riv- V J JJ 


3 9 


80 


10 


B7 


RPQRSGTTGL 


80 


1D4 riV-V JJJ 


3 9 


88 


10 


B7 


GLRLvPGCIL 


60 


lbb ri(~V JD 


J y 


51 


10 


B7 


GGRTrVCGPL 


40 


XOD rlL-V JJJ 


J y 


1 47 


10 


B7 


APAPrVLYLI 


24 


ID/ Ht-V JD 


J y 


146 


10 


B7 


GAPApRVLYL 


12 


lOO rlL-V JJJ 


J 


147 


9 


B8 


APAPRVLYL 


16 


1 /"ft TT/-1T 7 

lo9 nLv JJJ 


"5. Q 

J j? 


1 Q 

-L y 


9 


B8 


EHRGRAIPL 


16 


17 U rlUV JJJ 


J C2 


1 Afi 

JLfi O 


10 


B8 


GAPApRVLYL 


16 


1/1 riCV JD 


J y 


58 


9 


B 3501 


GPLDDVTDF 


60 


1 T O TT/~tT 7 "3 "L-\ 

17^ ntv JD 


J y 


QO 

i? ^ 


9 


B 3501 


VPGCILRRM 


40 


1/3 riCV JJJ 


J i> 


1 OA 


9 


B 3501 


RPPAPSACL 


40 


1/4 rlCV JD 


J 


147 


9 


B 3501 


APAPRVLYL 


20 


175 HLV jD 


J y 


0 j 


9 


B 3501 


RSGTTGLRL 


10 


17 0 riCV JD 


J 


1 A Q 


10 


B 3501 


APRVL YL I TM 


120 


177 rlCV JD 


J y 


80 


10 


B 3501 


RPQRsGTTGL 


40 


I/O JnA^v JJJ 


J 


105 


10 


B 3501 


EARSaDNLWF 


13,5 


1/y HL.V JJJ 


J 1? 


78 


9 


B 4403 


AERPQRSGT 


16 


lou riv^v JJJ 


J ^ 


104 


9 


B_4403 


GEARSADNL 


12 


lol HL.V JJJ 


J y 


23 


9 


B 4403 


RA1PLWCWF 


10 


182 HCV JD 


J y 


1 DA 


10 


B 4403 


GEARS ADNLW 


36 


10-3 tim 7 ou. 
lOO rlLiv JJJ 


J 


7 8 


10 


B 4403 


AERPqRSGTT 


16 


1 Oil urn 7 *3.T-\ 
lo4 riUV JJJ 


J 


145 


10 


B 4403 


RGAPaPRVLY 


12 


loD xl V J JJ 


40 








no hits 




XoO nLv JJJ 


A 1 


2 


9 


B7 


APTVPDLSI 


36 


18/ rlL-v JD 




11 


9 


B 3501 


RPANSGTIW 


'20 


loo rlv- V jJj 


42 


3 


10 


B 3501 


RARRYLHTGY 


36 


107 JtlL. V JJJ 


43 


4 


10 


Al 


TPE Ad SARPY 


11,25 


1 on Tj/-tT 7 V\ 
iyU rlUV JD 


j 


4 


10 


B 3501 


TPEAdSARPY 


12 


I7X tiv^ v J jj 


43 


5 


9 


B_4403 


PEADSARPY 


36 


rlk^V JJJ 


44 


17 


9 


B7 


AIQGQSPRL 


12 


iyj rlL-V JJJ 


44 


16 


10 


B7 


SAIQgQSPRL 


12 


JT1V_. V J JJ 


44 


5 


10 


B_3501 


CSLHrASTGY 


10 


iqe uf'W Tin 
xjO rlk_v JJJ 


44 


5 


10 


B_4403 


CSLHrASTGY 


13,5 


J.3D 1T.V_ V J JJ 


45 


2 


9 


B__4403 


AESGGVLAT 


36 


1 Q7 HPV ^b 
a. zj 1 rlVw V jjj 


45 


7 


9 


A_02 01 


VLATAHVEL 


36,32 


198 HCV JJJ 


45 


J O 


q 

y 


A24 


GFPYGLHRL 


30 


199 HCV 3b 


45 


31 


10 


B7 


QPCRgFPYGL 


80 


200 HCV 3b 


45 


6 


10 


B7 


GVLAtAHVEL 


20 


201 HCV 3b 


45 


47 


10 


B7 


PPHNqPDYVL 


12 


202 HCV 3b 


45 


46 


9 


B_3501 


QPPHNQPDY 


40 


203 HCV 3b 


45 


31 


10 


B_3501 


QPCRgFPYGL 


20 


204 HCV 3b 


45 


2 


9 


B_4403 


AESGGVLAT 


36 
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one un t "3 V\ 
2U9 HCV 3D 


45 


2 


10 


B_4403 


AESGgVLATA 


27 


ZUO HC V j Ij 


46 


28 


10 


A24 


SGEPcITNTIj 


12.096 


207 HLV -50 


Af. 


24 


10 


B7 


SVRIsGEPCI 


20.000 


2Uo HCV 3D 




3 8 


10 


B8 


CPRErRGSKS 


12.000 


iiUy HCV JD 


46 


44 


10 


B 3501 


GSKSnSIAEL 


15.000 


Z1U HV^V o i-> 


46 


3 8 


10 


B_3501 


CPRErRGSKS 


12.000 


21X HLV Jd 


A £. 


3 J. 


9 


B 4403 


AELSNRHPI 


16.000 


»"» »1 TTPT 7" *3 Vi 

212 HLV JO 


A& 
410 


1 Q 


9 


B 4403 


DEQTHSVRI 


12.000 


213 HCV JO 


AC. 
41D 


1 Q 


10 


B 4403 


DEQThSVRIS 


36.000 


214 HLV JO 


A c 
41 D 


Jl 


10 


B 4403 


AELSnRHPIA 


16.000 


215 HLV JO 


A 1 
41 / 


9 Zl 
Z 41 


10 


A 0201 


RLYRtRKEWV 


599.816 


216 HCV 


AH 


1 7 
X / 


g 


B7 


NALPLWGRL 


12.000 


O "1 H TT /-IT 7 "3 

217 HCV JO 


41 / 


X 


9 


B 3501 


MSKGVQGSM 


30.000 


218 HCV JO 


A 1 
41 / 


1 7 
X / 


X u 


B 4403 


NALP 1 WGRLY 


12 .000 


219 HCV 3 D 


A Q 
41 o 


X 


9 


B7 


MPGASARVL 


80.000 


t\ TT/1T7 1 Vi 

22 0 HCV 3 D 


4tO 


X O 


9 


B7 


EAPPLCSSL 


12.000 


221 HCV 3D 




1 1 

XX • 


10 


B7 


RVRRsEAPPL 


200.000 


222 HCV JD 


AQ 
41 O 


X 


9 


B 3501 


MPGASARVL 


20.000 


223 HCV JO 


/I D 


13 


9 


B 4403 


SEAPPLCSS 


48.000 


224 HCV Jb 


/ Q 

4 o 


XD 


x u 


B 4403 


SEAPpLCSSL 


32.000 


225 HCV J O 


A Q 

4ty 


Z o 


9 


B7 


APCARFTSI 


24.000 


226 HCV iiD 


A Q 


A 

41 


q 


B7 


RAGRRSVNL 


12.000 


227 HCV 3b 




o3 


q 


A 0201 


ILLRSRYRI 


65.622 


228 HCV 3 b 


50 


CZ A 


1 n 
xu 


A3 


T.LRSi-YRIHR 


24.000 


229 HCV 3d 


o U 


Q 
O 


9 


B7 


AARSSRVCL 


540.000 


230 HCV 3 b 


c n 
oU 


D / 


Q 

J 


B7 


TGRDRHILL 


40.000 


231 HCV JD 


c; n 
D U 


/ 


10 


37 


RAARs SRVCL 


18.000 


232 HCV JO 


c; n 
DU 


R7 


g 


B8 


TGRDRHILL 


24.000 


233 HCV J O 


OU 


o 


9 


B8 


AARSSRVCL 


16.000 


234 HCV iD 


o U 


3 


10 


B8 


NLRAaRS S RV 


24.000 


235 HCV JO 


D U 


p 


10 


B8 


AARSsRVCLA 


16.000 


23 6 HCV 3D 


jU 


A A 
4141 


9 


B 3501 


TPCPGREIF 


20.000 


237 HCV J O 


D U 


A Q 


9 


B 4403 


REIFPVDET 


60.000 


238 HCV JD 


oU 


DO 


q 


B 4403 


DETGRDRHI 


18.000 


23 9 HCV 3 D 


c r\ 
DU 


1 

X 


9 


B 4403 


MEGPNLRAA 


"127000 


240 HCV JD 




X D 


10 


A 0201 


LVAEtPQSCL 


13.028 


241 HCV 3D 


DJL 


25 


9 


A3 


LLYVISKRR 


15.000 


^24^ HCV 3D 




24 


9 


A3 


CLLYVISKR 


13.500 


243 HCV 3b 


51 


16 


10 


B7 


LVAEtPQSCL 


30.000 


244 HCV 3b 


51 


36 


9 


B_4403 


SEEGYLRQT 


18.000 


245 HCV 3b 


51 


18 


9 


B„4403 


AETPQSCLL 


16.000 


246 HCV 3b 


51 


18 


10 


B_4403 


AETPqSCLLY 


4oU . UUU 


247 HCV 3b 


51 


36 


10 


B_4403 


S EEGy LRQTA 


12.000 


248 HCV 3b 


52 








no hits 




249 HCV 3b 


53 








no hits 




Table 41 














3b (4-6) 














No. Strain 


ORF 


Start 


AA HLA 


Peptide sequence 


Score 


1 HCV 3b 


1 








no hits 




2 HCV 3b 


2 








no hits 




3 HCV 3b 


3 


4 


9 


B8 


DSRVKATSV 


24.000 
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4 


HCV 3b 


4 


1 


9 


A__0 201 


TUfT TT PT TTI/TnT 7 

IxLLhiblii? GRV 


0 Q 9 n R 

Zj .ZUJ 


5 


HCV 3b 


4 


9 


10 


Al 


VLE P VGRPHR 


1 fin nnn 

loU . U UVJ 


6 


HCV 3 b 


4 


4 


10 


A_0201 


fir T7ri -i^-T TT T7i TVC T 

SLFGrVLEPV 




7 


HCV 3b 


4 


1 


10 


A_0201 


MLHbL.b GRVL 


± J. . J J. O 


8 


HCV 3b 


5 


1 


9 


A_0201 


7/TTTTTPTTT AHT T 

MVXEHLQSV 


q*7 £1 


9 


HCV 3b 


5 


7 


9 


B_3 501 


QSVEGNLLL 


1 n nnn 
xu . u u u 


10 


HCV 3 b 


6 


2 


9 


B_3501 


KrVKblbbr 


An nnn 

*± VJ . VJ U VJ 


11 


HCV 3b 


7 


14 


9 


7\ nom 

A U ZUl 


vai-jl xvKoXAV 


69 . 552 


12 


HCV 3 b 


7 


A 

4 


1 n 
X U 


A 1 


V r P'P , rJfl T A/POTC 
X 1 HjvjUJ-I V iryjA. 


90 . 000 


13 


HCV 3b 


8 


17 


o 

y 


tj n 
a i 


J\ir\J\j 1 xv V X V 


18-000 


14 


HCV 3 b 


9 


23 


9 


A_U z U X 


x lXLr\Ayriv_.o ± 


24 . 757 


15 


HCV 3b 


9 


O A 


y 


r> 3 DUX 


iyiir ±\\/rl LSI X 


40 . 000 


16 


HCV 3b 


9 


8 


10 


A O A 


"DVT? C-trTJT3T,T4T* 


15 . 000 


17 


HCV 3 b 


9 


6 


10 


B__4403 


CERYe SVHPLi 


1 o nnn 
XX . uuu 


18 


HCV 3b 


10 


1 


9 


B„3501 


MPHDDDTTY 


ion nnn 
1/U . UUU 


19 


HCV 3 b 


11 








no hits 




20 


HCV 3b 


12 


60 


9 


A_0201 


CLIQHRAYT 


a n qqc: 

4iu . y oo 


21 


HCV 3b 


12 


18 


9 


A_0201 


FAIKGDFSV 


DC T70 

zb . / 


22 


HCV 3b 


12 


90 


9 


A24 


RTTPIGEEL 


14 . 784 


23 


HCV 3 b 


12 


13 


9 


A3 


CQWEGFAIK 


13 . 500 


24 


HCV 3b 


12 


53 


9 


B7 


QPHPGCLCL 


80 . 000 


25 


HCV 3b 


12 


25 


9 


B7 


SVTGEAHLL 


20.000 


26 


HCV 3b 


12 


53 


9 


B_3501 


QPHPGCLCL 


20.000 


27 


HCV 3b 


12 


95 


9 


B_4403 


GEELAVCGV 


18.000 


28 


HCV 3b 


12 


2 


9 


B_4403 


AEYKVSSSL 


12.000 


29 


HCV 3 b 


12 


68 


10 


A_0201 


TQYGgSVLRV 


51.901 


30 


HCV 3 b 


12 


79 


10 


A_0201 


FIADdHVIGA 


29.632 


31 


HCV 3b 


12 


50 


10 


A24 


QYRQpHPGCL 


200.000 


32 


HCV 3 b 


12 


66 


10 


A24 


AYTQyGGSVL 


200 . 000 


33 


HCV 3b 


12 


23 


10 


A24 


DFSVtGEAHL 


20 . 000 


34 


HCV 3 b 


12 


52 


10 


A24 


RQPHpGCLCL 


12 . 000 


35 


HCV 3b 


12 


15 


10 


B_4403 


WEGF a 1 KGDF 


a n nnn 
41 u . u u u 


36 


HCV 3 b 


12 


117 


10 


B_4403 


TDVG vNP IGF 


1 c nnn 
lo . uuu 


37 


HCV 3b 


13 


16 


9 


A__0201 


GLGGRGQHL 




38 


HCV 3 b 


13 


9 


9 


~ ~A24" 


" PYCRTQEGL 


- - o n - ~n n n ~ - 
ZL) . UUU 


39 


HCV 3 b 


13 


18 


9 


B7 


GGRGQHLHL 


a n nnn 
4tU . UU U 


40 


HCV 3 b 


14 


4 


9 


A_0 201 


WLLLTAVTX 


X / / .abb 


41 


HCV 3 b 


14 


2 


9 


A_0201 


EQWLLLTAV 


1 n riQc 
x u . uy o 


42 


HCV 3 b 


14 


6 


9 


A3 


LLTAV 1 Xr Jk\. 


en nnn 

bU. uuu 


43 


HCV 3 b 


14 


6 


10 


A_0201 


LLTAVTI FKX 


Zoo .Ojj 


44 


HCV 3 b 


14 


5 


10 


A3 


TTT m —i T 7TT1 TTP'C" 

LLLTav I Xr is. 


on nnn 
y u . u u u 


45 


HCV 3 b 


14 


9 


10 


B7 


AV I J. ZJxX 1 AX) 


<rn nnn 

OU . U VJ u 


46 


HCV 3 b 


15 


5 


9 


Al 


SYEHSDLEY 


11 9 r n 

XX . ZD U 


47 


HCV 3 b 


15 


60 


9 


A_0201 


KVGLXCrJNI V 


XZj . D 


48 


HCV 3b 


15 


20 


9 


A_0201 


RX MPy O VKV 


o c -joe 


49 


HCV 3 b 


15 


67 


9 


A_0201 


NVLHPPIDV 


22 . 517 


50 


HCV 3b 


15 


21 


9 


A_0201 


IMPQSVRW 


16.105 


51 


HCV 3b 


15 


50 


9 


A_02 01 


VLPETIGRA 


10.353 


52 


HCV 3b 


15 


58 


9 


A24 


AFKVGLICF 


10.000 


53 


HCV 3b 


15 


28 


9 


A3 


WYQTPWRK 


30.000 


54 


HCV 3b 


15 


75 


9 


B7 


VARGSPTSL 


120.000 


55 


HCV 3b 


15 


55 


9 


B7 


IGRAFKVGL 


40.000 
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5 o HC V 3 JO 


J.O 


/ *j 

4J 


Q 

J 


D 1 


a avR a tm\tt , 

.r"i.VJJX\_EAACr JL X*X V XJ 


12 . 000 


57 HCV 3b 


J-D 


1 5 


Q 

y 


DO 
BO 


\ 7A.P c; PT QT » 


16 . 000 


58 HCV 3 b 


1 a 


A A 


Q 

y 




ixiiry >3 vxvv v x 


40 . 000 


59 HCV 3b 


15 


14 


y 


£> *±4tU-3 


P 7W Q A TD TM 


12 . 000 


60 HCV 3d 


15 


J. J. 


o 

y 






12 . 000 


61 HCV 3b 


15 


2 


1 n 
1U 


A U ZUI 


x* luoo x_ii1.oxj.I-j 


70 . 971 


62 HCV 3b 


15 


34 


1 n 

J. u 


a no m 


X X vjx\.dx" x\. v vju 


11 .162 


63 HCV 3b 


15 


12 


10 


A24 




fin onn 


64 HCV 3b 


15 


60 


10 


A O /I 

A24 


iS.VLj.ul. Or IN Vij 


11 . 52 0 


65 HCV 3b 


15 


48 


10 


A3 


XHVijpilj 1 ibK 


12 . 000 


66 HCV 3b 


15 


90 


10 


B7 


it TDTrrp o XT TD TJ 7a T , 
JtlJrrl 1 SxvJr irAJ-i 


an nnn 


67 HCV 3b 


15 


42 


10 


B7 


A 7V r*XT ■v~l~ > ~["iJ!\ 7T 

AAtjixlTVaXiMLvij 


t nnn 

«J D - UUU 


68 HCV 3b 


15 


40 


10 


B7 




3 0 - 000 


69 HCV 3b 


15 


74 


10 


B7 


DVAKgb Jf 1 bij 


on nnn 

z u . uuu 


70 HCV 3b 


15 


60 


10 


rS / 


JX V kjJ-t 1 Jr 1M V xj 


n nno 


71 HCV 3b 


15 


90 


10 


B8 


rl Jr il X S IS. Jr ir ALi 


16.000 


72 HCV 3b 


15 


40 


10 


B JDUl 


/™"T5 7i arr7T3PTM 
^JrAAyx\-KoJ.i v l 


/n nnn 


73 HCV 3b 


15 


90 


10 


td o n n 1 


riirri 1 Sivir irAJ_i 


on nnn 


74 HCV 3b 


15 


4 


1 r\ 

1U 




DOl rjIlOXJXJXli X 


70 nno 


75 HCV 3b 


15 


75 


10 


B 3 501 


VAKbS Jr 1 dxj x 


18 . 000 


76 HCV 3b 


16 








no hits 




77 HCV 3b 


17 


2 


9 


D A A H"2 

B 4 4 U o 


CTp/~< Cr~<T47i "DV 
OHjljO^xJAir X 


94.n nnn 

j£i *± U . VJ VJ U 


78 HCV 3b 


17 


14 


9 


B 4 4 U J 


■piTP'D'Nn 7T3T-TTh i \ 7 
JLJrjKxN V irrixli V 


18 . 000 


79 HCV 3b 


17 


1 


10 


Al 


JXIoxIjVjS L.JJA jr X 


135 . 000 


80 HCV 3b 


18 


9 


9 


A3 


x\l v iiS.o Air o rtxs. 


12 . 000 


81 HCV 3b 


18 


11 


10 


A 0201 


IS. o A Ir S r\_K W A V 


11 . 918 


82 HCV 3b 


18 


1 


1 n 
1U 


iD / 


l v l ir ivrtr xj rv o ruXJ. 


^on noo 

J u u * www 


O -3 rll_ V O yJ 


18 




10 


B_3501 


MPRRrLRSKM 


120.000 


84 HCV 3b 


19 








no nii.s 




85 HCV 3b 


20 


6 


9 


B_3501 


RAGDP&PUM 


oa nnn 
Z 4t . uuu 


86 HCV 3b 


20 


6 


10 


A24 


RAGDpSPQML 


ii k o n 
il.ozU 


87 HCV 3b 


20 


6 


10 


B7 


RAGDp S PQML 


1 o nnn 
XA . uuu 


88 HCV 3b 


20 


6 


10 


B_3501 


RAGDp S PQML 


1 o nnn 
±A . uuu 


89 HCV 3b 


21 


3 


9 


A_0201 


LLWRQSRSM 


i/i n o n 
X4 . UZ U 

_ . _ — — - 


90 HCV 3b 


21 


3 


10 


A_0201 


LLWRqSRSMT 


1UO . J_^t O 


91 HCV 3b 


22 


22 


9 


A_02 01 


VT T T TDT? A/TOT. 


3 63 .588 


92 HCV 3b 


22 


3 9 


9 


a no n 1 

A U ZUI 


TcfT CT,Prt!Or!J\7 


33 . 472 


93 HCV 3b 


22 


2 9 


y 


ta no m 


r , T,cjT.P'\7Cjc; r n 
LLioxir Voo x 


17 . 140 


94 HCV 3b 


22 


20 


y 


a no n 1 

A U ZUI 


TT.VT.T.T.PPTVT 


12 . 432 


95 HCV 3b 


A A 


J_D 


Q 


aO A 
AZ *± 


XA. X \JX\.VV XXJ X XJ 


12 . 000 


96 HCV 3D 


o o 
A A 


"5 1 

.5X 


Q 

y 




CjXJXT V O O X VJXA. 


20 . 000 


97 HCV 3b 


22 


lb 


y 


13*7 


TOP WT T »VT .T i 
x yr\.Vv JL xj X xjxj 


40 . 000 


98 HCV 3b 


22 


24 


9 


B7 


JjijrCKxXi^iJbxj 


an nnn 


99 HCV 3b 


22 


2 


9 


B_3501 


TPRPILRQF 


ar\ nnn 

OU. UUU 


100 HCV 3b 


22 


23 


10 


A__0201 


TXT T-> -^TV/Ti^tT r^T 

LLliRrMCLSIj 




101 HCV 3b 


22 


41 


10 


A_0201 


SLPGqGVPRT 


17 . 140 


102 HCV 3b 


22 


21 


10 


A24 


LYLLLRRMCL, 


300.000 


103 HCV 3b 


22 


15 


10 


A24 


RTQRwILYLL 


16.800 


104 HCV 3b 


22 


16 


10 


B7 


TQRWiLYIiLL 


40.000 


105 HCV 3b 


22 


47 


10 


B7 


VPRThSTHRA 


20.000 


106 HCV 3b 


22 


12 


10 


B7 


ASHRtQRWIL 


18.000 


107 HCV 3b 


23 








no hits 
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108 HCV 3b 


24 


1 


9 


b 4fc 4t U 3 


MT7 \ 7NTR A O {~* A 


12 . 000 


109 HCV 3b 


24 


3 


10 


B / 


TTTXTD A i^rP t A f^TJT . 


40 . 000 


110 HCV 3b 


25 








no lilts 




111 HCV 3b 


26 


42 


9 


■a nom 
A_U A U J. 


tjt 7VC1\ rWiCTf^T 

Kv i bAyi/vtl 


21 .909 


112 HCV 3b 


26 


21 


9 


B / 




12 . 000 


113 HCV 3b 


26 


38 


9 


B8 


/"'AO f^TDT 7VO A 


16.000 


114 HCV 3b 


26 


7 


10 


TJ "JCfll 

B_ J DUi 


T5 OT/iTTJrN TDT3 ATI? V 

Kb W Pp PKIN rL 1 




115 HCV 3b 


26 


11 


10 


B_3 501 




J. Z . UUU 


116 HCV 3b 


26 


35 


10 


B 6 DUi 


Abl\<^a.KvjjKV x 


1 n nnn 


117 HCV 3b 


27 


2 


9 


B 4 4Ui 




18.000 


118 HCV 3b 


28 


6 


10 


B7 


Li rKKS KGri b V 


An nnn 

4t U . UUU 


119 HCV 3b 


28 


6 


10 


B8 


Li PRK S RGB b V 


AO nnn 

O . UUU 


120 HCV 3b 


28 


6 


10 


B 3 DUI 




12 . 000 


121 HCV 3b 


28 


9 


10 


B_3 501 


TD CDfVi OX 7T X 7T 

Kb RGilb V J_i v J- 


1 o nnn 

J_*i . u u u 


122 HCV 3b 


29 


2 


9 


A_0201 


T fW 7DT f""T TfnTT 

Jjy V P Li G V W 1j 


on 9 RI 


123 HCV 3b 


29 


1 


10 


A_0201 


MT (~\X 7r->T f^T 7TA7T . 


i qq 7to 


124 HCV 3b 


29 


4 


10 


B7 


VPLGVWLiPJ>JL 


pn nnn 

OU . UUU 


125 HCV 3b 


29 


4 


10 


B__3 501 


VPLjGVWLPJN Li 


9 n nnn 

zu . UUU 


126 HCV 3b 


30 


21 


9 


A_02 01 


C?T PCAtTT T3\ 7 

bLGPAVJ-iPV 


1 RQ Q7n 


127 HCV 3b 


30 


18 


9 


A_0201 


SMQSLiCjPAV 


jU . Z ^ Z 


128 HCV 3b 


30 


5 


9 


A_02 01 


PJjri.hjRRyWJ-1 


in ROQ 


129 HCV 3b 


30 


27 


9 


B7 


LPVTRSGHL 


on nnn 
oU.UUU 


130 HCV 3b 


30 


27 


9 


B8 


T TIT /Hill /~t/~1T_TT 

LPVTRSGHL 


1 ^ nnn 

JL o . UUU 


131 HCV 3b 


30 


27 


9 


B_3501 


LPVTRSGHL 


A U . UUU 


132 HCV 3b 


30 


4 


9 


B_3501 


S PLHERRQW 


iD .UUU 


133 HCV 3b 


30 


4 


10 


B7 


S PLH e RRy WL 


ion nnn 

XA U . UUU 


134 HCV 3b 


30 


4 


10 


B8 


SPLrieRKyWlj 


1 £ nnn 

J. O . UUU 


135 HCV 3b 


30 


27 


10 


B_3 501 


LPVTrbGBljY 


An nnn 

4t U . UUU 


136 HCV 3b 


30 


4 


10 


B_3 501 


SPLHeRRyWL 


on nnn 

z u . UUU 


137 HCV 3b 


31 


11 


9 


B7 


t 7T T/^iTTrnTD AT7\TT 

V VGH I KDJIN Lt 


3 0 000 


138 HCV 3b 


31 


10 


10 


B7 


y V V Gil 1 KiMl\ Ll 


•3 n nnn 

-D U • UUU 


139 HCV 3b 


32 


23 


9 


A24 


Kr yWGK.ti.G-L 


i r nnn 

_L Z> . UUU 


140 HCV 3b 


32 


24 


10 


A„0201 


£ yWGlTJiGXLij 


OA . D jfl 


141 HCV 3b 


32 


23 


10 


A24 


RFyWCfREGXL 


zr n nnn 

D u . UUU 


142 HCV 3b 


32 


9 


10 


B7 


i p vynRKKGij 


ion nnn 

-LZ u . UUU 


143 HCV 3b 


32 


9 


10 


B8 


J. P V y nKKRG 1j 


16 . 000 


144 HCV 3b 


32 


9 


10 


B_3 501 


I P VyniS_KKGlj 


on nnn 

z u . UUU 


145 HCV 3b 


33 


3 6 


9 


A24 


RGJjRRIjIjGIj 


1 o nnn 

XZ . UUU 


146 HCV 3b 


33 


34 


9 


B / 


DITID r^T TJDT.T. 

K 1 K«wJjKrtlJiJ 


fzo nnn 


147 HCV 3b 


33 


32 


10 


B / 


AmDfyPT DDT, 


1 on nnn 

X Zj U . VJ VJ u 


148 HCV 3b 


34 


5 


10 


A U Z U 1 




11 . 988 


149 HCV 3b 


34 


8 


1 n 
1U 


B / 


^rnTDTj-r-i TDX A7TJT . 


fin nnn 

O U • UUU 


150 HCV 3b 


35 


3 9 


Q 


a 1 


"R T TNT TUT. 7T ,T «T? 


25 . 000 


151 HCV 3b 


35 


30 


9 


B / 




80 nnn 

O U - UUU 


152 HCV 3b 


35 


37 


9 


B / 


TJT T? TT1T TtTT 7T. 

K JLi K X JJ V ri V J_i 


An nnn 

U . UUU 


153 HCV 3b 


35 


16 


9 


B7 


WAHCGHDL 


on nnn 
ZU . UUU 


154 HCV 3b 


35 


3 


9 


B7 


MAILASQSL 


12.000 


155 HCV 3b 


35 


30 


9 


B_3 501 


LPSSSCRRL 


20.000 


156 HCV 3b 


35 


5 


10 


A_02 01 


ILASqSLNGA 


19.425 


157 HCV 3b 


35 


2 


10 


A_0201 


SMAILASQSL 


15.428 


158 HCV 3b 


35 


37 


10 


A24 


RLRIdVHVLL 


11.200 


159 HCV 3b 


35 


37 


10 


B7 


RLRIdVHVLL 


40.000 
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160 HCV 3b 


35 


15 


161 HCV 3b 


35 


29 


162 HCV 3b 


35 


40 


163 HCV 3b 


36 


1 


164 HCV 3b 


37 


22 


165 HCV 3b 


37 


4 


166 HCV 3b 


37 


16 


167 HCV 3b 


38 


8 


168 HCV 3b 


38 


8 


169 HCV 3b 


38 


1 


170 HCV 3b 


38 


2 


171 HCV 3b 


39 




172 HCV 3b 


40 


41 


173 HCV 3b 


40 


19 


174 HCV 3b 


40 


26 


175 HCV 3b 


40 


36 


176 HCV 3b 


40 


43 


177 HCV 3b 


40 


69 


178 HCV 3b 


40 


27 


179 HCV 3b 


40 


70 


180 HCV 3b 


40 


26 


181 HCV 3b 


40 


73 


182 HCV 3b 


40 


54 


183 HCV 3b 


40 


10 


184 HCV 3b 


40 


25 


185 HCV 3b 


40 


69 


186 HCV 3b 


40 


27 


187 HCV 3b 


40 


51 


188 HCV 3b 


40 


3 


189 HCV 3b 


40 


17 


190 HCV 3b 


40 


19 


191 HCV 3b 


40 


62 


192 HCV 3b 


40 


42 


193 HCV 3b 


40 


51 


194 HCV 3b 


40 


33 


195 HCV 3b 


40 


3 


196 HCV 3b 


40 


38 


197 HCV 3b 


40 


17 


198 HCV 3b 


41 


1 


199 HCV 3b 


42 


19 


200 HCV 3b 


42 


25 


201 HCV 3b 


42 


1 


202 HCV 3b 


42 


18 


203 HCV 3b 


42 


6 


204 HCV 3b 


42 


13 


205 HCV 3b 


42 


18 


206 HCV 3b 


42 


22 


207 HCV 3b 


42 


25 


208 HCV 3b 


43 


39 


209 HCV 3b 


43 


10 


210 HCV 3b 


43 


33 


211 HCV 3b 


43 


38 
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10 


B7 


TTT7T T7\ VlPPUnT 


90 000 


10 


B7 


AJjirbSoCKKJ-i 


1 9 000 

JL ^La a UUU 


10 


B 4 403 


JLUvriVi-ii-tKI c 


15 . 000 


9 


B7 


JKLVC FriW UriLi 




9 


B_3501 


RPHTQCSCW 


20.000 


10 


B8 


LLKr rKKAKl 


on nnn 

O U . U U VJ 


10 


B8 


bAKbiTKKFxl 1 


16 . 000 


9 


Al 


GJjJiAAKxib X 


45 . 000 


9 


A "3 

Ao 




12 .000 


9 


B7 


TV/TAT T3X?/~*/~*r , T 


1 9 nnn 


10 


A_0201 


Ab P.hiCfGGlj Hi A 

no hits 


on ^ 


9 


A_0201 




63 . 342 


9 


A__02 01 


AVGNG VS LV 




9 


A_0201 


Jj VJj VK 1 Ay Li 




9 


A24 


TlXmnTTTT ATT 1 


oyin nnn 

^i4tU . UUU 


9 


A24 


AF P P W AWfa Li 


o <r nnn 

JO • UUU 


9 


A24 


br 1 IjKAFAI Li 


o n nnn 

■J U . UUU 


9 


A3 


tjt t to rn a f~\T IT 
V Lj Vxv 1 Ay lirv 


3 0.000 


9 


B7 


FLRAPATLL 


ez n nnn 


9 


B7 


Li Vli VK 1 Ay U 


o n nnn 

^ U . UUU 


9 


B7 


APATbLiSSV 


i o nnn 
J-Z .UUU 


9 


B8 


m A Tl A T3 flT T_T A 

T ARAK.L. JjH A 


i nnn 

_L O . UUU 


10 


A__0201 


NQ JjhilT b bW-PA 


c*7 *a no 


10 


A_0 201 


S LjVXj VR 1 Ay Li 


91 fi9 
Zl . jDZ 


10 


A24 


PPT T-i _ n ArnT T 


3 0 000 


10 


A3 


ttt t rr-J 4— A r~\T VO 


i 9 nnn 

i. Z . UUU 


10 


B7 


LAR 1 aKAKCJ-i 


1 on nnn 

.UUU 


10 


B7 


r irir ip 1 VlNyj-j 


on nnn 
o u • w vj \j 


10 


B7 


W Jr A V CJJN <j V b 1_> 


on nnn 

OU . UUU 


10 


B7 


A T T/~t r\T*~^T Tn TTTT 

AVGN gv b Jj VLj 


c n nnn 

o u . UUU 


10 


B7 


AKKljy J. Jr br Jj 


12 .000 


10 


B7 


LAP Pp W AWb J-i 


i 9 nnn 

J-Z . UUU 


10 


B8 


T HDrPraDTiDPT, 
IjAKI SKAKCJ-I 


■jon nnn 


10 


B8 


at VDtrDDUTT. 


i fin nhh 

lOU . UUU 


10 


B_3 501 


F P P TpTVNQL 


on nnn 


10 


B J OUI 


TJ Tjtt -p t . A T? "DTDTaT 


on nno 

£■ VJ . VJ VJ VJ 


1U 


B J DUX 


Ta7T5 A X 7rrT\Tf2\ 7Q T . 


9n ooo 

vj . vj vj vj 


Q 

y 


A UZU1 


i v l i /WjJX J!3 v3 O V 


16.258 


Q 

9 


7v no m 
A U zui 


MMT TT TDATPtTT T . 
IXUuXJr ±rlMy£ji-t 


9fi 99 P. 


y 


T3 A a n 7. 


<~\t?t T [ r~ , \ ttaTD a 


24.000 


y 


n a / m 

.b 4i 4i U O 


MTPTT VTrtK /TTJT 1 


12 . 00 0 


1U 


A \JA\J± 


TJMMT -F TDTNTnTi 1 T ■ 
xMl v ii y Ij_ 3_ irlNyHjiJ 


57 . 085 


10 


A_0201 


t r-r ATrpTY^Ti m^Tvr\ 7 


16 .258 


1 n 


a n 


y i v l V aJM i v ii v -i J- r 


13 .500 


10 


B7 


NMMI f PNQEL 


*\ C\ f\f\ c\ 

18.000 


10 


B_3501 


FPNQeLTGVW 


10.000 


10 


B_4403 


QELTgVWRAV 


12.000 


9 


A_0201 


ALLAAVALM 


42.278 


9 


A__0201 


VLSSSTPQL 


36.316 


9 


A24 


GFLRPAALL 


30.000 


9 


B7 


AALLAAVAL 


36.000 
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212 


HCV 3b 


43 


3 


9 


B7 


SVKARJRAVL 


on nnn 


213 


HCV 3 b 


43 


3 


9 


B8 


SVKARRAVL 


on nn n 
oU . UUU 


214 


HCV 3b 


43 


26 


9 


B_3501 


SPQTRKDGF 


on nnn 


215 


HCV 3b 


43 


26 


10 


B7 


SPQTrKDGFL 


oU. UUU 


216 


HCV 3 b 


43 


9 


10 


B7 


AVLSsSTPQL 


jrn nnn 
bU . UUU 


217 


HCV 3b 


43 


2 


10 


B7 


TV Ht TXT T~l T""l *A T TT 

ASVKaRRAVL 


lo.UUU 


218 


HCV 3b 


43 


26 


10 


B8 


S PQTr KDGFL 


1 c nnn 
lb . UUU 


219 


HCV 3 b 


43 


26 


10 


B_3 501 


S PQTrKDGFL 


on nnn 
ZU . UUU 


220 


HCV 3 b 


44 


32 


9 


A_0201 


VLMSCSVTV 


A 1 O A QO 


221 


HCV 3 b 


44 


46 


9 


A_ 0201 


VSYENPKGV 


10 . 126 


222 


HCV 3b 


44 


5 


9 


A24 


MYSRSVRAL 


2UU . UUU 


223 


HCV 3 b 


44 


47 


9 


A24 


SYENPKGVF 


1 c n nnn 
loU . UUU 


224 


HCV 3 b 


44 


26 


9 


A24 


WYIPSSVLM 


a c nnn 
4b . UUU 


225 


HCV 3 b 


44 


53 


9 


B7 


GVFFDVHIL 


o r\ nnn 
20 . 000 


226 


HCV 3 b 


44 


50 


9 


B_3501 


NPKGVFFDV 


i o nnn 
12 .UUU 


227 


HCV 3b 


44 


64 


9 


B__3501 


CSTRCLGEY 


in nnn 
1U - UUU 


228 


HCV 3 b 


44 


8 


9 


B_3501 


RSVRALIAF 


-i /-\ nnn 

10.000 


229 


HCV 3b 


44 


48 


9 


B_4403 


YENPKGVFF 


120 . 000 


230 


HCV 3 b 


44 


40 


9 


B_4403 


VESKQRVSY 


ion nnn 
12 0 . 000 


231 


HCV 3 b 


44 


39 


10 


Al 


TVESkQRVSY 


90 . 000 


232 


HCV 3 b 


44 


31 


10 


A_0201 


SVLMsCSVTV 


22 . 517 


233 


HCV 3 b 


44 


47 


10 


A24 


SYENpKGVFF 


150 . 000 


234 


HCV 3b 


44 


5 


10 


A24 


MYSRsVRALI 


ha nnn 
70 . 000 


235 


HCV 3 b 


44 


52 


10 


A24 


KGVFf DVHILi 


•to n n a 

12 . 000 


236 


HCV 3 b 


44 


53 


10 


A3 


GVFFdVHILR 


18.000 


237 


HCV 3 b 


44 


60 


10 


B7 


ILRRcSTRCL 


40 . 000 


238 


HCV 3b 


44 


18 


10 


B_3501 


ASGSrSQHWY 


i r\ nnn 
10 . 000 


239 


HCV 3 b 


44 


46 


10 


B_3501 


VSYEnPKGVF 


10 . 000 


240 


HCV 3 b 


45 


37 


9 


A_0201 


SQTERIWFM 


195 . 933 


241 


HCV 3 b 


45 


14 


9 


A_0201 


TLNTSFFAI 


114 .9 69 


242 


HCV 3b 


45 


13 


9 


A_0201 


FTLNTSFFA 


3 7.463 


243 


HCV 3b 


45 


21 


9 


A_0201 


AIMWGIGV 


3 5 . 3 85 


244 


HCV 3 b 


45 


82 


9 


A_0201 


FTPDARSFT 


10.73 6 


245 


HCV 3b 


45 


88 


9 


A24 


SFTSLSTFLj 


<-) a nnn 
24 . 000 


246 


HCV 3io 


4b 


7 


y 


A24 


RPPFAGFTIj 


-i *-* nnn 

12 .000 


247 


HCV 3 b 


45 


12 


9 


A24, 


GFTLNTSFF 


1 n nnn 
_LU . UUU 


248 


HCV 3 b 


45 


5 


9 


A3 


GLRPPFAGF 


40 . 500 


249 


HCV 3 b 


45 


7 


9 


B7 


RPPFAGFTL 


on nnn 
80.000 


250 


HCV 3 b 


45 


23 


9 


B7 


MVVGIGVIjLj 


on nnn 
zu.uuu 


251 


HCV 3 b 


45 


7 


9 


B_3 501 


T"i "T> T1T7I 7\ T7IJT1T 

RPPFAGFTIj 


a n nnn 

4tU . UUU 


252 


HCV 3 b 


45 


74 


9 


B_3501 


SSKESRRPF 


in nnn 
JU.UUU 


253 


HCV 3 b 


45 


58 


9 


B_3 501 


YPYFDRPEW 


1 tz nnn 

J.D . UUU 


254 


HCV 3 b 


45 


87 


9 


B_3 501 


RSFTSLSTF 


1 n nnn 
_LU . UUU 


255 


HCV 3 b 


45 


50 


9 


B_4403 


KERTSFALY 


ion nnn 

120 .000 


256 


HCV 3b 


45 


13 


10 


A_0201 


FTLNtSFFAI 


27 . 17 8 


257 


HCV 3 b 


45 


22 


10 


A_0201 


IMWglGVLL 


26 .228 


258 


HCV 3 b 


45 


37 


10 


A_0201 


SQTErlWFMA 


20.363 


259 


HCV 3b 


45 


47 


10 


A_0201 


LLDKeRTSFA 


18.580 


260 


HCV 3b 


45 


14 


10 


A_0201 


TLNTsFFAIM 


14.706 


261 


HCV 3 b 


45 


30 


10 


A_0201 


LLSSnKSSQT 


12.668 


262 


HCV 3b 


45 


44 


10 


A_0201 


FMAL1DKERT 


12.131 


263 


HCV 3 b 


45 


41 


10 


A3 


RIWFmALLDK 


30.000 
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264 HCV 3b 


45 


21 


10 


265 HCV 3b 


45 


83 


10 


266 HCV 3b 


45 


80 


10 


267 HCV 3b 


45 


35 


10 


268 HCV 3b 


45 


36 


10 


269 HCV 3b 


45 


87 


10 


270 HCV 3b 


45 


22 


9 


271 HCV 3b 


46 


97 


9 


272 HCV 3b 


46 


88 


9 


273 HCV 3b 


46 


71 


9 


274 HCV 3b 


46 


43 


9 


275 HCV 3b 


46 


14 


10 


276 HCV 3b 


46 


6 


10 


277 HCV 3b 


46 


95 


10 


278 HCV 3b 


46 


97 


10 


279 HCV 3b 


46 


33 


10 


280 HCV 3b 


46 


92 


10 


281 HCV 3b 


46 


33 


10 


282 HCV 3b 


46 


36 


10 


283 HCV 3b 


46 


97 


10 


284 HCV 3b 


46 


70 


10 


285 HCV 3b 


46 


18 


10 


286 HCV 3b 


46 


43 


10 


287 HCV 3b 


46 


56 


10 


288 HCV 3b 


47 


17 


9 


289 HCV 3b 


47 


16 


9 


290 HCV 3b 


47 


10 


9 


291 HCV 3b 


47 


39 


9 


292 HCV 3b 


47 


30 


9 


293 HCV 3b 


47 


39 


9 


294 HCV 3b 


47 


14 


9 


295 HCV 3b 


47 


39 


9 


296 HCV 3b 


47 


18 


10 


297 HCV 3b 


47 


8 


10 


298 HCV 3b 


47 


14 


10 


299 HCV 3b 


47 


10 


10 


300 HCV 3b 


47 


9 


10 


301 HCV 3b 


47 


41 


10 


302 HCV 3b 


47 


39 


10 


303 HCV 3b 


47 


14 


10 


304 HCV 3b 


48 


6 


9 


305 HCV 3b 


48 


26 


9 


306 HCV 3b 


48 


8 


9 


307 HCV 3b 


48 


1 


9 


308 HCV 3b 


48 


1 


9 


309 HCV 3b 


48 


10 


9 


310 HCV 3b 


48 


25 


10 


311 HCV 3b 


48 


18 


10 


312 HCV 3b 


49 


123 


9 


313 HCV 3b 


49 


104 


9 


314 HCV 3b 


49 


47 


9 


315 HCV 3b 


49 


109 


9 
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B7 


7A Tim 7t -rf~* T IT TT 


36 . 000 


B7 


T PDA2T SFT b Li 


9/i nnn 

4*± . UUU 


B_3 501 


RPr rpDARor 


fin nnn 


B_3 501 


Kbby tER-LWr 


15 . 000 


B_3501 


SSQTeRIWFM 


± u . UU u 


B 3 501 


Kbr ISLblr Jj 


10 . 000 


Al 


T VDy B bAbK 


10 . 000 


B_3501 


DPSSLIVLF 


on nnn 


B_3501 


Tl Tin H "A TV T"M 1 \ LJ 

RARSAADTi 


1 q nnn 

J. O . UUU 


B_4 403 


EDVPVP SGF 


t n nnn 
j u . u uu 


B_4403 


DEYDSTSDS 


1 o nnn 
lo. uuu 


A__0201 


1 -LCbSEbLj 1 V 


69 . 552 


A24 


EYDieyyi IJj 


9 nn nnn 
z u u . uuu 


A24 


TFDPsSLIVL 


o / nnn 
/S4 . UUU 


B7 


DPSbL)! yJur Lt 


sn nnn 
o u • uuu 


B7 


SPGSpSRGGM 


on nnn 

JU - uuu 


B7 


AADTf DPSSL 


1 n on n 
±U . oUU 


B_3501 


S PGSp SRGGM 


/in nnn 

4fcU . UUU 


B_3 501 


SPSRgGMDEY 


/in nnn 
4 U . uuu 


B_3501 


DPSSLIVLFL 


on nnn 

zu . uuu 


B_4403 


EEDVp VP S GF 


60 - 000 


B_4403 


SESLtVDQES 


12 . 000 


B_4403 


DEYDsTSDSS 


i o r» rv r\ 
12.000 


B_4403 


GESPdSAVDS 


12 . 000 


A_0201 


ILMDPFLTC 


243 . 428 


A_0201 


AILMDPFLT 


21 . 989 


B7 


AQRPDPAIL 


Ton nnn 
J.Z U . UUU 


B7 


TPSPRHTPL> 


on nnn 
o u . uu u 


B7 


SPQGQRWI 


i o nnn 
J.Z .uuu 


B8 


TPSPRH1 PJ_i 


i fi nnn 

X D . uuu 


B_3 501 


DPAlJ-iMJJPr 


on nnn 

4U . uuu 


B„3501 


TPSPRHTPLj 


on nnn 
ZU . uuu 


A_02 01 


LMDPf LTCPV 


1 A 1 CQ 


A_02 01 


MLAQrPDPAI 


J. / . / JO 


B7 


DPA1 ImJJPi? Li 


fin TYhri" 
OU . u u u 


B7 


7\ lOTD T")^ T57V T T TV/T 

Ay Kir d Jf AX i-il v l 


45 . 000 


B7 


Jj AQRp DP A± Li 


19 nnn 

J.Z .UUU 


B_3 501 


OT3TDTJ4- DT VTJTT 

bPRHcPLiYPi 1 


ezr\ nnn 

D U . U U U 


B_3 501 


TPbPlTH i PJ-ix 


An nnn 


B 3 501 


JJirA-Li-tlXLUirr ±J 


9n nnn 

ZU . uuu 


A_U A U X 


PMTT 7a T? Cm 7 

Lni v i± j_iAHj o y v 


50 . 23 2 


A_U 2 U ± 


yjyib v- jn y b Fij 


15 . 42 8 


A3 


T T 71 TT> O TT TT 

I Ij AE b y V Liis. 


3 0.000 


B7 


MDPrnT PMTT 

Mrb 1 JjbMl Jj 


an nnn 

o u . uuu 


B_3 501 


MPG 1 LiGMX Li 


on nnn 

z* u . uuu 


B_4403 


AESQVLKSL 


o o nnn 
2 / . UUU 


B7 


SQMScNQSPL 


12.000 


B__3501 


LSTIqTQSQM 


10.000 


Al 


VTEAVKAIR 


45.000 


Al 


ATQPPRMLK 


25.000 


Al 


GSSPPMILK 


15.000 


A_0201 


RMLKNIVWL 


722 .126 
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316 HCV 3b 


49 


110 


9 


A_0201 


MLiivN XVWLiV 


71 .3 86 


317 HCV 3b 


49 


148 


9 


A_O201 


T«TTT"»T mT7"GlTT1\/r 


18 . 225 


318 HCV 3b 


49 


74 


9 


A_0201 


1 LPJXLPMPP 1 


17 . 140 


319 HCV 3b 


49 


122 


9 


A 02 01 


T T 111 IT.' 7\ T 7TV7V T 
J_j V 1 iiAVKAl 


14 . 634 


320 HCV 3b 


49 


116 


9 


A_0201 


T.TT T 71 TT~> /~*T T 7JTI 




321 HCV 3b 


49 


34 


9 


A_0201 


KJXLAGRRLTM 


J.Z . DjO 


322 HCV 3b 


49 


114 


9 


A__0201 


IVWLWRGL 


1 O 1 io 
Xz . xz>A 


323 HCV 3b 


49 


146 


9 


A24 


RYWIPLTKF 


^ZU.UUU 


324 HCV 3b 


49 


109 


9 


A24 


FJYLLKNIVWL 


1 o nnn 
± z . uuu 


325 HCV 3b 


49 


129 


9 


B7 


AIREATAGL 


1 o n nnn 
izu . uuu 


326 HCV 3b 


49 


143 


9 


B7 


RPARYWIPL 


on nnn 
8U - UUU 


327 HCV 3b 


49 


186 


9 


B7 


KPRTLSLNC 


on nnn 
zU . UUU 


328 HCV 3b 


49 


114 


9 


B7 


IVWLVVRGL 


on nnn 


329 HCV 3b 


49 


103 


9 


B7 


VATQP PRML 


±o . uuu 


330 HCV 3b 


49 


182 


9 


B7 


ALCSKPRTIj 


1 o nnn 
1Z . uuu 


331 HCV 3b 


49 


184 


9 


B8 


CSKPRTLSL 


on nnn 
o u . u u u 


332 HCV 3b 


49 


143 


9 


B_3501 


-r-» -r-x -7\ TTtn»7T T*»T 

RPARYWI PL 


/in nnn 
4tu . u u u 


333 HCV 3b 


49 


58 


9 


B_3501 


RAPETPAPY 


o a nnn 
Z4 .UUU 


334 HCV 3b 


49 


139 


9 


B_3 501 


GSVERPARY 


on nnn 
zu . uuu 


335 HCV 3b 


49 


184 


9 


B_3501 


CSKPRTLSL 


1 c nnn 
ID . uuu 


336 HCV 3b 


49 


186 


9 


B_3501 


KPRTLSLNC 


1 o nnn 
XA . uuu 


337 HCV 3b 


49 


71 


9 


B_3 501 


SSNTLPMPM 


1 n nnn 


338 HCV 3b 


49 


141 


9 


B„4403 


VERPARYWI 


*i o nnn 
JLz .UUU 


339 HCV 3b 


49 


92 


10 


Al 


NAEDaAGPAR 


1 q nnn 
lo -UUU 


340 HCV 3b 


49 


109 


10 


A_O201 


RMLKnIVWLV 


*2 one n c; o 
J . z U b . Ud / 


341 HCV 3b 


49 


180 


10 


A_0201 


WLALc SKPRT 


"3/1 O "7 Q 


342 HCV 3b 


49 


121 


10 


A_0201 


GLVT e AVKAI 


O "X QOC 


343 HCV 3b 


49 


114 


10 


A__0201 


-r-X 7T.TT —— T TT1 /*1T X 7 

IVWLvVRGLV 


J_± .loo 


344 HCV 3b 


49 


128 


10 


A24 


KAI Re AT AG L 


1 o nnn 
_LZ . uuu 


345 HCV 3b 


49 


66 


10 


B7 


YPAS t S SNTLi 


on nnn 
ou . uuu 


346 HCV 3b 


49 


172 


10 


B7 


MGRI s ASCWL 


/in nnn 
4U . UUU 


347 HCV 3b 


49 


45 


10 


B7 


WGSsPPMIL 


*3 n nnn 
jU. UUU 


348 HCV 3b 


49 


102 


10 


B7 


C VATqP PRMLi 


■3 n nnn 
o u . uuu 


349 HCV 3b 


49 


181 


10 


B7 


LALCsKPRTL 


i o nnn 
J.Z . UUU 


350 HCV 3b 


49 


128 


10 


B7 


KAI Re A I AGL 


1 o nnn 
JLZ - UUU 


351 HCV 3b 


49 


80 


10 


B7 


PPTAaFAKPL 


*i o nnn 

JL Z . UUU 


352 HCV 3b 


49 


118 


10 


B7 


T TT m nl T If 1 1 1.1 "ATT 

VVRG1VTEAV 


1 n nnn 
X u . uuu 


353 HCV 3b 


49 


181 


10 


B8 


LALCsKPRTL 


1 £ nnn 
_L o - uuu 


354 HCV 3b 


49 


183 


10 


B8 


LiG fa JtVDR 1 Ls fa J_j 


1 s nnn 

_L D . UUU 


355 HCV 3b 


49 


66 


10 


B_3 501 


Y PAfaTIfafalM 1J_i 


on nnn 

Z U - UUU 


356 HCV 3b 


49 


43 


10 


B„3 501 


fa fa V V CJo fa P PM 


1 n nnn 

1U . UUU 


357 HCV 3b 


49 


68 


10 


B_3 501 


7\ Orn O i~>7VTT«T T3TVT 

Afa 1 faSJN 1 LFM 


1 n nnn 
J.U . uuu 


358 HCV 3b 


49 


70 


10 


B_3 501 


I fafaJN ULFJXLPM 


1 n nnn 
i u . uuu 


359 HCV 3b 


49 


131 


10 


B 4 403 




12 000 


360 HCV 3b 


49 


124 


10 


B 4 403 


I hi A V KA.1 KrLA 


1 o nnn 

JLZ . UUU 


361 HCV 3b 


50 








no hits 




362 HCV 3b 


51 


4 


9 


A_0201 


MMYLVIGCV 


81.705 


363 HCV 3b 


51 


3 


9 


A„0201 


AMMYLVIGC 


30.534 


364 HCV 3b 


51 


5 


9 


A24 


MYLVIGCVM 


52.500 


365 HCV 3b 


51 


3 


10 


A_0201 


AMMYLVIGCV 


55.572 


366 HCV 3b 


51 


6 


10 


A_0201 


YLVIgCVMQM 


52.561 


367 HCV 3b 


52 


12 


10 


A_0201 


GLAFaRAQTV 


69.552 
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~y /~ O tt/~it r O 

368 HCV jO 




D 


Q 
-7 


B 3501 


p S PO\7 r TNT? Y 

XVCJ JT V3 V X IN X\. i 


20. 000 


369 HCV 3b 


D-J 


D 


Q 


B 4403 




10 .125 


370 HCV 3b 


53 


12 


*i n 
XL) 


7V O A 


T?VT"D/-tT."DT?T3\7" 
±vx S-lrQLiir±~s.ir V 


21 . 600 


371 HCV 3b 


dj 


Xb 


1 n 
x u 


al 


riT ,pr -r»\7P PT .P 
NJiJ-l-tr rykj V JTS.iT J_lXv 


18 . 000 


372 HCV 3b 


53 


8 


10 


B / 


bV XiNxx J.irvjJj 


20 000 


373 HCV 3b 


54 


17 


9 


A3 


mT c? *r rnt tott - 
TijybXx VoK 


3 0 . 000 


374 HCV 3b 


54 


22 


10 


A_0201 


TVSKS PVY J? V 


*l *3 QQ7 


375 HCV 3b 


54 


23 


10 


B„3501 


"t 7(~iTjr t~**~*x nrnT 7i\>r 

VSKSpVYPVM 


jU.UUU 


376 HCV 3b 


54 


9 


10 


B_3 501 


KST Yc S TATL 


in n n n 

lU.UUU 


377 HCV 3b 


55 


6 


9 


B7 


VAVAS TVS L 


xz . UU U 


378 HCV 3b 


55 


5 


10 


B7 


GVAVaSTVSL 


ZU . UU U 


379 HCV 3b 


56 


1 


9 


B7 


MVRVPVRML 


inn nnn 
J UU . uuu 


380 HCV 3b 


57 


3 


9 


B8 


V Jr JS. Jr xl VAii ± 


16.000 


381 HCV 3b 


57 


12 


9 


B„4403 


T*» O T? o rp "E> rnu 1 V 


13 .500 


382 HCV 3b 


57 


5 


10 


B_3 501 


KJfKVaA 1 Uvjf 


i on nnn 

XZ VJ . U UVJ 


383 HCV 3b 


57 


11 


10 


B 4403 


1 JJkjr S i xs. 1 Ji x 


22 . 500 


384 HCV 3b 


58 


40 


9 


A__02 01 


/ — 1 T T TT OVT TIT T 

GLjVIj b KXiAV 


(?Q CCO 
Ox? . DDZ 


385 HCV 3b 


58 


65 


y 


7\ O A 
AZ4t 


is. x xio £j f ri v 


10 . 000 


386 HCV 3b 


58 


45 


9 


Aj 


xvJ_iA VJlo Jr xjxv 


12 000 


387 HCV 3b 


58 


33 


y 


rS / 


Hi it Li r\.y U i3 Vci J-i 


80 000 


388 HCV 3b 


58 


8 


y 




mr)T t 7TJ rp t\ it, 


80 000 


389 HCV 3b 


58 


86 


9 


"DO 


y Jr 1 XV& W J3 1 JJ 


ro ono 


390 HCV 3b 


58 


2 


9 


B7 


iNJV^jXAJr Al JrJj 


a.0 nnn 

*± \J . U VJ VJ 


391 HCV 3b 


58 


2 


9 


B8 


JMCi?CAr Al iriJ 


16.000 


392 HCV 3b 


58 


8 


9 


B 6 DUX 


1 JrJ-i Vxl 1 AAJu 


90 nnn 

VJ . VJ VJ VJ 


393 HCV 3b 


58 


33 


y 


±5 j DU1 


JL Jr J_j t\\J Li O Vj J_j 


90 000 


394 HCV 3b 


58 


86 


9 


B 3 501 


vjJr IKoWb 1 J-i 


on nnn 

VJ . VJ VJ VJ 


395 HCV 3b 


58 


58 


y 


B J DUX 




10.000 


396 HCV 3b 


58 


68 


y 


±i 4t ft U j 


O T? T? TDTJT-t rn fTI Q 

oJliJi irrl vyui3 


48 . 000 


397 HCV 3b 


58 


58 


Q 

y 


TJ A a n "3 
Jj_^fc *± U -3 


X OAvDxtV x r\.x 


27 . 000 


398 HCV 3b 


58 


45 


i n 
XU 




J\.J_> A V e O Jr xjxvK. 


24 . 000 


399 HCV 3b 


58 


70 


1 n 
XU 


£3 / 


TTT3WV; Trrr 1 Q P TiT , 


80 000 


400 HCV 3b 


58 


18 


10 


B / 


J. Jr 1 J. C Jr JiVj»Xll v l 


3 0.000 


401 HCV 3b 


58 


7 


10 


B7 


Al JrJ-i v Jrl 1 AAJ-i 


12 .000 


402 HCV 3b 


58 


18 


1 n 
XU 


B o DUX 


X Jr X 1 C Jr JiVjXilu 


. 40.000" 


403 HCV 3b 


58 


70 


1 n 
XU 


xa o c n 1 
p J 3U1 


Jzi Jr Jrl V Vj oxvLJ J_i 


90 000 

iLa vJ . VJ VJ VJ 


A f\ A TT/*TtT D "Uk 

404 HCV 3b 


58 


43 


1 n 
X U 


Jd .3 D U JL 


JJ O JX J-i d V Hi ij ir XJ 


15 . 000 


405 HCV 3b 


DO 


D / 


X u 


a f± *± u .3 


PT 1 CJ a c; PTTTPV 
r\.JL DHBflV J.XVX 


13 . 500 


406 HCV 3b 


59 


1 


Q 

y 


Til 


lu X Jr Jr X V V JrxV 


10 . 000 


A FX *7 T T /"IT 7 I^l 

407 HCV d>u 


59 


Z O 


Q 


2\ no ni 

A. VJ Z U J. 


V Jjour V JTvJ-J V 


147 .172 


408 HCV J J3 






Q 


a noni 


X V V XT XX JA. V VV V 


33 .472 


409 HCV 3-D 


r>y 


O Q 
Zo 


q 

y 


A VJ Z U J. 


C! T . P\/P T ATT T 
o jj ir v x\.xj v x x 


23 .995 


410 HCV 3D 


59 


XU 


Q 


a no m 

A UZ VJ J. 


JTV V vU vrtv X 


21.348 


AAA nr~y\ t "2 V. 


n a 

oy 


o C 
Z O 


q 


A24 


X ±7 J_l O J— f XT V JA J_J 


36 . 000 


A A O TT/TT 7" *D T~ 

412 HCV 3JD 




ZX 


Q 

y 


D 1 


ojtv x irijoij 


80 . 000 


413 HCV 3b 


59 


52 


9 


B7 


DSKllHPXi'lj 


/in nnn 
4t u . u u u 


414 HCV 3b 


59 


40 


9 


B7 


SPRVCWAYA 


20.000 


415 HCV 3b 


59 


21 


9 


B_3501 


SPVTTFLSL 


20.000 


416 HCV 3b 


59 


52 


9 


B_3501 


DSRRHPIFL 


15.000 


417 HCV 3b 


59 


7 


9 


B_3501 


VPKKVWVAV 


12.000 


418 HCV 3b 


59 


39 


9 


B_3501 


NSPRVCWAY 


10.000 


419 HCV 3b 


59 


37 


9 


B_3501 


VPNSPRVCW 


10.000 
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420 


HCV 3b 


59 


1 


10 


Al 


MTP P tWPKK 


1 a nn n 
1U . uuu 


421 


HCV 3b 


59 


28 


10 


A_0201 


SLPVrLVTIV 


65 . 588 


422 


HCV 3 b 


59 


6 


10 


A_0201 


WPKkVWVAV 


17 . 588 


423 


HCV 3b 


59 


26 


10 


A_0201 


FL SLp VRLVT 




424 


HCV 3 b 


59 


10 


10 


A_0201 


KVWV aVDS TC 


1 o coo 


425 


HCV 3 b 


60 


21 


9 


A_0 201 


KMTGSVATA 


zo.ooi 


426 


HCV 3 b 


60 


33 


9 


B7 


RPSAAQSCM 


20.000 


427 


HCV 3 b 


60 


33 


9 


B_3501 


RPSAAQSCM 


80 . 000 


428 


HCV 3 b 


60 


39 


9 


B_4403 


SCMGDRWSY 


18.000 


429 


HCV 3 b 


60 


14 


10 


A_0201 


TLISiGLKMT 


17 . 140 


430 


HCV 3 b 


60 


6 


10 


B7 


AVSApQVITL 


60 . 000 


431 


HCV 3b 


60 


9 


10 


B7 


APQViTLISI 


24 . 000 


432 


HCV 3b 


60 


11 


10 


B7 


QVITLISIGL 


OA AAA 
Z U . UUU 


433 


HCV 3b 


60 


38 


10 


B_3501 


QSCMgDRWSY 


15 . 000 


434 


HCV 3 b 


61 








no hits 




435 


HCV 3 b 


62 


33 


9 


Al 


AASPLHMAY 


25 . 000 


436 


HCV 3b 


62 


7 


9 


A24 


GYSRLASKI 


66.000 


437 


HCV 3b 


62 


52 


9 


A3 


CLYHGDKVK 


50 . 000 


438 


HCV 3b 


62 


45 


9 


B7 


QIRRPIQCL 


60 . 000 


439 


HCV 3b 


62 


3 


9 


B7 


KIREGYSRL 


40 . 000 


440 


HCV 3 b 


62 


20 


9 


B7 


LPRTSRGGT 


30 . 000 


441 


HCV 3b 


62 


61 


9 


B7 


NPRSRSTPA 


20 . 000 


442 


HCV 3 b 


62 


12 


9 


B7 


ASKITLSRL 


12 . 000 


443 


HCV 3b 


62 


63 


9 


B7 


RSRSTPAPM 


10 . 000 


444 


HCV 3 b 


62 


61 


9 


B8 


NPRSRSTPA 


16 . 000 


445 


HCV 3 b 


62 


63 


9 


B_3501 


RSRSTPAPM 


60 . 000 


446 


HCV 3b 


62 


35 


9 


B_3501 


SPLHMAYWF 


20 . 000 


447 


HCV 3 b 


62 


12 


9 


B_3501 


ASKITLSRL 


15 .000 


448 


HCV 3 b 


62 


3 


9 


B_3501 


KIREGYSRL 


12 .000 


449 


HCV 3 b 


62 


33 


9 


B_4403 


AASPLHMAY 


12 . 000 


450 


HCV 3 b 


62 


10 


10 


A3 


RLASklTLSR 


1 O AAA 

xz . uuu 


451 


HCV 3 b 


62 


38 


10 


A3 


HMAYwFHQIR 


1 O AAA 

12 . 000 


452 


HCV 3 b 


62 


8 


10 


B7 


YSRLaSKITL 


A r\ AAA 

4 0.000 


453 


HCV 3 b 


62 


69 


10 


B7 


APMVaSSSPV 


3 6.000 


454 


HCV 3 b 


62 


11 


10 


B7 


LASKiTLSRL 


±z . uuu 


455 


HCV 3 b 


62 


8 


10 


B__3 501 


YSRLaSKITL 


15.000 


456 


HCV 3 b 


62 


32 


10 


B_3501 


KAASpLHMAY 


tO AAA 

XA . UUU 


457 


HCV 3 b 


63 


3 


9 


B_4403 


HAAQNATRY 


_L 5 . oUU 


458 


HCV 3 b 


64 


68 


9 


A_0201 


TLNIEKFTV 


A C\~l A AO 


459 


HCV 3 b 


64 


61 


9 


B7 


CPPTNILTL 


OA AAA 

oU . UUU 


460 


HCV 3 b 


64 


44 


9 


B7 


SQRSPLVQL 


o U . UUU 


461 


HCV 3 b 


64 


41 


9 


B7 


SSRSQRSPL 


b U . UUU 


462 


HCV 3 b 


64 


61 


9 


B_3 501 


/~1 T-\ mTvT ~T" T JT1T 

C P PTJM ± LiTJj 


on nnn 
zu . uuu 


463 


HCV 3 b 


64 


41 


9 


B_3 501 


fi fi T"J f1f\T"i flT^T 

SSRSQRSPL 


1 c: nnn 
-Lo . UUU 


464 


HCV 3 b 


64 


24 


9 


B_4403 


SESWEWSS 


1 o nnn 
±Z . UUU 


465 


HCV 3 b 


64 


66 


10 


A_0201 


ILTLnlEKFT 


69 . 676 


466 


HCV 3 b 


64 


67 


10 


A_0201 


LTLNiEKFTV 


35.242 


467 


HCV 3 b 


64 


. 43 


10 


A24 


RSQRsPLVQL 


12.000 


468 


HCV 3 b 


64 


41 


10 


B8 


SSRSqRSPLV 


12.000 


469 


HCV 3b 


64 


40 


10 


B_3501 


RSSRsQRSPL 


10.000 


470 


HCV 3 b 


64 


43 


10 


B_3501 


RSQRSPLVQL 


10.000 


471 


HCV 3b 


65 


1 


9 


A_0201 


MLQGGAPQV 


118.238 
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472 HCV 3b 


DO 


b 


Q 

y 


■an 
±5 / 


JAlrK^) V.C J.JMJrv 


12 . 000 


473 HCV 3b 


br> 


Q 

o 


i n 


A U Z UX 


vV Xxlir VJ-ir X 


42 .727 


474 HCV 3b 


bb 


b 


1 n 
XU 


T3-7 


/iJry V X -LJ.MJrv.lj 


240 . 000 


475 HCV 3b 


65 


o n 
Z U 


1 n 
XU 


"D'7 
rS / 


xlJrlNlrlx JrvwoiaJJ 


120 000 

mL £j \J * \J \J \J 


476 HCV 3b 


65 


20 


XU 


b o dui 


rl Jr JN ri XV Jr W Jj 


90 000 


477 HCV 3b 


65 


6 


10 


B o DUi 


AryVI IJMJrVXj 


on 000 


478 HCV 3b 


65 


30 


10 


B_4403 


KE VNkKT SD S 


1 q nnn 


479 HCV 3b 


66 








no hits 




480 HCV 3b 


67 


6 


10 


B7 


DIRSCfHPEEL) 


4U . uuu 


481 HCV 3b 


67 


8 


10 


B_3501 


RS GHp EELNL 


Xb - UUU 


482 HCV 3b 


68 


4 


10 


B_3501 


DPFEDTNCKF 


a r\ nnn 
4U . UUU 


483 HCV 3b 


69 


3 


9 


B7 


STMTTLAQL 


Xz . UUU 


484 HCV 3b 


69 


7 


10 


A3 


TXjAQL pcmek 


£ n nnn 
b u . u u u 


485 HCV 3b 


70 


3 


9 


AX 


jjijiiy o J_» V fa Jx 


36 . 000 


486 HCV 3b 


70 


1 


9 


A_0 201 


lXU_iJ_iJjJiy o Jj V 


437 . 482 


487 HCV 3b 


70 


39 


9 


7\ no m 


J\Jljyirvjrtr Jrv 


27 . 454 


488 HCV 3b 


70 


11 


9 


•A O A 

Az4 


is. X K Jr JJAt? J-J X 


12 . 000 


489 HCV 3b 


70 


3 


9 


A3 


Jjijiiiy fa Xl V fa l\ 


30.000 


490 HCV 3b 


70 


9 


9 


B 3 DUI 


V o Jx X K Jr JJAJ? 


15 .000 


491 HCV 3b 


70 


4 


9 


-a a a n "a 
B 4 4 U 3 


T PACT T 7aT<" V 

ij iiy b Xi V faix x 


c/n nnn 
o Q \j . u u u 


492 HCV 3b 


70 


37 


9 


B 4 403 


X lli j\±j U PvaRb 


ac\ nnn 


493 HCV 3b 


70 


39 


9 


B_4403 


T/- T7> /~Y T~) (^1 T3 DT1\ 7 

KEUPGRt 1 PV 


19 nnn 

XZ . UUU 


494 HCV 3b 


70 


3 


10 


Al 


Xlliiliy SXlVfalS. X 


45 . 000 


495 HCV 3b 


70 


11 


10 


A24 


KYKrOAr Xtx fa 


i a Ann 

X^b . ft U U 


496 HCV 3b 


70 


2 


10 


A3 


XiJj Jj Hj q fa Xj V b IS. 


67 . 500 


497 HCV 3b 


70 


3 


10 


A3 


Xl Xl EU S Xl v b JS. I 


12 000 


498 HCV 3b 


70 


13 


10 


B / 


KJtXJAXXjX faKJj 


24 . 000 


499 HCV 3b 


70 


9 


10 


B 3 501 


VbJxX ITJrJJAt 1 JLi 


15 . 000 


500 HCV 3b 


70 


13 


10 


B 3 OU1 


TD T3TV A -FT V" C T-3 T . 
JKJrJJAl- Jj x oJrCJ-i 


12 . 000 


501 HCV 3b 


71 


15 


9 


B7 


JK V b JXL T X)P J\Jj 


9 n nnn 

ZU . UUU 


502 HCV 3b 


71 


45 


9 


B 3 501 


JtiPAypyPbr 


on nnn 

ZU . UUU 


503 HCV 3b 


71 


11 


10 


B7 


IN JrnVxvoJYIJ. Jj 


on nnn 

O U . UUU 


504 HCV 3b 


71 


38 


10 


B7 


E PKtj gJxb H PA 


on nnn 

ZU . UUU 


505 HCV 3b 


71 


5 


10 


B7 


YPMRsANPHV 


12 . 000 


506 HCV 3b 


71 


38 


io 


B8 


EPRGgKSHPA 


"*ao " nnn 
3z . UUU 


507 HCV 3b 


71 


11 


10 


B_3 501 


NPHVrVSMTL 


on nnn 
zu. UUU 


508 HCV 3b 


71 


22 


10 


B_3501 


KLRDLRRGSF 


i o nnn 
XZ .UUU 


509 HCV 3b 


72 


15 


9 


A24 


PYQAVPQGL 


50 - 400 


510 HCV 3b 


72 


22 


9 


A3 


GLjSRPNTTR 


1 q nnn 
Xo . UUU 


511 HCV 3b 


72 


23 


9 


B7 


XifaKirJN 1 1 KJj 


An nnn 

U . UUU 


512 HCV 3b 


72 


25 


9 


B7 


RPNTTRLVI 


•to nnn 
X2 . UUU 


513 HCV 3b 


72 


8 


9 


B_3501 


LPGH SOAPY 


40.000 


514 HCV 3b 


72 


25 


9 


B_3 501 


RPNTTRLVI 


16.000 


515 HCV 3b 


72 


23 


9 


B_3501 


LSRPNTTRL 


15.000 


516 HCV 3b 


72 


22 


10 


A_0201 


GLSRpNTTRL 


21.362 


517 HCV 3b 


72 


14 


10 


B7 


APYQaVPQGL 


240.000 


518 HCV 3b 


72 


14 


10 


B_3501 


APYQaVPQGL 


20.000 
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Table 4m 
H77 (1-3) 



no* 


Strain 


ORF 


Start: 


AA 


l 


HCV H77 


1 


17 


9 


2 


HCV H77 


1 


2 


9 


3 


HCV H77 


1 


17 


9 


4 


HCV H77 


1 


14 


10 


5 


HCV H77 


1 


17 


9 


6 


HCV H77 


1 


16 


10 


7 


HCV H77 


1 


15 


9 


8 


HCV H77 


2 


43 


10 


9 


HCV H77 


2 


53 


10 


10 


HCV H77 


2 


64 


10 


11 


HCV H77 


2 


64 


9 


12 


HCV H77 


2 


44 


9 


13 


HCV H77 


2 


26 


9 


14 


HCV H77 


2 


5 


10 


15 


HCV H77 


2 


32 


10 


16 


HCV H77 


2 


6 


9 


17 


HCV H77 


2 


51 


9 


18 


HCV H77 


2 


12 


9 


19 


HCV H77 


2 


32 


10 


20 


HCV H77 


2 


67 


10 


21 


HCV H77 


2 


67 


9 


22 


HCV H77 


2 


58 


10 


23 


HCV H77 


3 


2 


9 


24 


HCV H77 


4 


2 


10 


25 


HCV H77 


4 


19 


9 


26 


HCV H77 


4 


2 


10 


27 


HCV H77 


4 


2 


9 


28 


HCV H77 


4 


26 


10 


29 


HCV H77 


4 


24 


9 


30 


HCV H77 


5 


4 


10 


_31 


HCV H77 


5 


1 


10 


32 


HCV H77 


5 


1 


10 


33 


HCV H77 


5 


4 


10 


34 


HCV H77 


5 


4 


10 


35 


HCV H77 


5 


1 


10 


36 


HCV H77 


5 


8 


9 


37 


HCV H77 


7 


24 


10 


38 


HCV H77 


7 


28 


10 


39 


HCV H77 


7 


57 


10 


40 


HCV H77 


7 


29 


9 


41 


HCV H77 


7 


12 


9 


42 


HCV H77 


7 


9 


9 


43 


HCV H77 


7 


36 


10 


44 


HCV H77 


7 


32 


10 


45 


HCV H77 


7 


51 


10 


46 


HCV H77 


7 


57 


10 


47 


HCV H77 


7 


22 


9 


48 


HCV H77 


7 


16 


9 


49 


HCV H77 


7 


58 


9 
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HLA 


Peptide se<juence 


Score 


B7 


SSRRKRLAM 


15 . 000 


B7 


GATLHHESL 


12 . 000 


B8 


SSRRKRLAM 


20 . 000 


B8 


ELLSSRRKRL 


16 . 000 


B3501 


SSRRKRLAM 


30 . 000 


B3501 


LSSRKRLAM 


10 . 000 


A0201 


LLSSRKRL 


36 .316 


B4403 


AASPTSWGTY 


12 . 000 


B3501 


RSSAPLLEAL 


10 . 000 


B3501 


GPWRMASGFW 


10.000 


B3501 


GPWRMASGF 


o a a a a 
20.000 


B3501 


ASPTSWGTY 


10 . 000 


B3501 


TPGVGRAIW 


10.000 


B7 


VAGGRDGSCL 


12 .000 


B7 


AIWVRSSIPL 


12 . 000 


B7 


AGGRDGSCD 


12.000 


A24 


TYRSSAPLL 


200 . 000 


A24 


SCLPVALG1) 


10 . 080 


A0201 


AIWVRSSIPL 


24 .380 


A0201 


RMASGFWKTA 


23 . 178 


A0201 


RMASGFWKT 


76 . 695 


Al 


LLEALPGPWR 


18. 000 


A0201 


QQGTFLVAL 


18.930 


B3501 


SPMIALTRVL 


20. 000 


B8 


SCTLRGVSL 


16 . 000 


B7 


SPMIALTRVL 


240 . 000 


B7 


SPMIALTRV 


12 . 000 


A3 


SLAFARVTPR 


12 . 000 


A0201 


GVSLAFARV 


11 . 563 


B3501 


APRLGLLVSL 


60 . 000 


B3501 


MPAAPRLGLL 


20 . 000 


B8 


MPAAPRLGLL 


16 . 000 


B8 


APRLGLLVSL 


16 . 000 


B7 


APRLGLLVSL 


240 . 000 


B7 


MPAAPRLGLL 


80 . 000 


A0201 


GLLVSLHQA 


42.278 


B3501 


C P QRAC VARY 


40.000 


B7 


ACVARY I AS L 


1 O AAA 

12 . UUU 


B7 


VQMIRMSSSL 


"1 O AAA 
12 . 000 


B7 


CVARYIASL 


OA AAA 

20 . UUU 


B7 


TAGTTLQDL 


12 . 000 


B7 


NAPTAGTTL 


12.000 


A3 


SLPAPWWWER 


36.000 


A24 


RYIALPAPW 


18.000 


A0201 


RLPTAGVQMI 


23.995 


A0201 


VQMIRMSSSL 


13.624 


A0201 


ALCPQRACV 


69.552 


A0201 


TLQDLVALC 


46.848 


A0201 


QMIRMSSSL 


15.428 
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50 


HCV 


H77 


8 


3 


51 


HCV 


H77 


8 


12 


52 


HCV 


H77 


10 


61 


53 


HCV 


H77 


10 


13 


54 


HCV 


H77 


10 


2 


55 


HCV 


H77 


10 


9 


56 


HCV 


H77 


10 


17 


57 


HCV 


H77 


10 


55 


58 


HCV 


H77 


10 


32 


59 


HCV 


H77 


10 


55 


60 


HCV 


H77 


10 


55 


61 


HCV H77 


11 


33 


62 


HCV 


H77 


11 


32 


63 


HCV 


H77 


11 


25 


64 


HCV 


H77 


11 


13 


65 


HCV 


H77 


11 


33 


66 


HCV 


H77 


11 


5 


67 


HCV 


H77 


11 


14 


68 


HCV H77 


11 


18 


69 


HCV 


H77 


11 


18 


70 


HCV 


H77 


11 


14 


71 


HCV 


H77 


11 


27 


72 


HCV 


H77 


11 


18 


73 


HCV 


H77 


12 


7 


74 


HCV 


H77 


12 


7 


75 


HCV 


H77 


13 


40 


76 


HCV 


H77 


13 


27 


77 


HCV 


H77 


13 


40 



78 


HCV 


H77 


13 


40 


79 


HCV 


H77 


13 


27 


80 


HCV 


H77 


13 


20 


81 


HCV 


H77 


13 


5 


82 


HCV 


H77 


13 


40 


83 


HCV 


H77 


13 


6 


84 


HCV 


H77 


13 ~* 


~~4(f 


85 


HCV 


H77 


13 


17 


86 


HCV 


H77 


13 


29 


87 


HCV 


H77 


13 


37 


88 


HCV 


H77 


13 


30 


89 


HCV 


H77 


13 


29 


90 


HCV 


H77 


13 


30 


91 


HCV 


H77 


13 


28 


92 


HCV 


H77 


14 


22 


93 


HCV 


H77 


14 


27 


94 


HCV 


H77 


14 


9 


95 


HCV 


H77 


14 


31 


96 


HCV 


H77 


14 


1 


97 


HCV 


H77 


14 


3 


98 


HCV 


H77 


14 


36 


99 


HCV 


H77 


14 


18 


100 


HCV 


H77 


14 


46 


101 


HCV 


H77 


14 


36 
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q 


B3501 


HPWPfiPTVT. 

J. 1 JT V V XT OlV 1 VI) 


20 . 000 


Q 

y 


po cm 




20 . 000 


1 n 

X u 


A24 


RYrr.nnPTFW 

XVI ^UvyJT J- V V 


11 . 000 


1 n 

x u 


AO A 


r\. 1 X/iV^ili J. W XrXj 


8 . 000 


1 n 
x u 




1—-L. J. X O XrXJX: Hi J. 


13 . 669 


Q 




C Hi J. OI\ J. X ri. V_- 


13 . 500 


i n 
J.U 


■d/1 / no 
rS^t^fcU j 


k^XliX VVXr XJVVXMy O 


20 . 000 


1 n 
X u 


-do cn-i 
OO DUX 


T .P\ 7f2. a P "R VPT 4 


20 . 000 


1 n 

XU 


po cm 


ppqcqpfinnT 
X\. Jr o o o X\\3 o \i J- 


16 . 000 


i n 
x U 


DO 

ISO 


XjJt V\Jri_tVtvX v-XJ 


16 . 000 


*i n 
xU 


a i 


T OWf" 1 APPVC'T, 


120 000 


1 n 
J. u 


a no m 


T»T ,Va7 A fZPT >T ,"K"\ T 


1 327 748 


1 n 
_LU 


A O /I 


XS.X XjVv-oAjJrXjXj 


12 .000 


10 


7V O / 


KL X JrxXlVV 1 IS. 1 J_i 


14 .400 


10 


A24 


Tinri CUTJT1DT 7T 

KGFbHnFKVxj 


1 o nnn 

x^ . uuu 


9 


A3 


mr T»T7\ f~* T3T T T>T 

1 JjWAv3 F JjIjXN. 


onn nnn 


9 


A3 


Glib 1 1 (jPJiK 


1 o nnn 


9 


B7 


GPbHHPKVxj 


pn nnn 

o u . uuu 


9 


B7 


HPKVxj b oKL 


on nnn 

A U .UUU 


10 


B7 


TinnT 7T OOT3PT 


on nnn 
o u . uuu 


Q 

y 


no cm 


IjJr o XI 11 Jr Jts. V Xj 


20 000 


9 


■oo cm 


X irlYlVV X IS- 1 i-i W 


10 .000 


10 


B3501 


TTDDT 7T dC*'Dr~tT 

luJrrCvijobKC X 


24 . 000 


9 


!$t±*± U J 


bUi V J- .ftAJ VAL 


18.000 


10 


B4403 


bliVlAbVALr 


ocn nnn 

J o u . uuu 


10 


do cm 
hsJouX 


pnn T3Mr , T,TT 1 T 
Jrx\.Xrl v XVjXj X xjJ. 


24 .000 


10 


B3oUl 


rpDT T T r^i"PTA7Zi T . 
1 Jr XiXiJ-jy KvviilJ 


o n nnn 

A u . u u u 


9 


B3501 


C rK JrJXlvj xj X xj 


fin nnn 

o u . uuu 


y 


T3 Q 
-DO 


L^xr rs.1T X\L^j XJ_i 


16 . 000 


i n 
xu 


■an 

rs / 


X XtXJ ,1 iXj y/Jt\.VV.raXj 


120.000 


1 n 
1U 


a I 




120 000 

J. £a \J - www 


*i n 
_LU 


■on 

XO / 


aa\7TJ appqpt. 


81 . 000 


1 n 


P.7 


nptj pwrny t t , T 

JT XN. JT 1 MV3 U J- J-I J. 


80 . 000 


Q 

y 


±3 / 


AA7P APR CRT. 
V Xvrt. XT XS. O XS.XJ 


1 .350 . 000 


Q 




npp pMRTiTTi 


800 . 000 


9 


xo / 


n PP AT'P PTATr 1 


3 0 . 000 


10 


7v no m 


XjijijyKWAXj VXJ 


55 . 091 


10 


A0201 


VXj 1 C Xt'KPiXIvjXJ 


3 6 . 316 


i n 
XU 


7i no m 


XjXj yXS-VV AXj V Xj X 


29 . 137 


9 


A02 01 


XJXJXjyrCWAiJ V 


743 . 72 0 


9 


7\ no m 
AUZUx 


Lii-iy rtvViVLj V xj 


14 . 890 


y 


a no m 


if Xj Xj xj \J is. W AXj 


13 . 042 


Q 


A0201 




226 . 014 


Q 

y 


i\U.<£ UX 


xj xj xr J_i xvri. Jr o J-J 


36.316 


Q 


A0201 


1\L3 OJJ1 XVV^/XVJ—I 


21.362 


9 


A24 


RAPbLCPxij 


X4t . *tU U 


10 


B3501 


MPHPSWASAL 


20.000 


10 


B3501 


HPSWASALSL 


20.000 


10 


B3501 


CPILTSRRLIi 


20.000 


10 


B3501 


RGRDWLCSPL 


12.000 


9 


B3501 


CPPPERSPF 


30.000 


9 


B3501 


CPILTSRRL 


20.000 
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102 


HCV H77 


14 


36 


10 


B7 


CPILTSRRLL 


120-000 


103 


HCV H77 


14 


1 


10 


B7 


MPHPSWASAL 


80.000 


104 


HCV H77 


14 


3 


10 


B7 


HPSWASALSL 


80 . 000 


105 


HCV H77 


14 


14 


10 


B7 


KQRLRGRDWL 


60 . 000 


106 


HCV H77 


14 


18 


10 


B7 


RGRDWLCSPL 


a r\ a a a 
4U .UUU 


107 


HCV H77 


14 


8 


10 


B7 


SALSLTKQRL 


no r\ r\ r\ 
12.000 


108 


HCV H77 


14 


36 


9 


B7 


CPILTSRRL 


80 . 000 


109 


HCV H77 


14 


31 


9 


B7 


RAPSLCPIL 


12.000 


110 


HCV H77 


14 


9 


9 


B7 


ALSLTKQRL 


12 .000 


111 


HCV H77 


14 


34 


9 


A3 


SLCPILTSR 


13 .500 


112 


HCV H77 


14 


18 


10 


A24 


RGRDWLCSPL 


11 . 520 


113 


HCV H77 


15 


3 


10 


B7 


WPTTAVLTCL 


80 . 000 


114 


HCV H77 


15 


17 


10 


B7 


AAMLSSCRPM 


27 . 000 


115 


HCV H77 


15 


18 


10 


B7 


AMLSSCRPML 


18 . 000 


116 


HCV H77 


15 


1 


9 


B3501 


MPWPTTAVL 


20 - 000 


117 


HCV H77 


15 


3 


10 


B3501 


WPTTAVLTCL 


20 . 000 


118 


HCV H77 


15 


1 


9 


B7 


MPWPTTAVL 


80 . 000 


119 


HCV H77 


15 


18 


10 


A0201 


AMLSSCRPML 


57 . 085 


120 


HCV H77 


15 


11 


10 


A0201 


CLSSRPAAML 


21.3 62 


121 


HCV H77 


15 


19 


9 


A0201 


MLSSCRPML 


36 .316 


122 


HCV H77 


16 


3 


10 


B3501 


SPGLNAGAGL 


20 . 000 


123 


HCV H77 


16 


52 


9 


B3501 


RPPRLQLGY 


80 . 000 


124 


HCV H77 


16 


3 


10 


B7 


SPGLNAGAGL 


80 . 000 


125 


HCV H77 


16 


38 


10 


B7 


SVSAMTRAVL 


30 . 000 


126 


HCV H77 


16 


47 


10 


B7 


LGMSSRPPRL 


12.000 


127 


HCV H77 


16 


13 


10 


B7 


AGGSQASIDL 


12 . 000 


128 


HCV H77 


16 


33 


10 


B7 


STRPSSVSAM 


10 . 000 


129 


HCV H77 


16 


50 


9 


B7 


SSRPPRLQL 


90.000 


130 


HCV H77 


16 


11 


10 


A0201 


GLAGGSQASI 


10 . 433 


131 


HCV H77 


16 


48 


9 


A0201 


GMSSRPPRL 


15 . 428 


132 


HCV H77 


17 


8 


9 


B3501 


QSRVGRTFL 


15 . 000 


133 


HCV H77 


17 


5 


10 


B7 


YPRQSRVGRT 


20 . 000 


134 


HCV H77 


17 


8 


9 


B7 


QSRVGRTFL 


60 . 000 


135 


HCV H77 


17 


7 


10 


A0201 


RQSRVGRTFL 


11.913 


13 6 


HCV H77 


18 


4 


10 


B3501 


HPCYTDWALF 


30.000 


137 


HCV H77 


18 


4 


9 


B3501 


HPCYTDWAL 


20 . 000 


138 


HCV H77 


18 


4 


9 


B7 


HPCYTDWAL 


80.000 


139 


HCV H77 


18 


6 


10 


A24 


CYTDWALFRM 


30.000 


140 


HCV H77 


18 


7 


10 


Al 


YTDWALFRMK 


25 . 000 


141 


HCV H77 


19 


6 


10 


A3 


AL ST YRT S S K 


on AAA 

2U . UUU 


142 


HCV H77 


20 


39 


9 


A24 


RCLVTPPLL 


"11 AAA 

12 .000 


143 


HCV H77 


20 


37 


10 


B7 


CQRCLVTPPL 


a a Ann 
4U . UUU 


144 


HCV H77 


20 


10 


10 


B3501 


RPTGRNSRSF 


A r\ AAA 

4U . UUU 


145 


HCV H77 


21 


2 


9 


B7 


MARAWRELL 


1 O A AAA 

loU .UUU 


146 


HCV H77 


21 


2 


9 


B8 


MARAWRELL 


16.000 


147 


HCV H77 


22 


11 


10 


Al 


AMQPPASLPY 


12.500 


148 


HCV H77 


22 


17 


9 


Al 


SLPYSAASL 


21.362 


149 


HCV H77 


22 


10 


9 


A24 


RAMQPPASL 


12.000 


150 


HCV H77 


22 


11 


10 


A3 


AMQPPASLPY 


12.000 


151 


HCV H77 


22 


10 


9 


B7 


RAMQPPASL 


54.000 


152 


HCV H77 


22 


3 


10 


B7 


PPRTTCRRAM 


30.000 


153 


HCV H77 


22 


16 
3 


10 


B7 


ASLPYSAASL 


12.000 
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154 


HCV H77 


22 


3 


10 


BJoUX 


DDDmrnriDD 7\.tjr 
rFKl i LKKAW 


12 . 000 


155 


HCV H77 


24 


6 


10 




P x IjURFCG b ii 




156 


HCV H77 


24 


7 


9 


■a noni 
AU/dU X 




48 . 544 


157 


HCV H77 


25 


96 


10 


B3501 


RSVVGPTRKM 




158 


HCV H77 


25 


27 


10 


B3501 


AnVT T T"5T , «T"D O T 

yPi Li IjPwPbLj 


9 n nnn 

4U . uuu 


159 


HCV H77 


25 


75 


10 


B3501 


LrP (_ P P WKbb Xi 


9 n nnn 

zu. uuu 


160 


HCV H77 


25 


24 


10 


B3501 


O'DTVTn'DVT T "DT/iT 

b PIN U P x JjJj P W 


10 . 000 


161 


HCV H77 


25 


33 


9 


B3501 


WPbXiPPKVij 


9 n nnn 
zu.uuu 


162 


HCV H77 


25 


72 


9 


B3501 


bPXXiPL.PPW 


10 . 000 


163 


HCV H77 


25 


2 


10 


B8 


AAK x rlijrlvjPij 


16 - 000 


164 


HCV H77 


25 


2 


10 


B7 


71 7LT3VUT TT/rnT 

AAK x HbriGPXi 


ocn nnn 

jOU - U UU 


165 


HCV H77 


25 


75 


10 


B7 


t nnn nr.Tn fCfT 
LPCPPWRGbLl 


1 9n nnn 

1ZU . uuu 


166 


HCV H77 


25 


27 


10 


B7 


QP X XJXjPWPblJ 


1 9 n nnn 

XAU . UUU 


167 


HCV H77 


25 


65 


10 


B7 


APPTPTLiSPI 


9yi nnn 
A 41 - uuu 


168 


HCV H77 


25 


33 


9 


B7 


WP S DP PK VIj 


ion nnn 
JLZ u . u u u 


169 


HCV H77 


25 


63 


9 


B7 


LAAPPTPTIj 


1 q nnn 
x o . uu u 


170 


HCV H77 


25 


116 


9 


B7 


/~\ TV TTri ci TIT) 7\ T 

QAHbbPRALi 


1 9 nnn 
. uuu 


171 


HCV H77 


25 


41 


9 


B7 


LAAPQLPAIj 


i o nnn 
XZ . uuu 


172 


HCV H77 


25 


50 


9 


B7 


RATIRQHPL 


19 nnn 
J.Z . uuu 


173 


HCV H77 


25 


30 


10 


A3 


LIjPWPSLPPK 


"3 n nnn 
oU. UUU 


174 


HCV H77 


25 


4 


10 


A24 


RYHLjHGPLjLiL. 


1 n nnn 
_L u - uuu 


175 


HCV H77 


25 


4 


9 


A24 


RYHLHGPLL 


a nn nnn 
41 uu . u uu 


176 


HCV H77 


25 


28 


9 


A24 


PYLLPWPSL 


"an nnn 
J U . uuu 


177 


HCV H77 


25 


54 


9 


A24 


RQHPLSPPL 


11 con 


178 


HCV H77 


25 


11 


10 


A0201 


LLCLRLGKSV 


1 1 Q T1Q 
XXo ./iJO 


179 


HCV H77 


25 


40 


10 


A0201 


VLAAPQLtPAL 


83 - 527 


180 


HCV H77 


25 


62 


10 


A0201 


LLAAPPTPTL 


JO . JJ.D 


181 


HCV H77 


25 


104 


10 


A0201 


KMSCAAQCLjI 


Zo . O / Z 


182 


HCV H77 


25 


104 


9 


A0201 


KMSCAAQCLj 




183 


HCV H77 


25 


83 


9 


A0201 


SLjGXRISAT 


1*7 i a n 

J. / . JL41 U 


184 


HCV H77 


25 


62 


9 


A0201 


IiLAAPPTPT 


19 £. 
XA . DOO 


185 


HCV H77 


25 


35 


9 


A0201 


SDPPKVLiAA 


11 /OC 


186 


HCV H77 


25 


45 


9 


A0201 


AT "m\ T Ti "ft m~r 

QIjPALRATI 


1 n /! "3 "5 


187 


HCV H77 


25 


118 


9 


Al 


HSSPRALjRK 


1 c nnn 


188 


HCV H77 


27 


57 


10 


B4403 


*a m "ft /~i t\ *ft t~s "ft 7v \r 

ATAGAARAAY 


o *7 nnn 
z / .uuu 


189 


HCV H77 


27 


30 


10 


B3501 


tjt n "ft T«T n O O T C* T 

KP A W P o b Li b i_» 


yi n nnn 
41 u - uuu 


190 


HCV H77 


27 


33 


10 


B3501 


W P S S P b LiRQ^r 


on nnn 
zu.uuu 


191 


HCV H77 


27 


36 


9 


B3501 


bPbJ-iKG.b Mij 


9 n nnn 
zu.uuu 


192 


HCV H77 


27 


35 


9 


B3501 




i n nnn 
x u . uuu 


193 


HCV H77 


27 


36 


9 


TD Q 

Bo 


b P b JjKLtI? JXU-i 


i 6 nnn 


194 


HCV H77 


27 


2 


10 


B7 


"TT3 7VT7T rnTJ/~\C*T 

X PAVli 1 PtjbXf 


on nnn 

OU . UUU 


195 


HCV H77 


27 


30 


10 


B7 


Trn7\ TaTTJ cot ot 

KPAW P b b L) b Jj 


on nnn 

O U . U U u 


196 


HCV H77 


27 


3 8 


10 


B7 


bLiRCar JXIXiLjAXi 


ac\ nnn 

41U . U U U 


197 


HCV H77 


27 


15 


10 


B7 


OT 7T3 T> T) /~\ LiTPTVTT, 7 


i n nnn 

J. U . UUU 


198 


HCV H77 


27 


3 6 


Q 

y 


•an 
B / 


b Pb LiKVjJf FlLi 


on nnn 


199 


HCV H77 


27 


46 


9 


A3 


AIiLPIQGGK 


20 . 000 


200 


HCV H77 


27 


19 


10 


A0201 


RQFTNWTWT 


35.364 


201 


HCV H77 


27 


42 


9 


A0201 


FMLGALLPI 


294.957 


202 


HCV H77 


28 


48 


9 


B4403 


EEAGLPYVA 


12.000 


203 


HCV H77 


28 


31 


10 


B4403 


CELGDTGPGA 


12.000 


204 


HCV H77 


28 


48 


10 


B4403 


EEAGLPYVAS 


12.000 


205 


HCV H77 


28 


46 


9 


B3501 


CPEEAGLPY 


24.000 
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206 


HCV 


H77 


28 


37 


9 


B3501 


GPGASALGF 


20 . 000 


207 


HCV H77 


28 


3 


10 


B7 


SAHFHSTVTL 


12 .000 


208 


HCV 


H77 


28 


44 


9 


A24 


GFCPEEAGL 


24 . 000 


209 


HCV 


H77 


28 


25 


9 


A0201 


NLGSRPCEL 


21 . 362 


210 


HCV 


H77 


28 


46 


9 


Al 


CPEEAGLPY 


56 .250 


211 


HCV H77 


29 


3 


9 


B4403 


GPAGSGFAY 


13 .500 


212 


HCV 


H77 


29 


3 


9 


B3501 


GPAGSGFAY 


40 . 000 


213 


HCV 


H77 


29 


1 


9 


B3501 


MPGPAGSGF 


20 . 000 


214 


HCV H77 


33 


47 


10 


B4403 


GELGEGPGSA 


12 . 000 


215 


HCV 


H77 


33 


50 


10 


B4403 


GEGPGSAAAI 


12 . 000 


216 


HCV 


H77 


33 


5 


9 


B4403 


DELVPYGSV 


24.000 


217 


HCV H77 


33 


47 


9 


B4403 


GELGEGPGS 


12 . 000 


218 


HCV 


H77 


33 


92 


10 


B3501 


HPTDQHQRQL 


40 . 000 


219 


HCV 


H77 


33 


74 


9 


B3501 


RPHHGWACW 


20 . 000 


220 


HCV 


H77 


33 


36 


9 


B3501 


SPGGHSVFL 


20 . 000 


221 


HCV 


H77 


33 


92 


10 


B7 


HPTDQHQRQL 


80 . 000 


222 


HCV 


H77 


33 


36 


9 


B7 


SPGGHSVFL 


80 . 000 


223 


HCV 


H77 


33 


41 


9 


B7 


SVFLHGGEL 


20.000 


224 


HCV H77 


33 


33 


10 


A0201 


SLGSPGGHSV 


69 .552 


225 


HCV 


H77 


34 


37 


10 


B3501 


SSRFPLIDTL 


15.000 


226 


HCV 


H77 


34 


40 


9 


B3501 


FPLIDTLYL 


30. 000 


227 


HCV H77 


34 


34 


10 


B8 


LARSSRFPLI 


80 . 000 


228 


HCV 


H77 


34 


26 


9 


B8 


QCGPRPCGL 


16 .000 


229 


HCV 


H77 


34 


34 


9 


B8 


LARSSRFPL 


16 . 000 


230 


HCV 


H77 


34 


37 


10 


B7 


SSRFPLIDTL 


40 . 000 


231 


HCV 


H77 


34 


34 


10 


B7 


LARSSRFPLI 


12 . 000 


232 


HCV 


H77 


34 


34 


9 


B7 


LARSSRFPL 


180. 000 


233 


HCV 


H77 


34 


40 


9 


B7 


FPLIDTLYL 


80 . 000 


234 


HCV 


H77 


34 


39 


10 


A24 


RFPLIDTLYL 


60 . 000 


235 


HCV 


H77 


34 


46 


9 


A24 


LYLRLLGPL 


360 . 000 


236 


HCV 


H77 


34 


33 


10 


A0201 


GLARS SRFPL 


193 .902 


237 


HCV 


H77 


34 


45 


10 


A0201 


TLYLRLLGPL 


20 .440 


238 


HCV 


H77 


34 


40 


9 


A0201 


FPLIDTLYL 


13 . 054 


239 


HCV 


H77 


35 


14 


9 


B8 


GARWRRPGC 


16 . 000 


240 


HCV 


H77 


35 


23 


10 


B7 


SGRVLPVNRL 


60. 000 


241 


HCV 


H77 


35 


5 


9 


B7 


RPGGRHEHL 


80 . 000 


242 


HCV 


H77 


35 


19 


9 


B7 


RPGCSGRVL 


80 . 000 


243 


HCV 


H77 


35 


40 


10 


A0201 


RLVREAGNYT 


40.986 


244 


HCV 


H77 


36 


47 


9 


B4403 


ASVDKLGVY 


27 . 000 


245 


HCV 


H77 


36 


2 


9 


B4403 


DEPANSLRL 


12 . 000 


246 


HCV 


H77 


36 


62 


10 


B3501 


LAKGH LGLDM 


18 . 000 


247 


HCV 


H77 


36 


47 


9 


B3501 


ASVDKLGVY 


20 . 000 


248 


HCV 


H77 


36 


58 


10 


B7 


MLRFLAKGHL 


40 . 000 


249 


HCV 


H77 


36 


53 


10 


B7 


GVYHSMLRFL 


20 . 000 


250 


HCV 


H77 


36 


44 


9 


B7 


EATASVDKL 


12.000 


251 


HCV 


H77 


36 


51 


10 


A3 


KLGVYHSMLR 


24.000 


252 


HCV 


H77 


36 


68 


9 


A3 


GLDMRGAER 


12.000 


253 


HCV 


H77 


36 


60 


10 


A24 


RFLAKGHLGL 


60.000 


254 


HCV 


H77 


36 


54 


9 


A24 


VYHSMLRFL 


200.000 


255 


HCV 


H77 


36 


53 


10 


A0201 


GVYHSMLRFL 


15.133 


256 


HCV 


H77 


36 


61 


9 


A0201 


FLAKGHLGL 


98.267 


257 


HCV 


H77 


36 


51 


9 


A0201 


KLGVYHSML 


74.768 
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258 


HCV H77 


36 


68 


9 


Al 


GLDMRGAER 


10 . 000 


259 


HCV H77 


36 


5 


9 


B3501 


RPGGRHEHL 


40 . 000 


260 


HCV H77 


36 


19 


9 


B3501 


RPGCSGRVL 


a r\ r\ A A 

40 . 000 


261 


HCV H77 


37 


40 


10 


B3501 


TPRVPGGVAI 


o a nnn 
z4 - UUU 


262 


HCV H77 


37 


18 


9 


B3501 


APTQVCAPL 


on a a a 
zU.UUU 


263 


HCV H77 


37 


43 


9 


B3501 


VPGGVAITL 


OA AAA 
ZV . UUU 


264 


HCV H77 


37 


40 


10 


B7 


TPRVPGGVAI 


OA AAA 

oU . UUU 


265 


HCV H77 


37 


42 


10 


B7 


RVPGGVAI TL 


OA n A A 

AV . UUU 


266 


HCV H77 


37 


1 


10 


B7 


MPVPDPIARI 


1 O AAA 

lz . UUU 


267 


HCV H77 


37 


17 


10 


B7 


GAPTQVCAPL 


1 o AAA 

±A . UUU 


268 


HCV H77 


37 


18 


9 


B7 


APTQVCAPL 


1 A f\ AAA 

240 .000 


269 


HCV H77 


37 


43 


9 


B7 


VPGGVAITL 


OA AAA 
oU . UUU 


270 


HCV H77 


37 


21 


9 


B7 


QVCAPLQAL 


3 0.000 


271 


HCV H77 


37 


40 


9 


B7 


TPRVPGGVA 


"in AAA 

3 0.000 


272 


HCV H77 


37 


42 


10 


A24 


RVPGGVAI TL 


16.800 


273 


HCV H77 


37 


35 


9 


A0201 


IIQSRTPRV 


16 .258 


274 


HCV H77 


37 


3 


9 


Al 


VPDPIARIF 


12 .500 


275 


HCV H77 


38 


8 


10 


B7 


RPRRRWKEGL 


800 .000 


276 


HCV H77 


38 


8 


10 


B3501 


RPRRRWKEGL 


i o r\ r\ A A 

120 .000 


277 


HCV H77 


39 


1 


10 


B3501 


MPQKTWGPAL 


20.000 


278 


HCV H77 


39 


12 


9 


Al 


SLETPGPER 


18 .000 


279 


HCV H77 


39 


4 


10 


A0201 


KTWGP ALAS L 


19 .824 


280 


HCV H77 


39 


1 


10 


B7 


MPQKTWGPAL 


80 . 000 


281 


HCV H77 


40 


47 


9 


B3501 


CPAPLVLVL 


20 . 000 


282 


HCV H77 


40 


57 


10 


B3501 


TPARCRGRHL 


20.000 


283 


HCV H77 


40 


57 


10 


B8 


TPARCRGRHL 


16.000 


284 


HCV H77 


40 


58 


9 


B8 


PARCRGRHL 


32 . 000 


285 


HCV H77 


40 


57 


10 


B7 


TPARCRGRHL 


80.000 


286 


HCV H77 


40 


42 


10 


B7 


SQRVSCPAPL 


40 .000 


287 


HCV H77 


40 


44 


10 


B7 


RVSCPAPLVL 


20.000 


288 


HCV H77 


40 


27 


9 


B7 


LVRLVHGWL 


200.000 


289 


HCV H77 


40 


47 


9 


B7 


CPAPLVLVL 


80.000 


290 


HCV H77 


40 


58 


9 


B7 


PARCRGRHL 


12.000 


291 


HCV H77 


40 


65 


9 


A3 


HLPPPQPMK 


45.000 


292 


HCV H77 


40 


29 


9 


A3 


RLVHGWLQR 


~i27o6d" 


293 


HCV H77 


40 


22 


9 


A24 


RWPAGLVRL 


12.000 


294 


HCV H77 


40 


26 


10 


A0201 


GLVRLVHGWL 


15.274 



Table 4n 
H77 (4-6) 



No 


Strain 


ORF 


HLA 


Start 


Sequence 


Score 


1 


HCV H77 


1 


B4403 


4 


REASISTLC 


12 


2 


HCV H77 


1 


B4403 


4 


REASISTLCS 


12 


3 


HCV H77 


1 


B7 


2 


ICREASISTL 


40 


4 


HCV H77 


1 


B8 


2 


ICREASISTL 


24 


5 


HCV H77 


2 


B7 


16 


CVGAPRPIL 


45 


6 


HCV H77 


2 


B8 


6 


AARACKGAQT 


16 


7 


HCV H77 


3 


B7 


11 


DAVASGAGL 


12 


8 


HCV H77 


4 


A68.1 


22 


PVQRCRWRR 


20 


9 


HCV H77 


4 


A68.1 


21 


SPVQRCRWR 


10 
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10 


HCV H77 


4 


A68.1 


30 


RQLGQHPQR 


10 


11 


HCV H77 


4 


A68.1 


21 


SPVQRCRWRR 


10 


12 


HCV H77 


4 


B3501 


5 


LPPRPRHTL 


20 


13 


HCV H77 


4 


B3501 


8 


RPRHTLQEC 


12 


14 


HCV H77 


4 


B3501 


19 


GPSPVQRCRW 


10 


15 


HCV H77 


4 


B4403 


3 


QELPPRPRHT 


16 


16 


HCV H77 


4 


B7 


5 


LPPRPRHTL 


180 


17 


HCV H77 


4 


B7 


8 


RPRHTLQEC 


20 


18 


HCV H77 


4 


B7 


23 


VQRCRWRRQL 


60 


19 


HCV H77 


5 


A0201 


10 


ALTGPPSIV 


28,52 


20 


HCV H77 


5 


A0201 


2 


KQWRGYQAA 


21, 95 


21 


HCV H77 


5 


A0201 


2 


KQWRGYQAAL 


62,92 


22 


HCV H77 


6 


A68.1 


10 


RTSSLSGRR 


50 


23 


HCV H77 


6 


A68.1 


2 


RPASRRARR 


10 


24 


HCV H77 


7 


A0201 


11 


KLLCHKHLL 


276, 64 


25 


HCV H77 


7 


A0201 


12 


LLCHKHLLST 


29,14 


26 


HCV H77 


7 


A0201 


18 


LLSTRRRQGT 


12,67 


27 


HCV H77 


7 


A24 


11 


KLLCHKHLL 


12 


28 


HCV H77 


7 


A68.1 


20 


STRRRQGTCR 


50 


29 


HCV H77 


7 


A68.1 


7 


GTRHKLLCHK 


45 


30 


HCV H77 


7 


B3501 


3 


HPWSGTRHKL 


20 


31 


HCV H77 


7 


B7 


3 


HPWSGTRHKL 


120 


32 


HCV H77 


8 


B3501 


10 


SPQGLGPHW 


10 


33 


HCV H77 


8 


B3501 


10 


SPQGLGPHWY 


40 


34 


HCV H77 


9 


A68.1 


3 


WSSFRPRGR 


15 


35 


HCV H77 


9 


B3501 


7 


RPRGRQSSI 


48 


36 


HCV H77 


9 


B7 


7 


RPRGRQSSI 


80 


37 


HCV H77 


9 


B8 


7 


RPRGRQSSI 


40 


38 


HCV H77 


10 


Al 


2 


ATESAPLTR 


112,5 


39 


HCV H77 


10 


A68.1 


57 


DTTQSRRTR 


150 


40 


HCV H77 


10 


A68.1 


2 


ATESAPLTR 


50 


41 


HCV H77 


10 


A68.1 


63 


RTRGRTQDR 


50 


42 


HCV H77 


10 


A68.1 


39 


EATSRRGRR 


15 


43 


HCV H77 


10 


A68.1 


6 


APLTRQEQR 


10 


44 


HCV H77 


10 


A68.1 


35 


GAGGEATSR 


10 


45 


- -HGV-H77 — 


- -i-o 


-A68-.1- - - 


... __i7. 


— TTRPPPCPVR 


- -75- - - 


46 


HCV H77 


10 


A68.1 


58 


TTQSRRTRGR 


50 


47 


HCV H77 


10 


A68.1 


6 


APLTRQEQRR 


15 


48 


HCV H77 


10 


A68.1 


41 


TSRRGRRPLR 


15 


49 


HCV H77 


10 


A68.1 


35 


GAGGEATSRR 


10 


50 


HCV H77 


10 


B3501 


19 


RPPPCPVRM 


80 


51 


HCV H77 


10 


B3501 


41 


TSRRGRRPL 


15 


52 


HCV H77 


10 


B7 


41 


TSRRGRRPL 


60 


53 


HCV H77 


10 


B7 


19 


RPPPCPVRM 


20 


54 


HCV H77 


10 


B7 


40 


ATSRRGRRPL 


18 


55 


HCV H77 


11 


A68.1 


8 


GSNQWGRAR 


15 


56 


HCV H77 


11 


A68.1 


6 


VCGSNQWGR 


10 


57 


HCV H77 


11 


A68.1 


5 


DVCGSNQWGR 


600 


58 


HCV H77 


11 


B3501 


14 


RARCCCPPL 


18 


59 


HCV H77 


11 


B7 


14 


RARCCCPPL 


120 


60 


HCV H77 


13 


A0201 


2 


ALPGGGVLEA 


11,43 


61 


HCV H77 


13 


Al 


8 


VLEAARHSY 


45 


62 


HCV H77 


13 


B7 


1 


MALPGGGVL 


12 


63 


HCV H77 


14 


A68.1 


8 


RSRQNQNQR 


15 



WO 2004/011650 



PCT/EP2003/008112 



- 155 - 



64 


HCV H77 


15 


A24 


29 


SFLRHAATL 


30 


65 


HCV H77 


15 


A24 


29 


SFLRHAATLL 


30 


66 


HCV H77 


15 


A68.1 


1 


MAALPPLDR 


10 


67 


HCV H77 


15 


A68.1 


10 


SLARTLRAR 


10 


68 


HCV H77 


15 


A68.1 


9 


RSLARTLRAR 


30 


69 


HCV H77 


15 


B7 


30 


FLRHAATLL 


40 


70 


HCV H77 


15 


B7 


3 


ALPPLDRSL 


12 


71 


HCV H77 


15 


B7 


11 


LARTLRARCL 


120 


72 


HCV H77 


15 


B7 


2 


AALPPLDRSL 


36 


73 


HCV H77 


15 


B8 


11 


LARTLRARCL 


320 


74 


HCV H77 


17 


A0201 


33 


CLAVSHAAL 


21,36 


75 


HCV H77 


17 


A0201 


21 


MIMLPSQEL 


18,48 


76 


HCV H77 


17 


A0201 


22 


IMLPSQELT 


16,59 


77 


HCV H77 


17 


A0201 


23 


MLPSQELTGV 


271,95 


78 


HCV H77 


17 


A0201 


8 


VISIILAHSV 


16,26 


79 


HCV H77 


17 


A0201 


20 


NMIMLPSQEL 


15,43 


80 


HCV H77 


17 


A3 


3 


TLKKWVISI 


10, 8 


81 


HCV H77 


17 


A68.1 


35 


AVSHAALAR 


200 


82 


HCV H77 


17 


A68.1 


34 


LAVSHAALAR 


10 


83 


HCV H77 


17 


A68.1 


40 


ALARGWGSR 


10 


84 


HCV H77 


17 


B3501 


15 


HSVGANMIM 


10 


85 


HCV H77 


17 


B4403 


27 


QELTGVCLA 


24 


86 


HCV H77 


17 


B4403 


27 


QELTGVC LAV 


12 


87 


HCV H77 


17 


B7 


16 


SVGANMIML 


20 


88 


HCV H77 


17 


B7 


21 


MIMLPSQEL 


18 


89 


HCV H77 


18 


A68.1 


6 


SPAARQAAR 


10 


90 


HCV H77 


18 


A68.1 


1 


MVQSWSPAAR 


200 


91 


HCV H77 


18 


A68.1 


5 


WSPAARQAAR 


15 


92 


HCV H77 


18 


B3501 


8 


AARQAARALM 


18 


93 


HCV H77 


18 


B7 


8 


AARQAARAL 


360 


94 


HCV H77 


18 


B7 


8 


AARQAARALM 


135 


95 


HCV H77 


18 


B8 


8 


AARQAARAL 


16 


96 


HCV H77 


20 


A0201 


15 


YENPIGVFL 


10,51 


97 


HCV H77 


20 


A0201 


13 


VSYENPIGV 


10,13 


98 


HCV H77 


20 


Al 


6 


TVESKQRVSY 


90 
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-20 - 


A24- 


— - -14- 


SY-ENPIGVF — 


- -150 


100 


HCV H77 


20 


A24 


14 


S YENPIGVFL 


420 


101 


HCV H77 


20 


A3 


2 


SLSVTVESK 


60 


102 


HCV H77 


20 


A68.1 


4 


SVTVESKQR 


200 


103 


HCV H77 


20 


A68.1 


3 


LSVTVESKQR 


30 


104 


HCV H77 


20 


A68.1 


1 


MSLSVTVESK 


18 


105 


HCV H77 


20 


B3501 


17 


NPIGVFLDF 


20 


106 


HCV H77 


20 


B3501 


31 


NSTRCPGEY 


10 


107 


HCV H77 


20 


B3501 


13 


VSYENPIGVF 


10 


108 


HCV H77 


20 


B4403 


7 


VESKQRVSY 


120 


109 


HCV H77 


20 


B4403 


17 


NPIGVFLDF 


11,25 


110 


HCV H77 


22 


A0201 


20 


LMWATAFLA 


293,63 


111 


HCV H77 


22 


A0201 


19 


ELMWATAFL 


32,6 


112 


HCV H77 


22 


A0201 


26 


FLAWQRTSFA 


125,69 


113 


HCV H77 


22 


A0201 


9 


TLSSRRSFHT 


43,22 


114 


HCV H77 


22 


A0201 


1 


MMWSIGVTL 


26,23 


115 


HCV H77 


22 


Al 


17 


HTELMWATAF 


22,5 


116 


HCV H77 


22 


A24 


25 


AFLAWQRTSF 


15 


117 


HCV H77 


22 


A68.1 


23 


ATAFLAWQR 


100 
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118 


HCV H77 


22 


A68.1 


5 


SIGVTLSSR 


10 


119 


HCV H77 


22 


A68.1 


4 


VSIGVTLSSR 


30 


120 


HCV H77 


22 


A68.1 


5 


SIGVTLSSRR 


10 


121 


HCV H77 


22 


B3501 


11 


SSRRSFHTEL 


15 


122 


HCV H77 


22 


B4403 


18 


TELMWATAF 


180 


123 


HCV H77 


22 


B4403 


18 


TELMWATAFL 


18 


124 


HCV H77 


22 


B7 


2 


MWSIGVTL 


20 


125 


HCV H77 


22 


B7 


19 


ELMWATAFL 


12 


126 


HCV H77 


22 


B7 


11 


SSRRSFHTEL 


40 


127 


HCV H77 


24 


A0201 


17 


KAVDRVDSV 


15,62 


128 


HCV H77 


24 


A0201 


11 


LVASSAKAV 


10,35 


129 


HCV H77 


24 


A0201 


10 


LLVAS SAKAV 


118,24 


130 


HCV H77 


24 


A0201 


9 


KLLVASSAKA 


64,34 


131 


HCV H77 


24 


Al 


1 


MPEVEELPK 


22,5 


132 


HCV H77 


24 


A3 


9 


KLLVASSAK 


90 


133 


HCV H77 


24 


A68.1 


18 


AVDRVD S VR 


300 


134 


HCV H77 


24 


A68.1 


13 


ASSAKAVDR 


15 


135 


HCV H77 


24 


A68.1 


3 


EVEELPKLL 


12 


136 


HCV H77 


24 


A68.1 


21 


RVDSVRTTVR 


200 


137 


HCV H77 


24 


A68.1 


24 


SVRTTVRFFR 


200 


138 


HCV H77 


24 


A68.1 


17 


KAVDRVDSVR 


15 


139 


HCV H77 


24 


A68.1 


3 


EVEELPKLLV 


12 


140 


HCV H77 


24 


B4403 


5 


EELPKLLVA 


36 


141 


HCV H77 


24 


B4403 


5 


EELPKLLVAS 


24 


142 


HCV H77 


24 


B4403 


23 


DSVRTTVRFF 


18 


143 


HCV H77 


24 


B7 


1 


MPEVEELPKL 


24 


144 


HCV H77 


25 


A0201 


52 


NLLPAASAV 


257,34 


145 


HCV H77 


25 


A0201 


60 


VIWEGSVSM 


39,52 


146 


HCV H77 


25 


A0201 


125 


GIWHGHLRL 


24,38 


147 


HCV H77 


25 


A0201 


132 


RLSWIPDT 


17,14 


148 


HCV H77 


25 


A0201 


7 


CLHRRLASM 


11,43 


149 


HCV H77 


25 


A0201 


29 


ALRDGADSWL 


36,61 


150 


HCV H77 


25 


A0201 


52 


NLLPAASAVI 


15,83 


151 


HCV H77 


25 


Al 


82 


NCDPTGYSW 


10 


152 


HCV H77 


25 


A24 


102 


KGLQGGANL 


12 


153- 


HCV H77- 


-2-5- - 


---A3- - 


- -23— 


- WLAVQVALR- - - 


- 12- - - 


154 


HCV H77 


25 


A3 


103 


GLQGGANLCR 


36 


155 


HCV H77 


25 


A3 


1 


MLPPISCLHR 


12 


156 


HCV H77 


25 


A68.1 


23 


WLAVQVALR 


10 


157 


HCV H77 


25 


A68.1 


92 


PTLNDTSSR 


10 


158 


HCV H77 


25 


A68.1 


104 


LQGGANLCR 


10 


159 


HCV H77 


25 


A68.1 


1 


MLPPISCLHR 


11,25 


160 


HCV H77 


25 


A68.1 


104 


LQGGANLCRR 


10 


161 


HCV H77 


25 


B3501 


54 


LPAASAVIW 


10 


162 


HCV H77 


25 


B4403 


20 


GESWLAVQVA 


18 


163 


HCV H77 


25 


B7 


42 


LAIEGGDPL 


12 


164 


HCV H77 


25 


B7 


29 


ALRDGADSWL 


120 


165 


HCV H77 


25 


B7 


59 


AVIWEGSVSM 


15 


166 


HCV H77 


25 


B8 


29 


ALRDGADSWL 


12 


167 


HCV H77 


26 


A0201 


12 


VLGPTILIV 


111,5 


168 


HCV H77 


26 


A0201 


62 


GMSLAFSQV 


95,44 


169 


HCV H77 


26 


A0201 


22 


FLTCPVISA 


52,56 


170 


HCV H77 


26 


A0201 


9 


FLQVLGPTI 


47,99 


171 


HCV H77 


26 


A0201 


16 


TILIVPFLT 


21,99 
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HCV H77 


26 


A0201 


173 


HCV H77 


26 


A0201 


174 


HCV H77 


26 


A0201 


175 


HCV H77 


26 


A0201 


176 


HCV H77 


26 


A0201 


177 


HCV H77 


26 


A0201 


178 


HCV H77 


26 


A0201 


179 


HCV H77 


26 


A0201 


180 


HCV H77 


26 


A0201 


181 


HCV H77 


26 


A0201 


182 


HCV H77 


26 


A24 


183 


HCV H77 


26 


A3 


184 


HCV H77 


26 


A3 


185 


HCV H77 


26 


A68.1 


186 


HCV H77 


26 


A68.1 


187 


HCV H77 


26 


A68.1 


188 


HCV H77 


26 


A68.1 



189 HCV H77 26 B3501 

190 HCV H77 26 B3501 

191 HCV H77 26 B3501 

192 HCV H77 26 B3501 

193 HCV H77 26 B3501 

194 HCV H77 26 B3501 

195 HCV H77 26 B3501 

196 HCV H77 26 B3501 

197 HCV H77 26 B3501 

198 HCV H77 26 B3501 

199 HCV H77 26 B4403 

200 HCV H77 26 B7 

201 HCV H77 26 B7 

202 HCV H77 26 B7 

203 HCV H77 2 6 B7 

204 HCV H77 2 6 B7 

205 HCV H77 2 6 B7 



206 


HCV H77 


26 


B7 


207- 


HCV H 7 7 


26 - 


B7 - 


208 


HCV H77 


26 


B8 


209 


HCV H77 


27 


B7 


210 


HCV H77 


27 


B7 


211 


HCV H77 


28 


A0201 


212 


HCV H77 


28 


A0201 


213 


HCV H77 


28 


A0201 


214 


HCV H77 


28 


A0201 


215 


HCV H77 


28 


A0201 


216 


HCV H77 


28 


A0201 


217 


HCV H77 


28 


A0201 


218 


HCV H77 


28 


A0201 


219 


HCV H77 


28 


A0201 


220 


HCV H77 


28 


Al 


221 


HCV H77 


28 


Al 


222 
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28 


A24 


223 


HCV H77 


28 


A24 


224 
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28 


A24 


225 
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28 


A24 
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17 


ILIVPFLTC 


ID, Uj 


19 


IVPFLTCPV 


1 n r 

±\J , J D 


84 


SLSQEPEHGV 




9 


FLQVLGPTIL 




27 


VISAPQWQRV 


Z I , Q*± 


38 


IMPSPRQTPL 


Zk> , Z 5 


62 


GMSLAFSQVL 


OA f\A 


11 


QVLGPTILIV 


21 , 23 


18 


LIVPFLTCPV 


lb , Ao 


3 


NVPLHMFLQV 


J.J. , DO 


66 


AFSQVLKSL 


28 


64 


SIiAFSQVLK 


20 


46 


PLYPRWQDTK 




35 


RVCIMPSPR 


200 


92 


GWHSELIH 


12 


26 


PVISAPQWQR 


40 


63 


MSLAFSQVLK 


18 


14 


GPTILIVPF 


20 


39 


MPSPRQTPL 


20 


57 


IPGSCGMSL 


20 


25 


CPVISAPQW 


10 


30 


APQWQRVCIM 


40 


39 


MPSPRQTPLY 


40 


48 


YPRWQDTKGI 


36 


4 


VPLHMFLQVL 


20 


14 


GPTILIVPFL 


20 


74 


LSTSHIQSQM 


10 


87 


QEPEHGWHS 


12 


39 


MPSPRQTPL 


80 


57 


IPGSCGMSL 


80 


30 


APQWQRVCI 


3 6 


4 


VPLHMFLQVL 


80 


14 


GPTILIVPFL 


80 


48 


YPRWQDTKGI 


80 


30 


APQWQRVCIM 


60 


- - 65 ... 


_ LAFSQVLKSL _ _ 


12 


39 


MPSPRQTPL 


16 


2 


AVTRAAASL 


ol) 


1 


MAVTRAAASL 


12 


76 


MLKRRVWPV 


71 , 3 9 


80 


RVWPWSGL 


35,68 


95 


AINEAMAGL 


A 1 , 1 


132 


CQLVWTAGV 


n Q 

Zo, uy 


127 


KTSSFCQLV 


1 O QC 

X.Z , oo 


75 


NMLKRRVWPV 


JZUb , i 


87 


GLVTAAVKAI 


O A 

AO. 


19 


ILNATRAPAT 


LA , b / 


84 


WSGLVTAAV 


10, 35 


70 


ATHPPNMLK 


25 


70 


ATH PPNMLKR 


12,5 


112 


KYCIPLMKF 


220 


80 


RVWPWSGL 


13,44 


123 


CFAQKTSSF 


10 


94 


KAINEAMAGL 


12 
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226 


HCV H77 


28 


A3 


163 


SIIPCSMYGK 


on 9 r 


227 


HCV H77 


28 


A68.1 


27 


ATPAPYPAR 


ou 


228 


HCV H77 


28 


A68.1 


70 


ATHPPNMLK 


A K 


229 


HCV H77 


28 


A68.1 


70 


ATHPPNMLKR 


/ D 


230 


HCV H77 


28 


A68.1 


142 


TSAWRDAVCR 


0 u 


231 


HCV H77 


28 


A68.1 


85 


VSGLVTAAVK 


1 Q 

± 0 


232 


HCV H77 


28 


A68.1 


44 


PTIjPMAAPAR 




233 


HCV H77 


28 


A68.1 


15 


SPLMILNATR 


1 n 
1U 


234 


HCV H77 


28 


A68.1 


100 


MAGLPG SVDR 




235 


HCV H77 


28 


A68.1 


137 


TAGVITSAWR 




236 


HCV H77 


28 


B3501 


28 


TPAPYPARM 


a r\ 


237 


HCV H77 


28 


B3501 


109 


RPAKYCIPIj 


40 


238 


HCV H77 


28 


B3501 


105 


GSVDRPAKY 


20 


239 


HCV H77 


28 


B3501 


24 


RAP AT PAP Y 


12 


240 


HCV H77 


28 


B3501 


152 


RPRAFCLNC 


12 


241 


HCV H77 


28 


B3501 


9 


SSVEGTSPL 


10 


242 


HCV H77 


28 


B3501 


162 


ASIIPCSMY 


10 


243 


HCV H77 


28 


B3501 


109 


RPAKYCIPLM 


80 


244 


HCV H77 


28 


B3501 


115 


I PLMKFHMCF 


20 


245 


HCV H77 


28 


B3501 


9 


SSVEGTSPLM 


20 


246 


HCV H77 


28 


B3501 


32 


YPARMSTRTF 


20 


247 


HCV H77 


28 


B3501 


152 


RPRAFCLNC S 


12 


248 


HCV H77 


28 


B3501 


8 


RSSVEGTSPL 


10 


249 


HCV H77 


28 


B3501 


160 


CSASIIPCSM 


10 


250 


HCV H77 


28 


B4403 


162 


ASIIPCSMY 


45 


251 


HCV H77 


28 


B4403 


97 


NEAMAGLPGS 


12 


252 


HCV H77 


28 


B7 


109 


RPAKYCIPIj 


80 


253 


HCV H77 


28 


B7 


69 


AATHPPNML 


54 


254 


HCV H77 


28 


B7 


28 


TPAPYPARM 


20 


255 


HCV H77 


28 


B7 


80 


RVWPWSGL 


20 


256 


HCV H77 


28 


B7 


152 


RPRAFCLNC 


AV 


257 


HCV H77 


28 


B7 


92 


AVKAINEAM 


15 


258 


HCV H77 


28 


B7 


95 


AINEAMAGL 


12 


259 


HCV H77 


28 


B7 


37 


STRTFPSPTL 


bU 


•260 


HCV H77 


28 


B7 


149 


VCRRPRAFCL 


40 


-261 


HCV H77— 


28 


— B7- --- 


- - - 109 . 


. JtPAKYCIPJjM. 


J20___ 


262 


HCV H77 


28 


B7 


68 


WAATHPPNML 


18 


263 


HCV H77 


28 


B7 


94 


KAINEAMAGL 


12 


264 


HCV H77 


28 


B7 


125 


AQKTSSFCQL 


12 


265 


HCV H77 


28 


B8 


76 


MLKRRVWPV 




266 


HCV H77 


28 


B8 


149 


VCRRPRAFCL 


320 


267 


HCV H77 


29 


A0201 


39 


YLVIGCVRV 




268 


HCV H77 


29 


A0201 


37 


MMYLVIGCV 


Q 1 T\ 


269 


HCV H77 


29 


A0201 


36 


VMMYLVIGC 
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36 
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29 


Al 


31 
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Al 
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TTQPVDRQY 
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29 


A24 


16 


RTPPTSTQVL 
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29 


A3 


37 


MMYLVIGCVR 


30 


275 


HCV H77 


29 


A68.1 


5 


PVDRQYAAR 


20 


276 


HCV H77 


29 


A68.1 


22 


TQVLVTTSR 


10 


277 


HCV H77 


29 


A68.1 


21 


STQVLVTTSR 


50 


278 


HCV H77 


29 
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4 


QPVDRQYAAR 


10 
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HCV H77 


29 


B3501 


30 


RSADMHVMM 


40 
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29 
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A0201 
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4 AASYTILEL 36 

2 ASAASYTIL 12 
1 MASAASYTIL 12 

3 S AASYTILEL 12 

8 KPHVRVSMTL 11/2 

13 VSMTLPKLR 3 0 

26 GSVGPQLGR 3 0 

12 RVSMT LPKLR 200 

15 MTLPKLRDLR 150 

1 0 HVRVSMTLPK 120 

31 QLGRE PRGDR 10 

42 HPAHPQPSL 20 

8 KPHVRVSMTL 40 

6 SAKPHVRVSM 18 

42 HPAHPQPSL 120 

12 RVSMTLPKL 20 

8 KPHVRVSMTL 80 

3 5 EPRGDRSHPA 20 

2 YPMRSAKPHV 12 

35 EPRGDRSHPA 32 

19 KLRDLRRG S V 18 

2 2 GLSRPNTTRL 21,36 

15 PYQAVPQGL 50,4 
25 RPNTTRLAVL 12 

22 GLSRPNTTR 18 
33 VLRGHAQISR 12 
27 NTTRLAVLR 50 
17 QAVPQGLSR 15 

16 YQAVPQGLSR 10 
8 LPGHSQAPY 40 

23 LSRPNTTRL 15 
25 RPNTTRLAVL 40 
14 APYQAVPQGL 20 
23 LSRPNTTRL 40 

14 APYQAVPQGL 240 
25— - RPNTTRLAVL 80 

2 RLTDLSQLA 20,37 

2 RLTDLSQLAV 285,16 

15 KMEPPLKKGK 90 
49 KWLKRPECL 12 
15 KMEPPLKKGK 45 
5 DLSQLAVTR 15 
17 EPPLKKGKR 15 
61 SSVGEEVDAY 15 
65 EEVDAYPCS 12 
61 SSVGEEVDAY 54 
11 VTRAKMEPPL 40 

32 FELCSYCPV 3 4,53 

29 WSEFELCSY 67,5 

3 6 SYCPVEEVL 336 
27 RYWSEFELC 12 
75 KFSEACGHPI 12 
27 RYWSEFELCS 10 
7 NVSPAVASR 300 
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B7 


37 


KVLPTLLCL 


20 


627 


HCV H77 


63 
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A68.1 


14 


MVLAHGKPR 


400 


634 


HCV H77 


64 


A68.1 


13 


KMVLAHGKPR 


10 


635 


HCV H77 


64 


B3501 


20 


KPRGVHVRS 


12 


636 


HCV H77 


64 


B7 


8 


ALPKFKMVL 


12 


637 


HCV H77 


64 


B7 


7 


DALPKFKMVL 


12 


638 


HCV H77 


64 


B8 


9 


LPKFKMVLA 


16 


639 


-HCV-H77--- 


65 - 


- AO 2-01 


__72- — 


- ... -VALVTNYYV ... _ - 


33 , 42 


640 


HCV H77 


65 


A0201 


71 


GVALVTNYYV 


33 , 47 


641 


HCV H77 


65 


Al 


7 


HLEGDSLAVK 


3 6 


642 


HCV H77 


65 


A3 


7 


HLEGDSLAVK 


45 


643 


HCV H77 


65 


A68.1 


42 


SSGEHNQSR 


3 0 


644 


HCV H77 


65 


A68.1 


31 


RMGHSDGAR 


15 


645 


HCV H77 


65 


A68.1 


62 


DAQDGCGIR 


15 


646 


HCV H77 


65 


A68.1 


41 


GSSGEHNQSR 


Id 


647 


HCV H77 


65 


A68.1 


29 


DVRMGHSDGA 


12 


648 


HCV H77 


65 


A68.1 


31 


RMGHSDGARR 


10 


649 


HCV H77 


65 


B3501 


48 


QSRPRSLCL 


15 


650 


HCV H77 


65 


B3501 


24 


QSNLLDVRM 


10 


651 


HCV H77 


65 


B4403 


70 


RGVALVTNY 


27 


652 


HCV H77 


65 


B4403 


70 


RGVALVTNYY 


13,5 


653 


HCV H77 


65 


B7 


48 


QSRPRSLCL 


40 


654 


HCV H77 


65 


B8 


48 


QSRPRSLCL 


80 


655 


HCV H77 


65 


B8 


66 


GCGIRGVAL 


16 


656 


HCV H77 


66 


A0201 


51 


ALGHCWWRGV 


23,65 


657 


HCV H77 


66 


A0201 


43 


SMQVGHLEAL 


17,39 



WO 2004/011650 



PCT/EP2003/008112 



658 


HCV H77 


66 


A68.1 


659 


HCV H77 


66 


A68.1 


660 


HCV H77 


66 


A68.1 


661 


HCV H77 


66 


A68.1 


662 


HCV H77 


66 


A68.1 


663 


HCV H77 


66 


B4403 


664 


HCV H77 


66 


B7 


665 


HCV H77 


66 


B7 


666 


HCV H77 


66 


B7 


667 


HCV H77 


66 


B7 


668 


HCV H77 


67 


A68.1 


669 


HCV H77 


67 


A68.1 


670 


HCV H77 


69 


A68.1 


671 


HCV H77 


69 


A68.1 


672 


HCV H77 


69 


B4403 


673 


HCV H77 


69 


B4403 


674 


HCV H77 


70 


A0201 


675 


HCV H77 


70 


A0201 


676 


HCV H77 


70 


Al 


677 


HCV H77 


70 


A24 


678 


HCV H77 


70 


A24 


679 


HCV H77 


70 


A24 


680 


HCV H77 


70 


A24 


681 


HCV H77 


70 


A68.1 


682 


HCV H77 


70 


A68.1 


683 


HCV H77 


70 


A68.1 


684 


HCV H77 


70 


A68.1 


685 


HCV H77 


70 


A68.1 


686 


HCV H77 


70 


A68.1 


687 


HCV H77 


70 


A68.1 


688 


HCV H77 


70 


A68.1 


689 


HCV H77 


70 


A68.1 


690 


HCV H77 


70 


A68.1 


691 


HCV H77 


70 


A68.1 


692 


HCV H77 


70 


A68.1 


693 


— HCV H77 


-7-0 -- 


B3501 


694 


HCV H77 


70 


B3501 


695 


HCV H77 


70 


B3501 


696 


HCV H77 


70 


B3501 


697 


HCV H77 


70 


B3501 


698 


HCV H77 


70 


B3501 


699 


HCV H77 


70 


B3501 


700 


HCV H77 


70 


B3501 


701 


HCV H77 


70 


B4403 


702 


HCV H77 


70 


B7 


703 


HCV H77 


70 


B7 


704 


HCV H77 


70 


B7 


705 


HCV H77 


70 


B7 


706 


HCV H77 


70 


B7 


707 


HCV H77 


70 


B7 


708 


HCV H77 


70 


B7 


709 


HCV H77 


70 


B7 


710 


HCV H77 


70 


B7 


711 


HCV H77 


70 


B7 



- 166 - 



50 EALGHCWWR 30 

22 HLVALGCVR 10 

24 VALGCVRSR 10 

23 LVALGCVRSR 400 
7 STKAQRCSNR 50 
49 LEALGHCWW 24 
2 8 CVRSRDLGAL 200 
14 SNRGVEHQHL 40 

25 ALGCVRSRDIi 12 
40 AGGSMQVGHL 12 
1 MVIHIGASK 240 
1 MVIHIGASKR 400 

1 4 VAHPSDDTR 11,25 

13 WAHPSDDTR 600 

9 AEQGWAHPS 27 

19 DDTRGRSAHF 15 

5 9 KLRCGEFAV 107,3 

52 KQIDMTSKL 31,08 

44 RAEGGAPDK 3 6 

52 KQIDMTSKL 15,84 

3 RYMAGIDRT 15 

3 RYMAGIDRTI 210 

93 RSVQDGIGRL 12 

18 PVAPGREGK 3 6 

93 RSVQDGIGR 3 0 

36 AQVPHVEGR 15 

2 6 KQLTNKKDR 10 

101 RLVHNTRVR 10 

111 IIGDMVKPR 10 

1 MTRYMAG I DR 5 0 

67 VPGGHRGGHR 15 

8 4 TLANARDTPR 1 5 

52 KQIDMTSKLR 10 

98 G I GRL VHNTR 10 

110 AIIGDMVKPR 10 

20- APGREGKQL . __. 3Q. . 

117 KPRGIAHLV 24 

91 TPRSVQDGI 24 

77 HPTPRGVTL 20 

57 TSKLRCGEF 15 

107 RVRAIIGDM 12 

48 GAPDKQIDM 12 

93 RSVQDGIGRL 10 
45 AEGGAPDKQI 18 
20 APGREGKQL 240 
77 HPTPRGVTL 80 
91 TPRSVQDGI 80 
107 RVRAIIGDM 50 
117 KPRGIAHLV 40 

94 SVQDGIGRL 2 0 
79 TPRGVTLANA 20 
115 MVKPRGIAHL 20 
6 AGIDRTIAVL 12 
19 VAPGREGKQL 12 
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712 HCV H77 70 B7 

713 HCV H77 70 B8 

714 HCV H77 70 B8 

Example 1.2: Immunogenic ity of ncHCV peptides according to the 
present invention: 

To determine if the peptides provided with, the present invention 
are potentially immunogenic, three peptides from HCV lb for the 
HLA-A*0201 allele were chosen and HLA-A*02 01 transgenic mice 
(HHD) vaccinated therewith. 

Example 1.2.1: Vaccination of Mice with ncORFs according to the 
present invention (Ipep 1371, Ipep 1372 , Ipep 1373) 

HLA-A* 02 01- transgenic mice (5 per group) were vaccinated subcu- 
taneous ly as follows: 

1) 1371 (HCV-H77 ncORF(l-3)ll TLWAGPLLKV) + CpG 1668 

2) 1372 (HCV-H77 ncORF(l-3)13 LLLQRWALV) + CpG 1668 

3) 1373 (HCV-H77 ncORF(l-3)27 FMLGALLPI) + CpG 1668 

7 days after the vaccination draining lymph nodes were removed 
and the cells were activated ex vivo with peptides to determine 
the number of IFN-g-producing peptide-specif ic T cells (Elispot 
assay). As can be seen in Figure 1, all peptides induce high 
numbers of peptide-specif ic T cells" " ( "Background" means ' "Medium 
Control", i.e. cells cultured without peptide). 

Example 1.2.2: Vaccination of Mice with ncORFs according to the 
present invention (Ipep 1445 , Ipep 1447) 

HLA-A* 02 01- transgenic mice (5 per group) were vaccinated subcu- 
taneous ly as follows: 

1) 1445 (HCV-lb ncORF(l-3)36 RLLQLKYCV + CpG 1668 

2) 1447 (HCV-lb ncORF(l-3)36 FLYLPLSFAV + CpG 1668 

7 days after the vaccination spleens were removed and the cells 
were activated ex vivo with peptides to determine the number of 



107 RVRAIIGDMV 10 
77 HPTPRGVTL 16 

29 TNKKDRPAQV 12 
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IFN-g-producing peptide-specif ic T cells (Elispot assay) . As can 
be seen in Figure 2, both peptides induce high numbers of pep- 
tide-specific T cells (^Background" means "Medium Control", i.e. 
cells cultured without peptide) . 

Example 1.3: HCV patient in vivo relevance of the ncHCV peptides 
according to the present invention: 

Since those ncORF peptides are immunogenic in tg-mice, the 
present peptides were ananlysed in an ELIspot assay on PBL's 
from HCV+ patients . 

Example 1.3.1: Elispot with HCV patient -derived cells and with 
ncORFs according to the present invention (Ipep 1371, Ipep 1372 , 
Ipep 1373) 

The patient had a chronic HCV infection in 1992 that was cured 
under IFN-alpha mono-therapy from 1993 to 1994. Patient-derived 
peripheral blood mononuclear cells (PBMC) frozen in 1996 were 
thawed to perform an IFN-g Elispot assay with the following pep- 
tides : 



1) 1371 (HCV-H77 ncORF(l-3)ll 

2) 1372 (HCV-H77 ncORF(l-3)13 

3) 1373 (HCV-H77 ncORF(l-3)27 

4) 10 06 (HCV- derived) 

5) 84 (HCV-derived) 

6) CMV pp65 

7) Influenza A Matrix (aa58-67) 



TLWAGPLLKV) 
LLLQRWALV) 
FMLGALLPI ) 

MWNFISGIQYLAGLSTLPGN 
GYKVLVLNPSVAAT 
NLVPMVATV 
GILGFVFTL 



As can be seen in Table 5 and Figure 3, the peptides 1371, 1372, 
and 1373 as well as the positive control peptides (CMV-derived, 
Influenza-derived) induce high numbers of peptide-specif ic T 
cells . 
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ELISPOT-resuls Patient MRG Plate 11_01_03 




Peptide 


Counts-mean 
size >10 


Counts-mean 
size >25 


Counts-mean 
size >75 


1373 


159 


86 


3 


1372 


43 


36 


13 


1371 


24 


15 


2 


Medium-control 


2 


1 


0 


PHA 


Confluent 


Confluent 


Confluent 


Flu-Ma 


48 


36 


17 


CMV 


28 


17 


6 



Table 5: KLIspot results 



Example 1.4: Peptides from reading frames 4 to 6 are immunogenic 
in transgenic mice 

(Ipep 1490, Ipep 1491; Ipep 1492; Ipep 1493; Ipep 1494, Ipep 82) 
HLA-A* 02 01- trans genie mice (5 per group) were vaccinated subcu- 
taneously as follows : 

1) 1490 (HCV-lb ncORF(4-6) KMLNRRVLWV) + CpG 1668 

2) 1491 (HCV-lb ncORF(4-6) VLLMCQLPLV) + CpG 1668 

3) 1492 (HCV-lb ncORF(4-6) MLNRRVL WW ) + CpG 1668 

4) 1493 (HCV-lb ncORF(4-6) TILELEQSFV) + CpG 1668 

5) 1494 (HCV-lb ncORF(4-6) KMMSPHAAV) + CpG 1668 

6) 82 (EBV, control GLCTLVAML ) + CpG 1668 

7 days after the vaccination spleens were removed and the cells 
were activated ex vivo with peptides to determine the number of 
IFN-g-producing peptide-specif ic T cells (Elispot assay) . As can 
be seen in Figure 4, two of the four peptides (#1491, #1494) in- 
duce high numbers of peptide-specif ic T cells. 

With the present HCV model according to example 1, it could be 
clearly demonstrated that 

within different ORFs of a viral genome possible encoded CTL 
epitopes may be identified, 
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peptides of those ORF's are inununo genie in tg-mice, espe- 
cially also in reading frames 4 to 6 and 

give positive ELIspot results in HCV+ patients, i.e. are 
relevant pathological parameters in HCV infections. 

Example 2: HIV 

In the present example, the genome of HIV was analysed according 
to the present invention with respect to its non coding ORFs . 
The results are depicted in table 6. From there the HIV-ncORFs 
with a minimum length of 7 amino acid residues or those being 
longer than 7 amino acid residues are deriveable which may 
preferably be used as antigens for the preparation of a HIV vac- 
cine . 

More preferred, ORFs having a minimum length of 9 amino acid 
residues are selected from table 6, especially if they are T- 
cell antigens, B-cell antigens or both. 

The HIV-ORFs are therefore preferably selected from ORF-Nos . 13, 
23, 27, 69 and 80 in Table 6. 

No. of ORF Start Stop Sequence Length 



1 


336 


1874 GAG- sequence 




2 


380 


424 MGKNSVKARGKEKI 


14 


3 


440 


474 MGKQGARTIRS 


11 


4 


793 


804 MHG 


3 


6 


952 


1020 MRKLQNGI EC X QCMQGLLHQAR 


22 


7 


968 


97 6 MG 


2 


8 


1079 


1093 MDDK 


4 


9 


1127 


115 0 MDNPGIK 


7 


10 


1222 


1227 M 


1 


11 


1309 


1338 MRTQIVRLF 


9 


12 


1382 


1411 MSGSGRTRP 


9 


13 


1580 


1618 MWKGRTPNERLY 


12 


14 


1631 


4674 POL -sequence (no Initiation Meth. ) 




15 


1920 


193 4 MIQY 


4 


16 


1940 


4674 POL- sequence 




17 


1957 


2013 METKNDRGNWRFYQSKTV 


18 
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18 


2010 


2027 MIRYS 


5 


19 


2181 


2209 MAQKLNNGH 


9 


20 


2200 


2289 MAI DRRKNKS I S RNL YRNGKGRENFKNWA 


29 


21 


2341 


2373 MEKISRFQRT 


10 


22 


2460 


2492 MWVMHIFQFP 


10 


23 


2493 


2537 MKTSGSILHLPYLV 


14 


24 


2541 


2624 MRHQGLDI STMCFHRDGKDHQQYSKVA 


27 


25 


2685 


2699 MICM 


4 


26 


2826 


2864 MNSILINGQYSL 


12 


27 


2845 


2898 MDSTAYSAARKRQLDCQ 


17 


28 


2895 


2912 MTYRS 


5 


29 


2968 


2973 M 


1 


30 


3075 


3106 MECIMTHQKT 


10 


31 


3139 


3171 MDISNLSRAI 


10 


32 


3192 


3227 MQERGVPTLMM 


11 


33 


3277 


3294 MGKDS 


5 






33336 




34 


3322 


9 MGNMVDRVXiASHLDS 


15 


35 


3406 


3471 MVPVRERTHSRSRNVLCRWGS 


21 


36 


3453 


3458 M 


1 


37 


3459 


3488 MGQLAGRLN 


9 


38 


3501 


3539 MLLIEEDKKLSP 


12 


39 


3633 


3640 MH 


2 


40 


3733 


37 68 MGTSTQRNWRK 


11 


41 


3765 


3776 MNK 


3 


42 


3819 


3827 ME 


2 


43 


3840 


3905 MNMRNITVIGEQWLVILTCHIi 


21 


44 


3937 


3981 MSAKRRSHAWTSRL 


14 


45 


3963 


3974 MDK 


3 






MATRLYTFRRKSYPGSSSCSQWIYRSRSYSSRNRAGNSILSFKISRK- 




46 


3991 


4191 MASKNNTYRQWQQFHQYYG 


66 


47 


4044 


4049 M 


1 


49 


4623 


5190 VIF-SEQUENCE 




50 


4682 


4729 MEKFSKTPYVCFRES 


15 


51 


4711 


477 6 MFQGKLGDGFIDITMKALIQE 


21 


52 


4733 


4744 MVL 


3 


53 


4804 


4818 MLDW 


4 


54 


4886 


4906 MEEKEI 


6 


55 


5141 


5427 VPR- SEQUENCE 




56 


5191 


522 0 MDTRAFRGA 


9 
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57 5223 5267 MKLLDXFLGFGSMA 14 

58 5280 5321 MKLMGILGQEWKP 13 

59 5412 5626 TAT- 1- SEQUENCE 

60 5551 5626 REV- 1 - SEQUENCE 

61 5638 5643 M 1 

62 5643 5 884 VPU- SEQUENCE 

63 5803 83 84 ENV- SEQUENCE 

65 6065 6070 M 1 

66 6095 6107 MTW 3 

67 MGSKPKAMCKINPT 14 

68 MRI 3 

69 6209 6259 MLLIPIWIPIWAGK 16 

70 6335 6361 MHFFINLI 8 

71 6374 6397 MIL PAIR 7 

72 6498 6503 M 1 

73 6518 6580 MEQDHVQMSAQYNVHMELGQ 20 

74 6531 6572 MYKCQHSTMYTWN 13 

75 6602 6613 MAV 3 

76 6656 6670 MLKP 4 

77 682 8 6857 MECHFKTDS 9 

78 6833 6844 MPL 3 

79 7068 7148 MQNKTIYKHVAGSRKSNVCPSHQRTN 26 

80 7121 7180 MPLPSADKLDVHQILQGCY 19 

81 7148 7196 MFIKYYRAAINKRWW 15 

82 7187 7243 MWITTMGPRSSDLEEEI 18 

83 7649 7696 MLVGVINLWNRFGIT 15 

84 7784 7807 MNKNYWN 7 

85 7812 7838 MGKFVELV 8 

86 8264 8278 MPQP 4 

87 83 90 9006 NEF- SEQUENCE 

88 8425 8460 MAYCKGKNETS H 

89 8472 8564 MGWEQHLETWKNMEQSQVAIQQLPKILLVPG 30 

90 8809 8835 MVLQASTS 8 

91 8901 8933 MEWMTLREKC 1° 

92 9097 9147 MLHISS 6 



Table 6 



Non-coding HIV-ORFs = all ORFs , except GAG, POL, VIF, VPR, TAT, 
REV, VPU, ENV and NEF (ORF-Nos . 1, 14, 16, 49, 55, 59, 60, 62, 
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HIV 


selected ORFs : 


ORF- 


Nos . 


2, 


3, 6, 9, 11, 12, 


13, 


17, 


19, 


20, 


21, 


22, 23, 24, 


26, 


27, 


30, 


31, 


32, 34, 35, 37, 


38, 


40, 


43, 


44, 


46, 


48, 50, 56, 


57, 


58, 


64, 


67, 


69, 70, 71, 73, 


74, 


77, 


79, 


80, 


81, 


82, 83, 84, 


85, 


88, 


89, 


90 


and 91 in Table 


6. 









3 . Human Papilloma Virus (HPV) 

In this example, possible ncORF epitopes with superior immunisa- 
tion properties of HPV are identified as in Example 1 for HCV 
epitopes . The results are depicted in the following table 7 : 



NO 


Species 


strain 


Frame 


ORF 


HLA 


Sequence 


Score 


Length. 


1 


HPV 


type 16 


1 


2 


A68 . 1 


IVCPICSQK 


180 / 00 


9 


2 


HPV 


type 16 


1 


3 


B*2705 


LQKGDYLK 


200 / 00 


8 


3 


HPV 


type 16 


1 


3 


B*5102 


MAILKWKL 


181 , 50 


8 


4 


HPV 


type 16 


1 


3 


B*5103 


KAKTAGMAI 


133 , 10 


9 


5 


HPV 


type 16 


1 


3 


B*5102 


KAKTAGMAI 


110, 00 


9 


6 


HPV 


type 16 


1 


3 


A*0201 


GMAILKWKL 


115 , 71 


9 


7 


HPV 


type 16 


1 


3 


Cw*0401 


DYLKAKTAGM 


120 , 00 


1 0 


8 


HPV 


type 16 


1 


3 


B*5801 


KTAGMAI LKW 


348, 48 


10 


9 


HPV 


type 16 


1 


3 


B62 


ILKWKLSRCY 


312 , 0 0 


10 


10 


HPV 


type 16 


1 


4 


B*2705 


TLYAKHHL 


150, 00 




1 1 


HPV 




^ 


4 


B*5102 


YAKHHLQI 


242 , 00 


8 


12 


HPV 


type 16 


1 


4 


B*5102 


VGWAVSTV 


132, 00 


9 


13 


HPV 


type 16 


1 


4 


B*5103 


VAVSTWEV 


121, 00 


9 


14 


HPV 


type 16 


1 


4 


B*5102 


VAVSTWEV 


330, 00 


9 


15 


HPV 


type 16 


1 


4 


A68.1 


STWEVGER 


100, 00 


9 


16 


HPV 


type 16 


1 


4 


A68.1 


EVGERVLVK 


720, 00 


9 


17 


HPV 


type 16 


1 


4 


B14 


ERVLVKDTL 


180, 00 


9 


18 


HPV 


type 16 


1 


4 


B*2705 


ERVLVKDTL 


200, 00 


9 


19 


HPV 


type 16 


1 


4 


A68.1 


LVKDTLYAK 


120, 00 


9 


20 


HPV 


type 16 


1 


4 


B*5102 


VGWAVSTW 


132, 00 


10 


21 


HPV 


type 16 


1 


4 


B*5201 


VGWAVSTW 


198, 00 


10 


22 


HPV 


type 16 


1 


4 


B60 


GERVLVKDTL 


176, 00 


10 


23 


HPV 


type 16 


1 


4 


B*2705 


ERVLVKDTLY 


100, 00 


10 


24. 


..HPV .. 


..—type... 1.6 


..X ... _ 


.... 4_„ 


A3 


VLVKDTLYAK 


135, 00 


10 


25 


HPV 


type 16 


1 


4~ 


Cw*0401 


LYAKHHLQIF 


220,00 




26 


HPV 


type 16 


1 


4 


A24 


L YAKHHLQ I F 


120, 00 


10 


27 


HPV 


type 16 


1 


5 


B*3901 


LHLDLHPV 


120, 00 


8 


28 


HPV 


type 16 


1 


6 


B*2705 


IRTGNPFS 


200, 00 


8 


29 


HPV 


type 16 


1 


6 


B*2705 


VQILGGLIY 


100, 00 


9 


30 


HPV 


type 16 


1 


6 


B62 


VQILGGLIY 


192, 00 


9 


31 


HPV 


type 16 


1 


6 


A*0201 


LIYIIDWWC 


153,29 


9 


32 


HPV 


type 16 


1 


6 


A24 


IYIIDWWCL 


300, 00 


9 


33 


HPV 


type 16 


1 


6 


Cw*0401 


IYIIDWWCL 


200, 00 


9 


34 


HPV 


type 16 


1 


6 


B*3701 


IDWWCLHFL 


200, 00 


9 


35 


HPV 


type 16 


1 


6 


B*3901 


LHFLMSFHL 


180, 00 


9 


36 


HPV 


type 16 


1 


6 


A3 


FLMSFHLTK 


180, 00 


9 


37 


HPV 


type 16 


1 


6 


B*2705 


IQCMSLMIR 


100, 00 


9 


38 


HPV 


type 16 


1 


6 


A*0201 


GLIYIIDWWC 


204, 93 


10 


39 


HPV 


type 16 


1 


6 


A*0201 


LIYIIDWWCL 


203,73 


10 


40 


HPV 


type 16 


1 


6 


A*0201 


CliHFLMSFHL 


123,90 


10 


41 


HPV 


type 16 


1 


6 


A*0201 


FLMSFHLTKT 


291,72 


10 


42 


HPV 


type 16 


1 


6 


A68.1 


RTGNPFSQGR 


100, 00 


10 


43 


HPV 


type 16 


1 


7 


B*5102 


KALQAIEL 


199, 65 


8 


44 


HPV 


type 16 


1 


7 


B*2705 


LQAIELQL 


200, 00 


8 


45 


HPV 


type 16 


1 


7 


B*2705 


VQFDGDIC 


100, 00 


8 


46 


HPV 


type 16 


1 


7 


B*2705 


GQVDYYGL* 


200, 00 


8 . 


47 


HPV 


type 16 


1 


7 


B*5102 


EGIRTYFV 


145, 20 


8 


48 


HPV 


type 16 


1 


7 


B*2705 


IRTYFVQF 


1000,00 


8 


49 


HPV 


type 16 


1 


7 


B*2705 


RTYFVQFK 


150,00 


8 


50 


HPV 


type 16 


1 


7 


B*2705 


IRQHLANH 


200, 00 


8 


51 


HPV 


type 16 


1 


7 


B*5102 


AATHTKAV 


121,00 


8 


52 


HPV 


type 16 


1 


7 


B*3901 


THTKAVAL 


135,00 


8 


53 


HPV 


type 16 


1 


7 


B*5102 


NPCHTTKL 


146,41 


8 


54 


HPV 


type 16 


1 


7 


B*2705 


HRDSVDSA 


200, 00 


8 


55 


HPV 


type 16 


1 


7 


B*2705 


GRINCNSN 


200, 00 


8 
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56 


HPV 


type 


16 


1 


7 


57 


HPV 


type 


16 


1 


7 


58 


HPV 


type 


16 


1 


7 


59 


HPV 


type 


16 


1 


7 


60 


HPV 


type 


16 


1 


7 


61 


HPV 


type 


16 


1 


7 


62 


HPV 


type 


16 


1 


7 


63 


HPV 


type 


16 


1 


7 


64 


HPV 


type 


16 


1 


7 


65 


HPV 


type 


16 


1 


7 


66 


HPV 


type 


16 


1 


7 


67 


HPV 


type 


16 


1 


7 


68 


HPV 


type 


16 


1 


7 


69 


HPV 


type 


16 


1 


7 


70 


HPV 


type 


16 


1 


7 


71 


HPV 


type 


16 


1 


7 


72 


HPV 


type 


16 


1 


7 


73 


HPV 


type 


16 


1 


7 


74 


HPV 


type 


16 


1 


7 


75 


HPV 


type 


16 


1 


7 


76 


HPV 


type 


16 


1 


7 


77 


HPV 


type 


16 


1 


7 


78 


HPV 


type 


16 


1 


7 


79 


HPV 


type 


16 


1 


7 


80 


HPV 


type 


16 


1 


7 


81 


HPV 


type 


16 


1 


7 


82 


HPV 


type 


16 


1 


7 


83 


HPV 


type 


16 


1 


7 


84 


HPV 


type 


16 


1 


7 


85 


HPV 


type 


16 


1 


7 


86 


HPV 


type 


16 


1 


7 


87 


HPV 


type 


16 


1 


7 


88 


HPV 


type 


16 


1 


7 


89 


HPV 


type 


16 


1 


7 


90 


HPV 


type 


16 


1 


7 


91 


HPV 


type 


16 


1 


7 


92 


HPV 


type 


16 


1 


7 


93 


HPV 


type 


16 


1 


7 


94 


HPV 


type 


16 


1 


7 


95 


HPV 


type 


16 


1 


7 


96 


HPV 


type 


16 


1 


7 


97 


HPV 


type 


16 


1 


7 


98 


HPV 


type 


16 


1 


7 


99 


HPV 


type 


16 


1 


7 


100 


HPV 


type 


16 


1 


7 


101 


HPV 


type 


16 


1 


7 


102 


HPV 


type 


16 


1 


7 


103 


HPV 


type 


16 


1 


7 


104 


HPV 


type 


16 


1 


7 


105 


HPV 


type 


16 


1 


7 


106 


HPV 


type 


16 


1 


7 


107 


HPV 


type 


16 


1 


7 


108 


HPV 


type 


16 


1 


7 


109 


HPV 


type 


16 


1 


7 


110 


HPV 


type 


16 


1 


7 


111 


HPV 


type 


16 


1 


7 


112 


HPV 


type 


16 


1 


7 


113 


HPV 


type 


16 


1 


7 


— 114 ... 


HPV 


- type 3.6 




. 7... 


115 


HPV 


type 


16 


1 


7 


116 


HPV 


type 


16 


1 


7 


117 


HPV 


type 


16 


1 


7 


118 


HPV 


type 


16 


1 


8 


119 


HPV 


type 


16 


1 


8 


120 


HPV 


type 


16 


1 


8 


121 


HPV 


type 


16 


1 


8 


122 


HPV 


type 


16 


1 


8 


123 


HPV 


type 


16 


1 


8 


124 


HPV 


type 


16 


1 


8 


125 


HPV 


type 


16 


1 


8 


126 


HPV 


type 


16 


1 


8 


127 


HPV 


type 


16 


1 


8 


128 


HPV 


type 


16 


1 


8 


129 


HPV 


type 


16 


1 


8 


130 


HPV 


type 


16 


1 


8 


131 


HPV 


type 


16 


1 


8 


132 


HPV 


type 


16 


1 


8 


133 


HPV 


type 


16 


1 


8 


134 


HPV 


type 


16 


1 


8 


135 


HPV 


type 


16 


1 


9 


136 


HPV 


type 


16 


1 


10 


137 


HPV 


type 


16 


1 


10 


138 


HPV 


type 


16 


1 


10 


139 


HPV 


type 


16 


1 


11 


140 


HPV 


type 


16 


1 


11 


141 


HPV 


type 


16 


1 


11 


142 


HPV 


type 


16 


1 


11 


143 


HPV 


type 


16 


1 


12 


144 


HPV 


type 


: 16 


1 


12 


145 


HPV 


type 


: 16 


1 


12 
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B*2705 


LRYRFKKH 


300, 00 


8 


B*2705 


YRFKKHCT 


1000 , 00 


8 


B*2705 


DQFIiSQVK 


100 , 00 


8 


B*5102 


LAVSKNKAL 


181, 50 


9 


B*5102 


QAIELQLTL 


199, 65 


9 


B*2705 


LQLTLETIY 


100 , 00 


9 


A24 


QYSNEKWTL 


200, 00 


9 


Cw*0401 


QYSNEKWTL 


200 , 00 


9 


A*0201 


TLQDVSLEV 


285, 16 


9 


B*2705 


LQDVSLEVY 


100, 00 


9 


B*2705 


VQFDGDICN 


100, 00 


9 


B*2705 


GQVDYYGLY 


100, 00 


9 


Al 


QVDYYGLYY 


125, 00 


9 


B*3801 


VHEGIRTYF 


280, 80 


9 


B*2705 


IRTYFVQFK 


2000, 00 


9 


B*2705 


VQFKDDAEK 


1000, 00 


9 


A68.1 


EVSSPEIIR 


900, 00 


9 


B*2705 


QRPRSEPDT 


200, 00 


9 


B*5102 


NPCHTTKLL 


146, 41 


9 


B*2705 


GRINCNSNT 


200, 00 


9 


A68 . 1 


NTLKCLRYR 


100, 00 


9 


B62 


TLKCLRYRF 


120, 00 


9 


B*2705 


LRYRFKKHC 


300, 00 


9 


B14 


YRFKKHCTL 


100, 00 


9 


B*2702 


YRFKKHCTL 


300, 00 


9 


B*2705 


YRFKKHCTL 


10000, 00 




B*2705 


SEWQRDQFL 


150, 00 


9 


B60 


SEWQRDQFL 


160, 00 


9 


B*2705 


QRDQFLSQV 


600, 00 


9 


B*5801 


KTITVSTGF 


180, 00 


9 


B*5102 


KALQAIELQL 


165, 00 


10 


B*2705 


LQAIELQLTL 


200, 00 


10 


B*2705 


SQYSNEKWTL 


1000, 00 


10 


B*2705 


LQDVSLEVYL 


200, 00 


10 


B*2705 


VQFDGDICNT 


100, 00 


10 


Cw*0401 


QFDGD ICNTM 


150, 00 


10 


A*0201 


YICEEASVTV 


180,37 


10 


B60 


VEGQVDYYGIi 


320, 00 


10 


B*2705 


GQVDYYGLYY 


100, 00 


10 


B62 


GQVDYYGLYY 


116, 16 


10 


B*5102 


YGLYYVHEG I 


580, 80 


10 


A68.1 


FVQFKDDAEK 


180, 00 


10 


B*2702 


VQFKDDAEKY 


100, 00 


10 


B*2705 


VQFKDDAEKY 


500, 00 


10 


B*5102 


DAEKYSKNKV 


110, 00 


10 


B*5103 


DAEKYSKNKV 


121, 00 


10 


B*2705 


IRQHLANHPA 


200, 00 


10 


B*5102 


HPAATHTKAV 


242, 00 


10 


B*5102 


LGTEETQTTI 


117, 13 


10 


A68.1 


ETQTTIQRPR 


150, 00 


10 


A68.1 


DTGNPCHTTK 


180, 00 


10 


B*2705 


HRDSVDSAPI 


600, 00 


10 


B*2705 


GRINCNSNTT 


200, 00 


10 


B*3901 


VHLKGDANTL 


180, 00 


10 


B*5801 


NTLKCLRYRF 


145, 2 0 


10 


B*2702 


LRYRFKKHCT 


100, 00 


10 


B*2705 


LRYRFKKHCT 


1000, 00 


10 


Cw*0401 


RYRFKKHCTL 


200, 00 


10 


- -A24 


__RYRFKKHGTL ...... 


. ..400, 0.0. 


.10 . 


B*2702 


YRFKKHCTLY 


1000, 00 


10 


B*2705 


YRFKKHCTLY 


5000, 00 


10 


B*2705 


QRDQFLSQVK 


2000 , 00 


10 


B*2705 


WRAFCFAL 


2000, 00 


8 


B*5102 


CAFVCLPI 


1000, 00 


8 


B*5102 


AAFVCVYI 


1000, 00 


8 


B*2705 


WRAFCFALC 


200, 00 


9 


Cw*0401 


AFCFALCAF 


220, 00 


9 


Cw*0301 


FALCAFVCL 


200, 00 


9 


B*5102 


FALCAFVCL 


300, 00 


9 


B*5103 


S AAFVCVYI 


121 , 00 


9 


B*5102 


SAAFVCVYI 


242 , 00 


9 


A24 


VYIHIINNI 


126 , 00 


9 


Cw*0401 


HYWRAFCFAL 


200 , 00 


10 


A24 


HYWRAFC F AL 


200, 00 


10 


B*2705 


WRAFCFALC A 


200 , 00 


10 


Cw*0401 


CFALCAFVCL 


220 , 00 


10 


B*5102 


LPINTSAAFV 


660 , 00 


10 


B*5102 


AAFVCVYIHI 


1100, 00 


10 


B*5103 


AAFVCVYIHI 


145, 20 


10 


B*2705 


TQTFCKTHK 


200 , 00 


9 


A*0201 


CLLSQYLRL 


118,56 


9 


Cw*0301 


CLLSQYLRL 


100, 00 


9 


Cw*0301 


TCLLSQYLRL 


100, 00 


10 


B*5102 


TPISLVFL 


300, 00 


8 


B*5102 


TPHFIIQI 


484, 00 


8 


B*2705 


IQIHSGWF 


100, 00 


8 


A*0201 


FLTPHFIIQI 


419, 44 


10 


B*5102 


LALVLWTL 


150, 00 


8 


B*2705 


YRLTKVKF 


300, 00 


8 


B*3901 


FHWIFVHL 


270, 00 


8 
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146 


HPV 


type 16 


1 


12 


B*5102 


FANIQIIL 


147 


HPV 


type 16 


1 


12 


B*5102 


MATAYFFI 


148 


HPV 


type 16 


1 


12 


B*2705 


YQTIYTLK 


149 


HPV 


type 16 


1 


12 


B*5102 


KALGLLQI 


150 


HPV 


type 16 


1 


12 


B*5102 


LALVLWTLL 


151 


HPV 


type 16 


1 


12 


A3 


TLLHYRLTK 


152 


HPV 


type 16 


1 


12 


7v r\ o n *i 

A*0201 


LLHYRLTKV 


153 


HPV 


type 16 


1 


12 


A24 


HYRLTKVKF 


154 


HPV 


type 16 


1 


12 


Cw*0401 


HYRLTKVKF 


155 


HPV 


type 16 


1 


12 


Cw*0401 


KFHWI FVHL 


156 


HPV 


type 16 


1 


12 


Cw*0401 


LFANIQIIL 


157 


HPV 


type 16 


1 


12 


B*2705 


CQNHMATAY 


158 


HPV 


type 16 


1 


12 


A*0201 


FIYEGNKCLi 


159 


HPV 


type 16 


1 


12 


A*0205 


FIYEGNKCL 


160 


HPV 


type 16 


1 


12 


A24 


IYEGNKCLL 


161 


HPV 


type 16 


1 


12 


Cw*0401 


IYEGNKCLL 


162 


HPV 


type 16 


1 


12 


A24 


IYLIGLVLL 


163 


HPV 


type 16 


1 


12 


Cw*0401 


IYLIGLVLL 


164 


HPV 


type 16 


1 


12 


A*0201 


YLIGLVLLV 


165 


HPV 


type 16 


1 


12 


A*0201 


VLLVKMYQT 


166 


HPV 


type 16 


1 


12 


A*0201 


KMYQTIYTL 


167 


HPV 


type 16 


1 


12 


A*0205 


KMYQTIYTL 


168 


HPV 


type 16 


1 


12 


B*2705 


KMYQTIYTL 


169 


HPV 


type 16 


1 


12 


A24 


IYTLKALGL 


170 


HPV 


type 16 


1 


12 


Cw*0401 


IYTLKALGL 


171 


HPV 


type 16 


1 


12 


A68 . 1 


LVLWTLLHYR 


172 


HPV 


type 16 


1 


12 


A*0201 


VLWTLLHYRL 


173 


HPV 


type 16 


1 


12 


B*2705 


VLWTLLHYRL 


174 


HPV 


type 16 


1 


12 


A*0201 


TLLHYRLTKV 


175 


HPV 


type 16 


1 


12 


B*2702 


YRLTKVKFHW 


176 


HPV 


type 16 


1 


12 


B*2705 


YRLTKVKFHW 


177 


HPV 


type 16 


1 


12 


A*0201 


RLrTKVKFHWI 


178 


HPV 


type 16 


1 


12 


Cw*0401 


KFHWIFVHLF 


179 


HPV 


type 16 


1 


12 


B*2705 


HLFANIQIIL 


180 


HPV 


type 16 


1 


12 


B*2705 


CQNHMATAYF 


181 


HPV 


type 16 


1 


12 


A3 


HMATAYF F I Y 


182 


HPV 


type 16 


1 


12 


Cw*0401 


FFIYEGNKCL 


183 


HPV 


type 16 


1 


12 


A*0201 


F IYEGNKCLL 


184 


HPV 


type 16 


1 


12 


A*0205 


FIYEGNKCLL 


185 


HPV 


type 16 


1 


12 


A*02 01 


CLLDIYLIGL 


186 
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9 


B*2702 


HRWYNGPTI 


300, 00 


9 


B*2705 


HRWYNGPT I 


3000, 00 


9 


B*2705 


KQYYNIVLMI 


900, 00 


10 


B*5201 


KQYYMIVLMI 


300, 00 


10 


B*5201 


QYYNIVLMIV 


110, 00 


10 


B*2702 


HRWYNGPTIM 


100,00 


10 


B*2705 


HRWYNGPT IM 


3000, 00 


10 


B60 


MEVIGSKLL 


320, 00 


9 


B*2705 


VQLTQVNHY 


100, 00 


9 


A*0201 


QLTQVNHYL 


117, 49 


9 


B*2705 


VQLTQVNHYL 


200, 00 


10 


B*2705 


IRTGNPFS 


200, 00 


8 


B*2705 


VQILGGLIY 


100, 00 


9 


B62 


VQILGGLIY 


192 , 00 


9 


A*0201 


LIYIIDWWC 


153,29 


9 


A24 


IYIIDWWCL 


300, 00 


9 


Cw*0401 


IYIIDWWCL 


200,00 


9 


B*3701 


IDWWCLHFL 


200, 00 


9 


B*3901 


LHFLMSFHL 


180, 00 


9 


A3 


FLMSFHLTK 


180, 00 


9 


B*2705 


IQCMSLMIR 


100, 00 


9 


A*0201 


GLIYIIDWWC 


204, 93 


10 


A*0201 


LIYIIDWWC L 


203,73 


10 


A*0201 


CLHF IjMSFHIj 


123,90 


10 


A*0201 


FLMSFHLTKT 


291, 72 


10 


A68.1 


RTGNPFSQGR 


100, 00 


10 


B*2705 


LRDHIDYW 


200, 00 


8 


B*2705 


MRLECAIY 


1000, 00 


8 


B*5102 


KALQAIEL 


199, 65 


8 


B*2705 


LQAIELQL 


200, 00 


8 


B*2705 


VQFDGDIC 


100, 00 


8 


B*2705 


GQVDYYGIj 


200,00 


8 


B*5102 


EGIRTYFV 


145, 20 


8 


B*2705 


IRTYFVQF 


1000, 00 


8 


B*2705 


RTYFVQFK 


150, 00 


8 


B*2705 


IRQHLANH 


200, 00 


8 


B*5102 


AATHTKAV 


121, 00 


8 


B*3901 


THTKAVAL 


135, 00 


8 


B*5102 


NP.CHTTKL. ___ 


. 146,41 _ 


. .8 . 


B*2705 


HRDSVDSA 


200, 00 


8 


B*2705 


GRINCNSN 


200, 00 


8 


B*2705 


LRYRFKKH 


300, 00 


8 


B*2705 


YRFKKHCT 


1000, 00 


8 


B*2705 


DQFLSQVK 


100, 00 


8 


B*2705 


QRLNVCQDK 


2000, 00 


9 


B*2705 


CQDKILTHY 


100, 00 


9 


A24 


HYENDSTDL 


300, 00 


9 


Cw*0401 


HYENDSTDL 


200, 00 


9 


B*2705 


LRDHIDYWK 


2000, 00 


9 


B*3901 


DHIDYWKHM 


120, 00 


9 


B*2702 


MRLECAIYY 


200 , 00 


9 


B*2705 


MRLECAIYY 


1000, 00 


9 


A24 


YYKAREMGF 


100, 00 


9 


Cw*0401 


YYKAREMGF 


110, 00 


9 


B*2705 


AREMGFKHI 


180, 00 


9 


A68 . 1 


WPTLAVSK 


120 , 00 


9 


B*5102 


LAVSKNKAL 


181, 50 


9 
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QAIELQLTL 


199, 65 


9 


B*2705 


LQLTLETIY 


100 , 00 


9 
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200 , 00 


9 
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QYSNEKWTL 


200,00 


9 


A*0201 
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285,16 


9 


B*2705 


LQDVSLEVY 


100, 00 


9 
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100, 00 


9 
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GQVDYYGLY 


100,00 


9 


Al 


QVDYYGLYY 


125,00 


9 
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VHEGIRTYF 


280, 80 


9 


B*2705 


IRTYFVQFK 


2000, 00 


9 


B*2705 


VQFKDDAEK 


1000, 00 


9 
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900,00 


9 



WO 2004/011650 



416 


HPV 


type 16 1 


14 


417 


HPV 


type 16 1 


14 


418 


HPV 


type 16 1 


14 


419 


HPV 


type 16 1 


14 


420 


HPV 


type 16 1 


14 


421 


HPV 


type 16 1 


14 


422 


HPV 


type 16 1 


14 


423 


HPV 


type 16 1 


14 


424 


HPV 


type 16 1 


14 


425 


HPV 


type 16 1 


14 


426 


HPV 


type 16 1 


14 


427 


HPV 


type 16 1 


14 


428 


HPV 


type 16 1 


14 


42 9 


HPV 


type 16 1 


14 


430 


HPV 


type 16 1 


14 


431 


HPV 


type 16 1 


14 


432 


HPV 


type 16 1 


14 


433 


HPV 


type 16 1 


14 


434 


HPV 


type 16 1 


14 


435 


HPV 


type 16 1 


14 


436 


HPV 


type 16 1 


14 


437 


HPV 


type 16 1 


14 


438 


HPV 


type 16 1 


14 


439 


HPV 


type 16 1 


14 


440 


HPV 


type 16 1 


14 


441 


HPV 


type 16 1 


14 


442 


HPV 


type 16 1 


14 


443 


HPV 


type 16 1 


14 


444 


HPV 


type 16 1 


14 


445 


HPV 


type 16 1 


14 


446 


HPV 


type 16 1 


14 


447 


HPV 


type 16 1 


14 


448 


HPV 


type 16 1 


14 


449 


HPV 


type 16 1 


14 


450 


HPV 


type 16 1 


14 


451 


HPV 


type 16 1 


14 


452 


HPV 


type 16 1 


14 


453 


HPV 


type 16 1 


14 


454 


HPV 


type 16 1 


14 


455 


HPV 


type 16 1 


14 


456 


HPV 


type 16 1 


14 


457 


HPV 


type 16 1 


14 


458 


HPV 


type 16 1 


14 


459 


HPV 


type 16 1 


14 


460 


HPV 


type 16 1 


14 


461 


HPV 


type 16 1 


14 


462 


HPV 


type 16 1 


14 


463 


HPV 


type 16 1 


14 


464 


HPV 


type 16 1 


14 


465 


HPV 


type 16 1 


14 


466 


HPV 


type 16 1 


14 


467 


HPV 


type 16 1 


14 


468 


HPV 


type 16 1 


14 


469 


HPV 


type 16 1 


14 


470 


HPV 


type 16 1 


14 


471 


HPV 


type 16 1 


14 


472 


HPV 


type 16 1 


14 


473 


HPV 


type 16 1 


14 


-474 - 


-HPV- 


type- -16 - 1- 


.16- 


475 


HPV 


type 16 1 


16 


476 


HPV 


type 16 1 


16 


477 


HPV 


type 16 1 


16 


478 


HPV 


type 16 1 


16 


479 


HPV 


type 16 1 


16 


480 


HPV 


type 16 1 


16 


481 


HPV 


type 16 1 


16 


482 


HPV 


type 16 1 


16 


483 


HPV 


type 16 1 


16 


484 


HPV 


type 16 1 


16 


485 


HPV 


type 16 1 


16 


486 


HPV 


type 16 1 


16 


487 


HPV 


type 16 1 


16 


488 


HPV 


type 16 1 


16 


489 


HPV 


type 16 1 


16 


490 


HPV 


type 16 1 


16 


491 


HPV 


type 16 1 


16 


492 


HPV 


type 16 1 


16 


493 


HPV 


type 16 1 


16 


494 


HPV 


type 16 1 


16 


495 


HPV 


type 16 1 


16 


496 


HPV 


type 16 1 


17 


497 


HPV 


type 16 1 


17 


498 


HPV 


type 16 1 


17 


499 


HPV 


type 16 1 


17 


500 


HPV 


type 16 1 


17 


501 


HPV 


type 16 1 


17 


502 


HPV 


type 16 1 


17 


503 


HPV 


type 16 1 


17 


504 


HPV 


type 16 1 


18 


505 


HPV 


type 16 1 


18 



- 178 - 



B*2705 


QRPRSEPDT 


200, 00 


9 


B*5102 


NPCHTTKLL 


146, 41 


9 


B*2705 


GRINCNSNT 


200, 00 


9 


A68.1 


NTLKCLRYR 


100, 00 


9 


B62 


TLKCLRYRF 


120, 00 


9 


B*2705 


LRYRFKKHC 


300, 00 


9 


B14 


YRFKKHCTL 


100, 00 


9 


B*2702 


YRFKKHCTL 


300, 00 


9 


B*2705 


YRFKKHCTL 


10000, 00 




B*2705 


SEWQRDQFL 


150, 00 


9 


B60 


SEWQRDQFL 


160, 00 


9 


B*2705 


QRDQFLSQV 


600, 00 


9 


B*5801 


KTITVSTGF 


180, 00 


9 


B*2705 


CQRLNVCQDK 


200, 00 


10 


B*2705 


QRLNVCQDKI 


600, 00 


10 


B*3901 


THYENDSTDL 


360, 00 


10 


Al 


STDLRDHIDY 


312, 50 


10 


B*2705 


LRDHIDYWKH 


200, 00 


10 


B*2705 


MRLECAIYYK 


2000, 00 


10 


Cw*0401 


IYYKAREMGF 


110, 00 


10 


A24 


IYYKAREMGF 


100, 00 


10 


B*5102 


KAREMGFKHI 


133, 10 


10 


B*5103 


KAREMGFKH I 


121, 00 


10 


B*2705 


AREMGFKHIN 


200, 00 


10 


B*5102 


MGFKHINHQV 


242, 00 


10 


A68.1 


QWPTIjAVSK 


360, 00 


10 


B*5102 


KALQAIELQL 


165, 00 


10 


B*2705 


LQAIELQLTL 


200, 00 


10 


B*2705 


SQYSNEKWTL 


1000, 00 


10 


B*2705 


LQDVSLEVYL 


200, 00 


10 


B*2705 


VQFDGDICNT 


100, 00 


10 


Cw*0401 


QFDGDICNTM 


150, 00 


10 


A*0201 


YICEEASVTV 


180,37 


10 


B60 


VEGQVDYYGL 


320, 00 


10 


B*2705 


GQVDYYGLYY 


100, 00 


10 


B62 


GQVDYYGLYY 


116, 16 


10 


B*5102 


YGLYYVHEGI 


580,80 


10 


A68.1 


FVQFKDDAEK 


180, 00 


10 


B*2702 


VQFKDDAEKY 


100, 00 


10 


B*2705 


VQFKDDAEKY 


500, 00 


10 


B*5102 


DAEKYSKNKV 


110, 00 


10 


B*5103 


DAEKYSKNKV 


121, 00 


10 


B*2705 


IRQHLANHPA 


200, 00 


10 


B*5102 


HPAATHTKAV 


242, 00 


10 


B*5102 


LGTEETQTTI 


117, 13 


10 


A68.1 


ETQTTIQRPR 


150, 00 


10 


A68.1 


DTGNPCHTTK 


180, 00 


10 


B*2705 


HRDSVDSAPI 


600, 00 


10 


B*2705 


GRINCNSNTT 


200, 00 


10 


B*3901 


VHLKGDANTL 


180, 00 


10 


B*5801 


NTLKCLRYRF 


145, 20 


10 


B*2702 


LRYRFKKHCT 


100, 00 


10 


B*2705 


LRYRFKKHCT 


1000, 00 


10 


Cw*0401 


RYRFKKHCTL 


200, 00 


10 


A24 


RYRFKKHCTL 


400, 00 


10 


B*2702 


YRFKKHCTLY 


1000, 00 


10 


B*2705 


YRFKKHCTLY 


5000, 00 


10 


B*2705 


QRDQFLSQVK 


2000, 00 


10 


_B*27-05- 


... MQEHPDYL- 


... „_20 0,-00.. 


8___. 


B*3901 


EHPDYLQL 


270, 00 


8 


B*2705 


LQLDIPIF 


100, 00 


8 


A*0201 


NMLHAQTYI 


153 , 33 


9 


A*0201 


IMQEHPDYL 


289, 81 


9 


B60 


QEHPDYLQL 


352 , 00 


9 


B*5102 


HPDYLQLDI 


220, 00 


9 


A*0201 


LQLDIPIFL 


307, 21 


9 


B*2705 


LQLDIPIFL 


200, 00 


9 


A*0201 


QLDIPIFLL 


113 , 99 


9 


Cw*0401 


IPIFLLKNL 


160, 00 


9 


B*5102 


IPIFLLKNL 


330, 00 


9 


A*0201 


FLLKNLTIT 


119, 60 


9 


B*2705 


MQEHPDYLQL 


200, 00 


10 


Cw*0401 


DYLQLDIPIF 


200, 00 


10 


A24 


DYLQLDIPIF 


150, 00 


10 


A*0201 


YLQLDIPIFL 


540, 47 


10 


A*0201 


LQLDIPIFLL 


745, 13 
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A*0205 


LQLDIPIFLL 


205, 63 


10 


B*2705 


LQLDIPIFLL 


200, 00 


10 


A3 


QLDIPIFLLK 


180, 00 
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B62 


LLKNLTITKY 


144, 00 


10 


A*0201 
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106, 87 
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B*5201 


MQQMQVWII 


150, 00 
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NVYLWITNK 


120, 00 
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A*0201 
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118, 24 


10 


A*0201 


VLMQQMQVWI 


360, 92 
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B*2705 


MQVWIIENVY 


100, 00 


10 


A*0201 


WIIENVYLWI 


223,20 


10 


A*0201 


YLWITNKHNC 


189, 68 


10 


B*5102 


LALVLWTL 


150, 00 


8 


B*2705 


YRLTKVKF 


300, 00 


8 
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B*3901 


FHWIFVHL 


270, 00 


8 


B*5102 


FANIQIIL 


121, 00 


8 


B*5102 


MATAYFFI 


200, 00 


8 


B*2705 


YQTIYTLK 


200, 00 


8 


B*5102 


KALGLLQI 


726 , 00 


8 


A*0201 


VTWFILALV 


310, 36 


9 


A*0201 


FILALVLWT 


220, 61 


9 


A*0201 


ILALVLWTL 


626, 45 


9 


B*5102 


IjALVLWTMj 


150, 00 


9 


A3 


TliLHYRLTK 


180, 00 


9 


A*0201 


LLHYRLTKV 


271, 95 


9 


A24 


HYRLTKVKF 


110, 00 


9 


Cw*0401 


HYRLTKVKF 


132, 00 


9 


Cw*0401 


KFHWIFVHL 


330, 00 


9 


Cw*0401 


LFANIQIIL 


200, 00 


9 


B*2705 


CQNHMATAY 


100, 00 


9 


A*0201 


FIYEGNKCL 


177, 27 


9 


A*0205 


FIYEGNKCL 


189, 00 


9 


A24 


IYEGNKCLL 


300, 00 


9 


Cw*0401 


IYEGNKCLL 


200, 00 


9 


A24 


IYLIGLVLL 


300, 00 


9 


Cw*0401 


IYLIGLVLL 


400, 00 


9 


A*0201 


YLI GLVLLV 


735, 86 


9 


A*0201 


VLLVKMYQT 


107, 81 


9 


A*0201 


KMYQTIYTL 


397, 44 


9 


A*0205 


KMYQTIYTL 


126, 00 


9 


B*2705 


KMYQTIYTL 


750, 00 


9 


A24 


IYTLKALGL 


200, 00 


9 


Cw*0401 


IYTLKALGL 


200, 00 


9 


A*0201 


FILALVLWTL 


862,39 


10 


A*0205 


FILALVLWTL 


151, 20 


10 


A68.1 


LVLWTLLHYR 


400, 00 


10 


A*0201 


VLWTLLHYRL 


301, 42 


10 


B*2705 


VLWTLLHYRL 


150, 00 


10 


A*0201 


TLLHYRLTKV 


591, 89 


10 


B*2702 


YRLTKVKFHW 


100, 00 


10 


B*2705 


YRLTKVKFHW 


200, 00 


10 


A*0201 


rltkvkfhwi 


109,02 


10 


Cw*0401 


kfhwifvhlf 


300, 00 


10 


B*2705 


HLFANIQIIL 


150, 00 


10 


B*2705 


CQNHMATAYF 


100, 00 


10 


A3 


HMATAYFFIY 


108, 00 


10 


Cw*0401 


FF I YEGNKCL 


200, 00 


10 


A*0201 


F I YEGNKCLL 


177,27 


10 


A*0205 


FIYEGNKCLL 


189, 00 


10 


A*0201 


CLLDIYLIGL 


745, 36 


10 


A*0205 


CLLtDIYLIGL 


151, 20 


10 


A3 


YLIGLVLLVK 


202 , 50 


10 


A3 


KMYQTIYTLK 


450, 00 


10 


B*2705 


KMYQTIYTLK 


750, 00 


10 


Cw*0401 


IYTLKALGLL 


440, 00 


10 


A24 


IYTLKALGLL 


200, 00 


10 


B*2705 


HRATIMAF 


1000, 00 


8 


B*5102 


RATIMAFV 


100, 00 


8 


B*2705 


TNYLLLLL 


100, 00 


8 


B*2705 


VQICHYVL 


200, 00 


8 


B*3901 


CHYVLPYL 


180, 00 


8 


B*5102 


LPYLLQKL 


665, 50 


8 


-3*3-901 - 


LHIKILTL-,- ..— 


270 , 0.0 . 


. 8. . 


B*2705 


GRNMIYSL 


2000, 00 


8 


B*2705 


SLFFNCAK 


150, 00 


8 


B*5102 


MFKYSINLI 


220, 00 


9 


B*2705 


HRATIMAFV 


600, 00 


9 


Cw*0401 


AFVGVTNYL 


200, 00 


9 


Cw*0301 


VGVTNYLLL 


120, 00 


9 


A24 


NYLLLLLIL 


360, 00 


9 


Cw*0401 


NYLLLLLIL 


400, 00 


9 


A*0201 


LLLLILHAV 


1006, 21 


9 


B*5103 


HAVQICHYV 


110, 00 


9 


B*5102 


HAVQICHYV 


363 , 00 


9 


B*3901 


CHYVLPYLL 


180, 00 


9 


A68.1 


YVLPYLLQK 


360, 00 


9 


A*0201 


KLHIKILTL 


171, 97 


9 


B*2705 


LRSTYDMGR 


1000, 00 


9 


B*2702 


GRNMIYSLF 


200, 00 


9 


B*2705 


GRNMIYSLF 


1000, 00 


9 


B*5102 


IGYNEHRATI 


484, 00 


10 


B*5103 


IGYNEHRATT 


132 , 00 


10 


Cw*0401 


G YNEHRAT IM 


132 , 00 


10 


B*5102 


RATIMAFVGV 


100 , 00 


10 


B*5103 


RATIMAFVGV 


121, 00 


10 


B*5102 


MAFVGVTNYD 


332,75 


10 


Cw*0401 


AFVGVTNYLL 


240, 00 


10 


B*2705 


TNYLLLBLIIj 


100, 00 


10 


A*0201 


YLLLLLILHA 


194, 48 


'10 


A*0201 


LDLLLILHAV 


1006,21 


10 


B*5102 


HAVQICHYVL 


165, 00 


10 


B*2705 


VQICHYVLPY 


100, 00 


10 


A*0205 


YVLPYLLQKLr 


252, 00 


10 


Cw*0301 


YVLPYLLQKD 


120, 00 


10 
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596 


HPV 


type 16 


1 


19 


B*5102 


LPYLLQKLHI 


AQAU , UU 




597 


HPV 


type 16 


1 


19 


B*5103 


LPYLLQKLHI 


159 , 72 


10 


598 


HPV 


type 16 


1 


19 


A*0201 


YLLQKLHIKI 


177 , 57 


1 ft 
J.U 


599 


HPV 


type 16 


1 


19 


B*2705 


LRSTYDMGRN 


o n n nn 


XU 


600 


HPV 


type 16 


1 


19 


B*2702 


GRNMIYSLFF 


zUU, UU 


J* 9 


601 


HPV 


type 16 


1 


19 


B*2705 


GRNMIYSLFF 


-i Ann nn 
1UUU, UU 


10 


602 


HPV 


type 16 


1 


21 


A*0201 


VLFWYMFV 


JOUS, Zc> 


9 


603 


HPV 


type 16 


1 


21 


Cw*0401 


VYMFVCACM 


12 0/00 


9 


604 


HPV 


type 16 


1 


21 


Cw*0401 


MFVCACMCL 


oft n n n 
ZZ\J f UU 


9 


605 


HPV 


type 16 


1 


21 


A*0201 


LVLFWYMFV 


315 , 81 


10 


606 


HPV 


type 16 


1 


21 


A*0201 


VLFWYMFVC 


170 , 91 


10 


607 


HPV 


type 16 


1 


21 


A* 02 01 


YMFVCACMCL 


262 / 59 


10 


608 


HPV 


type 16 


1 


21 


B*2705 


YMFVCACMCL 


250, 00 


10 


609 


HPV 


type 16 


1 


22 


B*5102 


YGIINTCV 


ft ft n a r\ 
290 , 40 


8 


610 


HPV 


type 16 


1 


22 


Cw*0301 


TCVCVFKCL 


120 , 00 


9 


611 


HPV 


type 16 


1 


22 


B*2705 


CNYCVMQHK 


100 , 00 


9 


612 


HPV 


type 16 


1 


22 


A*0201 


CMYGIINTCV 


160/74 


10 


613 


HPV 


type 16 


1 


22 


B*5102 


YGIINTCVCV 


264 , 00 


10 


614 


HPV 


type 16 


1 


23 


Cw*0401 


LFGTKCVFL 


**i ft ft ft ft 
200 , 00 


9 


615 


HPV 


type 16 


1 


23 


A*0201 


MLFGTKCVFL 


739 / 03 


10 


616 


HPV 


type 16 


1 


23 


B*2705 


MLFGTKCVFL 


150 / 00 


10 


617 


HPV 


type 16 


1 


24 


B*5102 


APTPYIPL 


110 , 00 


8 


618 


HPV 


type 16 


1 


24 


B*5102 


YAPTPYIPL 


<\ i c\ ft ft 
110 , 00 


9 


619 


HPV 


type 16 


1 


24 


B7 


APTPYIPLL 


240 , 00 


9 


620 


HPV 


type 16 


1 


24 


Cw*0401 


APTPYIPLL 


H f\ «"*> ft ft 

192 / 00 


9 


621 


HPV 


type 16 


1 


24 


B*5102 


APTPYIPLL 


110 , 00 


9 


622 


HPV 


type 16 


1 


24 


A*0201 


LLGTYFWLV 


i r ft a ft ft 

1684 , 90 


9 


623 


HPV 


type 16 


1 


24 


Cw*0401 


YFWLVLTNL 


A ft ft ft ft 

400 , 00 


9 


624 


HPV 


type 16 


1 


24 


A*0201 


VLTNLIAYL 


459 / 40 


9 


625 


HPV 


type 16 


1 


24 


Cw*0401 


HYAPTPYIPL 


240 , 00 


10 


626 


HPV 


type 16 


1 


24 


A24 


HYAPTPYIPL 


240 , 00 


10 


627 


HPV 


type 16 


1 


24 


B*5102 


YAPTPYIPLL 


121 , 00 


10 


628 


HPV 


type 16 


1 


24 


B*5102 


IPLLGTYFWL 


363 / 00 


10 


629 


HPV 


type 16 


1 


24 


Cw*0301 


IPLLGTYFWL 


100 , 00 


10 


630 


HPV 


type 16 


1 


24 


Cw*0401 


TYFWLVLTNL 


400 , 00 


10 


631 


HPV 


type 16 


1 


24 


A24 


TYFWLVLTNL 


280 , 00 


10 


632 


HPV 


type 16 


1 


24 


A*0201 


LVLTNLIAYL 


148, 73 


10 


633 


HPV 


type 16 


1 


24 


A*0205 


LVLTNLIAYL 


142 , 80 


10 


634 


HPV 


type 16 


2 


1 


B*2705 


LRREVYDF 


1000 , 00 


8 


635 


HPV 


type 16 


2 


1 


B*2705 


RREVYDFA 


600 , 00 


8 


636 


HPV 


type 16 


2 


1 


B*5102 


FAFRDLCI 


2200 , 00 


8 


637 


HPV 


type 16 


2 


1 


B*2705 


FRDLCIVY 


1000 , 00 


8 


638 


HPV 


type 16 


2 


1 


B*2705 


YRDGNPYA 


200, 00 


8 


639 


HPV 


type 16 


2 


1 


B*5102 


YAVCDKCL 


300 , 00 


8 


640 


HPV 


type 16 


2 


1 


B*2705 


YRHYCYSL 


2000 , 00 


8 


641 


HPV 


type 16 


2 


1 


B*2705 


QQYNKPLC 


100 , 00 


8 


642 


HPV 


type 16 


2 


1 


B*5102 


KPLCDLLI 


1200 , 00 


8 


643 


HPV 


type 16 


2 


1 


B*2705 


IRC INC QK 


2000 , 00 


8 


644 


HPV 


type 16 


2 


1 


B*2705 


KQRHLDKK 


180 , 00 


8 


645 


HPV 


type 16 


2 


1 


B*2705 


KQRFHNIR 


300 , 00 


8 


646 


HPV 


type 16 


2 


1 


B*2705 


IRGRWTGR 


1000 , 00 


8 


647 


HPV 


type 16 


2 


1 


B*2705 


GRWTGRCM 


3 000 , 00 


8 


648 


HPV 


type 16 


2 


1 


B*2705 


GRCMSCCR 


•1 AAA /~\ A 

1000 , 00 


8 


649 


HPV 


type 16 


2 


1 


B*2705 


CRSSRTRR 


*5 ft ft ft ft 

3 00, 00 


8 


650 


HPV 


type 16 


2 


1 


B*5201 


LQTTIHDII 


300 , 00 


9 


651 


HPV 


type 16 


2 


1 


B*3901 


IHDIILECV 


13 5 , 00 


9 


652 


HPV 


type 16 


2 


1 


B*2705 


QQLLRREVY 


100 , 00 


9 


653 


HPV 


type 16 


2 


1 


B62 


LLRREVYDF 


12 0 , 00 


9 


-654 - . 


. .. HPV— _ -. 


.type. 16 


._2_ 


... 


B*2705_. . 


LRREVYDFA . _ 


200, 00 _ 


9 


655 


HPV 


type 16 


2 


1 


B*2702 


RREVYDFAF 


600 , 00 


9 


656 


HPV 


type 16 


2 


1 


B*2705 


RREVYDFAF 


o ft ft ft ft r\ 
3000 , 00 


9 


657 


HPV 


type 16 


2 


1 


A24 


VYDFAFRDL 


240 , 00 


9 


658 


HPV 


type 16 


2 


1 


Cw*0401 


VYDFAFRDL 


330, 00 


9 


659 


HPV 


type 16 


2 


1 


B*5103 


FAFRDLCIV 


132 , 00 


9 


660 


HPV 


type 16 


2 


1 


B*5102 


FAFRDLCIV 


1100 , 00 


9 


661 


HPV 


type 16 


2 


1 


B*2705 


FRDLCIVYR 


*i ft ft ft ri r\ 
XUUU , UU 


9 


662 


HPV 


type 16 


2 


1 


B*2705 


YRDGNPYAV 


600, 00 


9 


663 


HPV 


type 16 


2 


1 


B*5102 


NPYAVCDKC 


•lift ft ft 

110 , 00 


9 


664 


HPV 


type 16 


2 


1 


Al 


ISEYRHYCY 


135 , 00 


9 


665 


HPV 


type 16 


2 


1 


A24 


EYRHYCYSL 


o n n n n 
AU\J , UU 


9 


666 


HPV 


type 16 


2 


1 


Cw*0401 


EYRHYCYSL 


O ft ft ft 

A A U , UU 


9 


667 


HPV 


type 16 


2 


1 


B*2702 


YRHYCYSLY 


O ft ft ft ft 

A U U , UU 


9 


668 


HPV 


type 16 


2 


1 


B*2705 


YRHYCYSLY 


i ft ft ft ft ft 
1000 , 00 


9 


669 


HPV 


type 16 


2 


1 


A24 


CYSLYGTTL 


ft ft ft ft ft 

200 , 00 


9 


670 


HPV 


type 16 


2 


1 


Cw*0401 


CYSLYGTTL 


ft ft r» ft ft 
2UU , UU 


9 


671 


HPV 


type 16 


2 


1 


B60 


LEQQYNKPL 


160, 00 


9 


672 


HPV 


type 16 


2 


1 


A24 


QYNKPLCDL 


300, 00 


9 


673 


HPV 


type 16 


2 


1 


Cw*0401 


QYNKPLCDL 


A ft ft ft ft 

41UU i UU 


9 


674 


HPV 


type 16 


2 


1 


Cw*0401 


CPEEKQKHJj 


J.UD , DU 




675 


HPV 


type 16 


2 




B*2705 


QRHLDKKQR 


300, 00 


9 


676 


HPV 


type 16 


2 


1 


B*2705 


QRFHNIRGR 


1500/00 


9 


677 


HPV 


type 16 


2 


1 


B*2705 


IRGRWTGRC 


200, 00 


9 


678 


HPV 


type 16 


2 


1 


B*2705 


GRWTGRCMS 


1000, 00 


9 


679 


HPV 


type 16 


2 


1 


B*2705 


GRCMSCCRS 


200/00 


9 


680 


HPV 


type 16 


2 


1 


B14 


SRTRRETQL 


300/00 


9 


681 


HPV 


type 16 


2 


1 


B*2705 


SRTRRETQL 


2000/00 


9 


682 


HPV 


type 16 


2 


1 


B*2705 


LQTTIHDIIL 


200, 00 


10 


683 


HPV 


type 16 


2 


1 


B60 


LECVYCKQQL 


176, 00 


10 


684 


HPV 


type 16 


2 


1 


A68.1 


CVYCKQQLLR 


200, 00 


10 


685 


HPV 


type 16 


2 


1 


B*2705 


KQQLLRREVY 


300,00 


10 
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686 


HPV 


type 16 2 


1 


687 


HPV 


type 16 2 


1 


688 


HPV 


type 16 2 


1 


689 


HPV 


type 16 2 


1 


690 


HPV 


type 16 2 


1 


691 


HPV 


type 16 2 


1 


692 


HPV 


type 16 2 


1 


693 


HPV 


type 16 2 


1 


694 


HPV 


type 16 2 


1 


695 


HPV 


type 16 2 


1 


696 


HPV 


type 16 2 


1 


697 


HPV 


type 16 2 


1 


698 


HPV 


type 16 2 


1 


699 


HPV 


type 16 2 


1 


700 


HPV 


type 16 2 


1 


701 


HPV 


type 16 2 


1 


702 


HPV 


type 16 2 


1 


703 


HPV 


type 16 2 


1 


704 


HPV 


type 16 2 


1 


705 


HPV 


type 16 2 


1 


706 


HPV 


type 16 2 


1 


707 


HPV 


type 16 2 


3 


708 


HPV 


type 16 2 


3 


709 


HPV 


type 16 2 


3 


710 


HPV 


type 16 2 


3 


711 


HPV 


type 16 2 


4 


712 


HPV 


type 16 2 


4 


713 


HPV 


type 16 2 


4 


714 


HPV 


type 16 2 


4 


715 


HPV 


type 16 2 


4 


716 


HPV 


type 16 2 


4 


717 


HPV 


type 16 2 


4 


718 


HPV 


type 16 2 


5 


719 


HPV 


type 16 2 


5 


720 


HPV 


type 16 2 


5 


721 


HPV 


type 16 2 


6 


722 


HPV 


type 16 2 


6 


723 


HPV 


type 16 2 


6 


724 


HPV 


type 16 2 


6 


725 


HPV 


type 16 2 


6 


726 


HPV 


type 16 2 


6 


727 


HPV 


type 16 2 


6 


728 


HPV 


type 16 2 


6 


729 


HPV 


type 16 2 


6 


730 


HPV 


type 16 2 


6 


731 


HPV 


type 16 2 


6 


732 


HPV 


type 16 2 


6 


733 


HPV 


type 16 2 


6 


734 


HPV 


type 16 2 


7 


735 


HPV 


type 16 2 


7 


736 


HPV 


type 16 2 


7 


737 


HPV 


type 16 2 


7 


738 


HPV 


type 16 2 


7 


739 


HPV 


type 16 2 


8 


740 


HPV 


type 16 2 


8 


741 


HPV 


type 16 2 


8 


742 


HPV 


type 16 2 


8 


743 


HPV 


type 16 2 


8 


744 -.— 


..... HPV 


_ type - 16 .2 


. _ 8 


745 


HPV 


type 16 2 


8 


746 


HPV 


type 16 2 


8 


747 


HPV 


type 16 2 


8 


748 


HPV 


type 16 2 


8 


749 


HPV 


type 16 2 


8 


750 


HPV 


type 16 2 


8 


751 


HPV 


type 16 2 


9 


752 


HPV 


type 16 2 


11 


753 


HPV 


type 16 2 


11 


754 


HPV 


type 16 2 


11 


755 


HPV 


type 16 2 


11 


756 


HPV 


type 16 2 


11 


757 


HPV 


type 16 2 


11 


758 


HPV 


type 16 2 


11 


759 


HPV 


type 16 2 


11 


760 


HPV 


type 16 2 


11 


761 


HPV 


type 16 2 


11 


762 


HPV 


type 16 2 


11 


763 


HPV 


type 16 2 


11 


764 


HPV 


type 16 2 


11 


765 


HPV 


type 16 2 


11 


766 


HPV 


type 16 2 


11 


767 


HPV 


type 16 2 


11 


768 


HPV 


type 16 2 


11 


769 


HPV 


type 16 2 


11 


770 


HPV 


type 16 2 


11 


771 


HPV 


type 16 2 


11 


772 


HPV 


type 16 2 


11 


773 


HPV 


type 16 2 


11 


774 


HPV 


type 16 2 


11 


775 


HPV 


type 16 2 


11 



- 181 - 



B*2702 


LRREVYDFAF 


onn n n 

ZUU f uu 


10 


B*2705 


LRREVYDFAF 


1 nnn on 


10 


-r-\ -ton nc 

B*2705 


RREVYDFAFR 


■annn no 


10 


Cw*0301 


EVYDFAFRDL 


100 00 


10 


B*2705 


YRDGN P YAVC 


9 nn nn 


10 


B*5102 


NPYAVCDKCL 


550 00 


10 


B*2705 


SEYRHYCYSL 


150, 00 


10 


B60 


SEYRHYCYSL 


32 0, 00 




B*2705 


QQYNKPLCDL 


mnn nn 
1UUU, uu 


10 


Cw*0401 


QYNKPLCDLL 


ZUU , uu 


i n 
xu 


A24 


QYNKPLCDLL 


oirn nn 


10 


B*2705 


IRCINCQKPL 


cnn nn 
ouu i uu 


10 


B*2705 


CQKPLCPEEK 


onn nn 

zUU, UU 


10 


B*2702 


QRHLDKKQRF 


onn n n 
A I) U , UU 


10 


B*2705 


QRHLDKKQRF 


i nnn nn 

1UUU, uu 


10 


B*2702 


QRFHNIRGRW 


500 , 00 


10 


B*2705 


QRFHNIRGRW 


1 nn n nn 
xuuu , uu 


10 


B*2705 


IRGRWTGRCM 


J.oU , UU 


10 


B*2702 


GRWTGRCMSC 


100 j 00 


10 


B*2705 


GRWTGRCMSC 


1000 , OU 


10 


A68 .1 


WTGRCMSCCR 


100 , 00 


10 


B*2705 


KQNRTEPI 


180 , 00 


8 


B*2705 


NRTEPITI 


600 , 00 


o 


B*2705 


NRTEPITILi 


n nn n n n 
zUUU , UU 


g 


B*2705 


KQNRTEPITI 


XoU , UU 


1 n 
x u 


B*2705 


VRDVMDGF 


XUUU , uu 


8 


A68 .1 


QVPMGKRVR 


n n A nn 
£\J\J t UU 


9 


B*2705 


VRDVMDGFM 


600 , 00 


•f n 


A*0201 


ILQVPMGKRV 


118 1 2 4 


10 


B*5102 


VPMGKRVRDV 


242 f 00 


1 n 
xu 


B*2702 


KRVRDVMDGF 


600 , 00 


1 n 
xu 


B*2705 


KRVRDVMD G F 


"3 n n n f\f\ 

iUUU, uu 


10 


B*2705 


HRKQNNIEM 


600 , 00 


9 


B*2705 


KQNNIEMQY 


300/ UU 


9 


B*2705 


KQNNIEMQYR 


300 , 00 


10 


B*2705 


ARGRGQGK 


i n t\ f\ n n 
2000 , 00 


8 


B*2705 


KRWRLFAN 


o n n n c\c\ 
jUUU , UU 


8 


A68 .1 


DWQIKFAR 


i o n n n n 
1200 , OU 


9 


B*2705 


ARGRGQGKR 


1 nnn nn 
1UUU , uu 


9 


B*2705 


GRGQGKRVJR 


300 , 00 


9 


B62 


GQGKRWRLF 


160 , 00 


9 


B*2702 


KRWRLFANV 


300 , 00 


9 


B*2705 


KRWRLFANV 


n n n n n n 

y uuu , UU 


9 


A*0201 


ILFLKDWQI 


150/ 93 


10 


B62 


FLKDWQIKF 


316 , 80 


10 


A68.1 


WQIKFARGR 


2 00 , 00 


10 


B14 


GRGQGKRWRL 


100 , 00 


10 


B*2705 


GRGQGKRWRL 


1 n n n n n 

2 UUU , UU 


10 


B*2705 


YQRIKHYK 


nnn n n 
zUU, UU 


o 
o 


B14 


QRIKHYKQL 


■inn n n 

180 , 00 


9 


B*2705 


QRIKHYKQL 


600 , 00 


9 


Cw*0301 


QRIKHYKQL 


i a n n n 
Z4U , UU 


9 


B*2705 


QRIKHYKQLN 


onn nn 
^UUj uu 


10 


B*2705 


TQWTVliQS 


inn n n 
J.UU / UU 


8 


Cw*0301 


TKYPLLKLL 


12 0,00 


9 


A*0201 


KLLGSTWPT 


723 , 7 8 


9 


B*5102 


WPTTPPRPI 


484/ 00 


9 


B*5102 


WAPKKHRRL 


121 , 00 


9 


B*2705 . 


TQW/TVLQSS 


100 , 00 


9 


B*5102 


AATKYPLLKL 


i a n n n 
110 , UU 


10 


A*0201 


KLLG STWPTT 


164 , 06 


x u 


B*2705 


RRLSSDQDQS 


600 , 00 


10 


B*2705 


TQWTVLQSSL 


1 n n n nn 
XUUU , UU 


1 n 

JLU 


B*5102 


TAHTKDGLTV 


121 , 00 


10 


B*5103 


TAHTKDGLTV 


121 , 00 


10 


B*2705 


CRLHGIGQDI 


600 , 00 


1 0 


B*5102 


SAFRCFIV 


ccn nn 

Oi>U / UU 


Q 

o 


B*2705 


FRCFIVYI 


600 , 00 


Q 


A*0201 


LLLSVSTYT 


257 , 80 


g 


Cw*0301 LSVSTYTSL 


100 00 


g 


A*0201 


IILVLLLWI 


114 ,14 




B*5103 


AASAFRCFI 


100 ,00 


g 


B*5102 


AASAFRCFI 


onn n n 
ZUU, UU 


9 


B*2705 


FRCFIVYI I 


600, 00 


9 


Cw*03 01 YIIFVYIPL 


100, 00 


9 


Cw*0401 IFVYIPLFL 


200, 00 


9 


A*0201 


FVYIPLFLI 


179,26 


9 


Cw*0401 TYTSLIILVL 


400, 00 


10 


A24 


TYTSLIILVL 


280, 00 


10 


B*5102 


TAASAFRCF I 


200, 00 


10 


B*5103 


TAASAFRCFI 


110, 00 


10 


B*5102 


AASAFRCFIV 


100, 00 


10 


B*5103 


AASAFRCF IV 


110,00 


10 


B*5102 


SAFRCFIVYI 


1331,00 10 


B*5103 


SAFRCFIVYI 


159,72 


10 


B*2702 


FRCFIVYI IF 


200, 00 


10 


B*2705 


FRCFIVYI IF 


1000,00 10 


Cw*0301 VYIIFVYIPL 


100, 00 


10 



Cw*0401 VYIIFVYIPL 200,00 10 

A24 VYIIFVYIPL 420,00 10 
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HPV 


type 


16 


2 


11 


A*0201 


IIFVYIFLFL 


101 7 62 


10 


111 


HPV 


type 


16 


2 


11 


Cw*0401 


LFLIHTHARF 


144, 00 


10 


us 


HPV 


type 


16 


2 


11 


A*0201 


FLIHTHARFL 


108, 09 


10 


779 


HPV 


type 


16 


2 


12 


B*2705 


QRIPMYQC 


200 , 00 


8 


780 


HPV 


type 


16 


2 


12 


B*2705 


YQCCSKSR 


100, 00 


8 


781 


HPV 


type 


16 


2 


12 


B*2705 


QRIPMYQCC 


200, 00 


9 


782 


HPV 


type 


16 


2 


12 


B*2705 


QRIPMYQCCS 


200, 00 


10 


783 


HPV 


type 


16 


2 


13 


B*2705 


RRHTRRYL 


6000, 00 


8 


784 


HPV 


type 


16 


2 


13 


B*3501 


SPRRHTRRY 


120, 00 


9 


785 


HPV 


type 


16 


2 


13 


B7 


SPRRHTRRYL 


1200, 00 


10 


786 


HPV 


type 


16 


2 


14 


B*2705 


MRAKSLFS 


200, 00 


8 


787 


HPV 


type 


16 


2 


15 


Cw*0301 


HSIVFYTAL 


100, 00 


9 


788 


HPV 


type 


16 


2 


15 


B*5102 


TALC ATTE S L 


199 , 65 


10 


789 


HPV 


type 


16 


2 


2 


B*2705 


HQKRTAMF 


100, 00 


8 


790 


HPV 


type 


16 


2 


2 


B*3501 


RPRKLPQL 


120, 00 


8 


791 


HPV 


type 


16 


2 


2 


B*5102 


LFQLCTEL 


133 , 10 


8 


792 


HPV 


type 


16 


2 


2 


B*2705 


LRREVYDF 


1000, 00 


8 


793 


HPV 


type 


16 


2 


2 


B*2705 


RREVYDFA 


600,00 


8 


794 


HPV 


type 


16 


2 


2 


B*5102 


FAFRDLCI 


2200, 00 


8 


795 


HPV 


type 


16 


2 


2 


B*2705 


FRDLCIVY 


1000, 00 


8 


796 


HPV 


type 


16 


2 


2 


B*2705 


YRDGNPYA 


200, 00 


8 


797 


HPV 


type 


16 


2 


2 


B*5102 


YAVCDKCL 


300, 00 


8 


798 


HPV 


type 


16 


2 


2 


B*2705 


YRHYCYSL 


2000, 00 


8 


799 


HPV 


type 


16 


2 


2 


B*2705 


QQYNKPLC 


100, 00 


8 


800 


HPV 


type 


16 


2 


2 


B*5102 


KPLCDLLI 


1200, 00 


8 


801 


HPV 


type 


16 


2 


2 


B*2705 


IRCINCQK 


2000, 00 


8 


802 


HPV 


type 


16 


2 


2 


B*2705 


KQRHLDKK 


180, 00 


8 


803 


HPV 


type 


16 


2 


2 


B*2705 


KQRFHNIR 


300, 00 


8 


804 


HPV 


type 


16 


2 


2 


B*2705 


IRGRWTGR 


1000, 00 


8 


805 


HPV 


type 


16 


2 


2 


B*2705 


GRWTGRCM 


3000, 00 


8 


806 


HPV 


type 


16 


2 


2 


B*2705 


GRCMSCCR 


1000, 00 


8 


807 


HPV 


type 


16 


2 


2 


B*2705 


CRSSRTRR 


300, 00 


8 


808 


HPV 


type 


16 


2 


2 


B*2705 


AMFQDPQER 


125, 00 


9 


809 


HPV 


type 


16 


2 


2 


Cw*0401 


DPQERPRKL 


116, 16 


9 


810 


HPV 


type 


16 


2 


2 


B*5102 


DPQERPRKL 


242, 00 


9 


811 


HPV 


type 


16 


2 


2 


B14 


ERPRKLPQL 


360, 00 


9 


812 


HPV 


type 


16 


2 


2 


B*2705 


ERPRKLPQL 


200, 00 


9 


813 


HPV 


type 


16 


2 


2 


B*5201 


LQTTIHDII 


300, 00 


9 


814 


HPV 


type 


16 


2 


2 


B*3901 


IHDIILECV 


135, 00 


9 


815 


HPV 


type 


16 


2 


2 


B*2705 


QQLLRREVY 


100, 00 


9 


816 


HPV 


type 


16 


2 


2 


B62 


LLRREVYDF 


120, 00 


9 


817 


HPV 


type 


16 


2 


2 


B*2705 


LRREVYDFA 


200, 00 


9 


818 


HPV 


type 


16 


2 


2 


B*2702 


RREVYDFAF 


600, 00 


9 


819 


HPV 


type 


16 


2 


2 


B*2705 


RREVYDFAF 


3000, 00 


9 


820 


HPV 


type 


16 


2 


2 


A24 


VYDFAFRDL 


240, 00 


9 


821 


HPV 


type 16 


2 


2 


Cw*0401 


VYDFAFRDL 


330, 00 


9 


822 


HPV 


type 


16 


2 


2 


B*5103 


FAFRDLCIV 


132, 00 


9 


823 


HPV 


type 


16 


2 


2 


B*5102 


FAFRDLCIV 


1100, 00 


9 


824 


HPV 


type 


16 


2 


2 


B*2705 


FRDLCIVYR 


1000, 00 


9 


825 


HPV 


type 


16 


2 


2 


B*2705 


YRDGNPYAV 


600, 00 


9 


826 


HPV 


type 


16 


2 


2 


B*5102 


NPYAVCDKC 


110, 00 


9 


827 


HPV 


type 


16 


2 


2 


Al 


ISEYRHYCY 


135 , 00 


9 


828 


HPV 


type 


16 


2 


2 


A24 


EYRHYCYSL 


200, 00 


9 


829 


HPV 


type 


16 


2 


2 


Cw*0401 


EYRHYCYSL 


220, 00 


9 


830 


HPV 


type 


16 


2 


2 


B*2702 


YRHYCYSLY 


200, 00 


9 


831 


HPV 


type 


16 


2 


2 


B*2705 


YRHYCYSLY 


1000, 00 


9 


832 


HPV 


type 


16 


2 


2 


A24 


CYSLYGTTL 


200, 00 


9 


833 


HPV 


type 


16 


2 


2 


Cw*0401 


CYSLYGTTL 


200, 00 


9 


—834 - 


HPV- - - 


type 


-16- 


.2 _ 


. . .2 


... _„.B60 


LEQQYNKFL . . 


16lGL,JCLCL 


.5. 


835 


HPV 


type 


16 


2 


2 


A24 


QYNKPLCDL 


300, 00 


9 


836 


HPV 


type 


16 


2 


2 


Cw*0401 


QYNKPLCDL 


400, 00 


9 


837 


HPV 


type 


16 


2 


2 


Cw*0401 


CPEEKQRHL 


105, 60 


9 


838 


HPV 


type 


16 


2 


2 


B*2705 


QRHLDKKQR 


300, 00 


9 


839 


HPV 


type 


16 


2 


2 


B*2705 


QRFHNIRGR 


1500, 00 


9 


840 


HPV 


type 


16 


2 


2 


B*2705 


IRGRWTGRC 


200, 00 


9 


841 


HPV 


type 


16 


2 


2 


B*2705 


GRWTGRCMS 


1000, 00 


9 


842 


HPV 


type 


16 


2 


2 


B*2705 


GRCMSCCRS 


200, 00 


9 


843 


HPV 


type 


16 


2 


2 


B14 


SRTRRETQL 


300, 00 


9 


844 


HPV 


type 


16 


2 


2 


B*2705 


SRTRRETQL 


2000, 00 


9 


845 


HPV 


type 


16 


2 


2 


B*2705 


FQDPQERPRK 


200, 00 


10 


846 


HPV 


type 


16 


2 


2 


B60 


QERPRKLPQL 


176, 00 


10 


847 


HPV 


type 


16 


2 


2 


Cw*03 01 


RKLPQLCTEL 


100, 00 


10 


848 


HPV 


type 


16 


2 


2 


B*2705 


LQTTIHDIIL 


200, 00 


10 


849 


HPV 


type 


16 


2 


2 


B60 


LECVYCKQQL 


176 , 00 


10 


850 


HPV 


type 


16 


2 


2 


A68 . 1 


CVYCKQQLLR 


200, 00 


10 


851 


HPV 


type 


16 


2 


2 


B*2705 


KQQLLRREVY 


300,00 


10 


852 


HPV 


type 


16 


2 


2 


B*2702 


LRREVYDF AF 


200 , 00 


10 


853 


HPV 


type 


16 


2 


2 


B*2705 


LRREVYDFAF 


1000, 00 


10 


854 


HPV 


type 


16 


2 


2 


B*2705 


RREVYDFAF R 


3000, 00 


10 


855 


HPV 


type 


16 


2 


2 




■m rvntr a t? fit ■ 


100 00 


10 


856 


HPV 


type 


16 


2 


2 


B*2705 


YRDGNPYAVC 


20o| 00 


10 


857 


HPV 


type 


16 


2 


2 


B*5102 


NPYAVCDKC L 


550, 00 


10 


858 


HPV 


type 


16 


2 


2 


B*2705 


SEYRHYCYSL 


150,00 


10 


859 


HPV 


type 


16 


2 


2 


B60 


SEYRHYCYSL 


320, 00 


10 


860 


HPV 


type 


16 


2 


2 


B*2705 


Q QYNKPLCDL 


1000, 00 


10 


861 


HPV 


type 


16 


2 


2 


Cw*0401 


QYNKPLCDLL 


200, 00 


10 


862 


HPV 


type 


16 


2 


2 


A24 


QYNKPLCDLL 


360,00 


10 


863 


HPV 


type 


16 


2 


2 


B*2705 


IRCINCQKPL 


600, 00 


10 


864 


HPV 


type 


16 


2 


2 


B*2705 


CQKPLCPEEK 


200, 00 


10 


865 


HPV 


type 


16 


2 


2 


B*2702 


QRHLDKKQRF 


200, 00 


10 
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866 


HPV 


type 16 


2 


2 


867 


HPV 


type 16 


2 


2 


868 


HPV 


type 16 


2 


2 


869 


HPV 


type 16 


2 


2 


870 


HPV 


type 16 


2 


2 


871 


HPV 


type 16 


2 


2 


872 


HPV 


type 16 


2 


2 


873 


HPV 


type 16 


2 


5 


874 


HPV 


type 16 


2 


5 


875 


HPV 


type 16 


2 


5 


876 


HPV 


type 16 


2 


5 


877 


HPV 


type 16 


2 


5 


878 


HPV 


type 16 


2 


5 


879 


HPV 


type 16 


2 


6 


880 


HPV 


type 16 


2 


6 


881 


HPV 


type 16 


2 


6 


882 


HPV 


type 16 


2 


6 


883 


HPV 


type 16 


2 


7 


884 


HPV 


type 16 


2 


7 


885 


HPV 


type 16 


2 


7 


886 


HPV 


type 16 


2 


7 


887 


HPV 


type 16 


2 


7 


888 


HPV 


type 16 


2 


8 


889 


HPV 


type 16 


2 


8 


890 


HPV 


type 16 


2 


8 


891 


HPV 


type 16 


2 


8 


892 


HPV 


type 16 


2 


10 


893 


HPV 


type 16 


2 


11 


894 


HPV 


type 16 


2 


11 


895 


HPV 


type 16 


2 


13 


896 


HPV 


type 16 


2 


15 


897 


HPV 


type 16 


2 


16 


898 


HPV 


type 16 


2 


16 


899 


HPV 


type 16 


2 


16 


900 


HPV 


type 16 


2 


16 


901 


HPV 


type 16 


2 


16 


902 


HPV 


type 16 


2 


17 


903 


HPV 


type 16 


2 


17 


904 


HPV 


type 16 


2 


17 


905 


HPV 


type 16 




17 


906 


HPV 


type 16 


2 


17 


907 


HPV 


type 16 


2 


17 


908 


HPV 


type 16 


2 


17 


909 


HPV 


type 16 


2 


17 


910 


HPV 


type 16 


2 


17 


911 


HPV 


type 16 


2 


17 


912 


HPV 


type 16 


2 


18 


913 


HPV 


type 16 


2 


18 


914 


HPV 


type 16 


2 


18 


915 


HPV 


type 16 


2 


18 


916 


HPV 


type 16 


2 


18 


917 


HPV 


type 16 


2 


18 


918 


HPV 


type 16 


2 


18 


919 


HPV 


type 16 


2 


18 


920 


HPV 


type 16 


2 


18 


921 


HPV 


type 16 


2 


18 


922 


HPV 


type 16 


2 


18 


923 


HPV 


type 16 


2 


18 


- 924 - — 


-HPV- 


- type -16- 


-2 


18.. 


925 


HPV 


type 16 


2 


18 


926 


HPV 


type 16 


2 


18 


927 


HPV 


type 16 


2 


19 


928 


HPV 


type 16 


2 


19 


929 


HPV 


type 16 


2 


19 


930 


HPV 


type 16 


2 


19 


931 


HPV 


type 16 


2 


19 


932 


HPV 


type 16 


2 


19 


933 


HPV 


type 16 


2 


19 


934 


HPV 


type 16 


2 


19 


935 


HPV 


type 16 


2 


19 


936 


HPV 


type 16 


2 


19 


937 


HPV 


type 16 


2 


19 


938 


HPV 


type 16 


2 


19 


939 


HPV 


type 16 


2 


19 


940 


HPV 


type 16 


2 


19 


941 


HPV 


type 16 


2 


19 


942 


HPV 


type 16 


2 


19 


943 


HPV 


type 16 


2 


19 


944 


HPV 


type 16 


2 


19 


945 


HPV 


type 16 


2 


19 


946 


HPV 


type 16 


2 


19 


947 


HPV 


type 16 


2 


19 


948 


HPV 


type 16 


2 


19 


949 


HPV 


type 16 


2 


19 


950 


HPV 


type 16 


2 


19 


951 


HPV 


type 16 


2 


19 


952 


HPV 


type 16 


2 


19 


953 


HPV 


type 16 


2 


19 


954 


HPV 


type 16 


2 


19 


955 


HPV 


type 16 


2 


19 



- 183 - 



B*2705 


QRHLDKKQRF 


1000 , 00 


10 


B*2702 


QRFHNIRGRW 


500, 00 


10 


B*2705 


QRFHNIRGRW 


1000/ 00 


10 


B*2705 


IRGRWTGRCM 


180, 00 


10 


B*2702 


GRWTGRCMSC 


100 , 00 


10 


B*2705 


GRWTGRCMSC 


10O0 f 00 


10 


A68.1 


WTGRCMSCCR 


100, 00 


10 


B*2705 


VQLDKQNR 


100, 00 


8 


B*2705 


KQNRTEPI 


180, 00 


8 


B*2705 


NRTEPITI 


600, 00 


8 


A68 .1 


MVQLDKQNR 


200, 00 


9 


B*2705 


NRTEPITIL 


2000 , 00 


9 


B*2705 


KQNRTEP I TI 


180, 00 


10 


B*2705 


VRDVMDGF 


1000 , 00 


8 


B*2705 


VRDVMDGFM 


600, 00 


9 


B*2702 


KRVRDVMDGF 


600, 00 


10 


B*2705 


KRVRDVMDGF 


3000, 00 


10 


B*2705 


TRTKMTVI 


600, 00 


8 


B*2705 


KMTVIQVK 


150, 00 


8 


Cw*0401 


LYQMTRTKM 


132 , 00 


9 


A*0201 


YQMTRTKMTV 


120, 02 


10 


B*2705 


TRTKMTVI QV 


600, 00 


10 


B*2705 


MRCLLHRK 


600, 00 


8 


B*2705 


HRKQNNIEM 


600 , 00 


9 


B*2705 


KQNNIEMQY 


300, 00 


9 


B*2705 


KQNNIEMQYR 


300, 00 


10 


B*5102 


NGCVTISKI 


193 , 60 


9 


A68.1 


CVSNVYDDR 


200, 00 


9 


A68.1 


NVYDDRASK 


120, 00 


9 


B*5102 


MPSIINYI 


440, 00 


8 


B*3901 


GHYKTLAL 


270, 00 


8 


B*2705 


IQWKCSLM 


300, 00 


8 


B*5201 


ETYAIQCII 


120, 00 


9 


B*2705 


IQTGHIYIF 


100, 00 


9 


B62 


IQTGHIYIF 


124, 80 


9 


B*2705 


IQWKCSLMET 


100, 00 


10 


A24 


EYEHILCSL 


420, 00 


9 


Cw*0401 


EYEHILCSL 


440, 00 


9 


A3 


KMMQKNIVK 


180, 00 


9 


B*2705 


KMMQKNIVK 


150, 00 


9 


Cw*0401 


MFMKEYEHIL 


200, 00 


10 


B*2705 


KEYEHILCSL 


450, 00 


10 


B60 


KEYEHILCSL 


176, 00 


10 


A*0201 


KMMQKNIVKI 


224, 42 


10 


B*2705 


MQKNIVKIKY 


100, 00 


10 


B62 


MQKNIVKIKY 


288, 00 


10 


B*2705 


TNFCLKLK 


100, 00 


8 


B*2705 


YQKLIiQCIj 


200, 00 


8 


B8 


CLKLKYQKL 


160, 00 


9 


A24 


KYQKLLQCL 


864, 00 


9 


Cw*0401 


KYQKLLQCL 


400, 00 


9 


B*2705 


YQKLLQCLL 


200, 00 


9 


A*0201 


KLLQCLLDL 


636, 28 


9 


A*0205 


KLLQCLLDL 


126, 00 


9 


B*2705 


LQCLLDLCL 


200 , 00 


9 


A68.1 


NVTNFCLKLK 


120, 00 


10 


Cw*0301 


FCLKLKYQKL 


120, 00 


10 


Cw*0401 


KYQKLLQCLL 


200, 00 


10 


-A24. - 


_ KYQKLLQCLL _ 


. 720, 00. _ 


_10_ 


B*2705 


LQCLLDLCLY 


100, 00 


10 


A3 


CLLDLCLYDK 


135, 00 


10 


B*2705 


MRHKRSAK 


2000, 00 


8 


B*2705 


KRSAKRTK 


6000, 00 


8 


B*2705 


KRTKRASA 


600, 00 


8 


B*2705 


KRASATQL 


6000, 00 


8 


B*2705 


TQLYKTCK 


200, 00 


8 


B*2705 


LQYGSMGV 


300, 00 


8 


B*2705 


GRTGYIPL 


2000 , 00 


8 


B*5102 


GPSDPSIV 


200, 00 


8 


B*5102 


DPSIVSLV 


220, 00 


8 


B*5102 


DAGAPTSV 


110, 00 


8 


B*5102 


APTSVPSI 


440, 00 


8 


B*5102 


VPSIPPDV 


200, 00 


8 


B*5102 


IPMDTFIV 


220, 00 


8 


B*5102 


RPVARLGL 


300,00 


8 


B*2705 


ARLGLYSR 


1000 , 00 


8 


B*2705 


SRTTQQVK 


2000, 00 


8 


B*5102 


DPDFLDIV 


100 , 00 


8 


B*5102 


VALHRPAL 


165 , 00 


8 


B*27Q5 


HRPALTSR 


1UUU , uu 


O 


B*2705 


SRRTGIRY 


300, 00 


8 


B*2705 


RRTGIRYS 


600, 00 


8 


B*5102 


TGIRYSRI 


290, 40 


8 


B*2705 


IRYSRIGN 


1000, 00 


8 


B*2705 


SRIGNKQT 


200, 00 


8 


B*5102 


DPAEEIEL 


133, 10 


8 


B*5102 


HAASPTSI 


220, 00 


8 


B*5102 


GAYNIPLV 


550, 00 


8 


B*5102 


GPDIPINI 


220, 00 


8 


B*5102 


QAPSLIPI 


220, 00 


8 
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956 


HPV 


type 


16 


2 


19 


957 


HPV 


type 


16 


2 


19 


958 


HPV 


type 


16 


2 


19 


959 


HPV 


type 


16 


2 


19 


960 


HPV 


type 


16 


2 


19 


961 


HPV 


type 


16 


2 


19 


962 


HPV 


type 


16 


2 


19 


963 


HPV 


type 


16 


2 


19 


964 


HPV 


type 


16 


2 


19 


965 


HPV 


type 


16 


2 


19 


966 


HPV 


type 


16 


2 


19 


967 


HPV 


type 


16 


2 


19 


968 


HPV 


type 


16 


2 


19 


969 


HPV 


type 


16 


2 


19 


970 


HPV 


type 


16 


2 


19 


971 


HPV 


type 


16 


2 


19 


972 


HPV 


type 


16 


2 


19 


973 


HPV 


type 


16 


2 


19 


974 


HPV 


type 


16 


2 


19 


975 


HPV 


type 


16 


2 


19 


976 


HPV 


type 


16 


2 


19 


977 


HPV 


type 


16 


2 


19 


978 


HPV 


type 


16 


2 


19 


979 


HPV 


type 


16 


2 


19 


980 


HPV 


type 


16 


2 


19 


981 


HPV 


type 


16 


2 


19 


982 


HPV 


type 


16 


2 


19 


983 


HPV 


type 


16 


2 


19 


984 


HPV 


type 


16 


2 


19 


985 


HPV 


type 


16 


2 


19 


986 


HPV 


type 


16 


2 


19 


987 


HPV 


type 


16 


2 


19 


988 


HPV 


type 


16 


2 


19 


989 


HPV 


type 


16 


2 


19 


990 


HPV 


type 


16 


2 


19 


991 


HPV 


type 


16 


2 


19 


992 


HPV 


type 


16 


2 


19 


993 


HPV 


type 


16 


2 


19 


994 


HPV 


type 


16 


2 


19 


995 


HPV 


type 


16 


2 


19 


996 


HPV 


type 


16 


2 


19 


997 


HPV 


type 


16 


2 


19 


998 


HPV 


type 


16 


2 


19 


999 


HPV 


type 


16 


2 


19 


1000 
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3 


1220 


HPV 


type 16 


3 


1221 


HPV 


type 16 


3 


1222 


HPV 


type 16 


3 


1223 


HPV 


type 16 


3 


1224 


HPV 


type 16 


3 


1225 


HPV 


type 16 


3 



- 186 - 



4 


B*2705 


HRPLVQLK 


zULlU / UU 


8 


4 


B*2705 


VQLKCPPL 


Z U U , UU 


g 


4 


B*2705 


SRWPYLHN 


J.UUU , UU 


Q 


4 


B*5102 


WPYLHNRL 


665 50 


g 


4 


B*2705 


NRLWFTF 


1 n n n nrv 
iUUU, UU 


g 


4 


B*2705 


SRTWSRLS 


onn nn 

ZU J, UU 


g 


4 


B*2705 


RTWSRLSL 


150, 00 


8 


4 


B*2702 


LRSTAAALY 


200 , UO 


9 


4 


B*2705 


LRSTAAALY 


1000 / 00 


9 


4 


B*5801 


RSTAAALYW 


2 6 4, 00 


9 


4 


B*5102 


TGISNISEV 


145 , 20 




4 


B*2705 


QRQTVLQHS 


200 , 00 


9 


4 


B*2705 


RQTVLQHSF 


300, 00 


Q 


4 


B62 


RQTVLQHSF 


160 , 00 


Q 


4 


Cw*0401 


SFNDCTFEL 


a r\ r\r\ 
, UU 


9 


4 


B*2705 


VQ WAYDND I 


300 , 00 


~? 


4 


Al 


IVDDSEIAY 


125 , 00 


9 


4 


A68 . 1 


ATMCRHYKR 


100 , 00 


9 


4 


B*2705 


CRHYKRAEK 


2U0U , UU 


9 


4 


B*2705 


KRAEKKQMS 


600 , 00 


9 


4 


B*2705 


KQMSMSQWI 


180 , 00 


9 


4 


A68 . 1 


RVDDGGDWK 


120 , 00 


9 


4 


B*2705 


KQIVMFLRY 


300, 00 


9 


4 


A*0201 


VMFLRYQGV 


473,94 


9 


4 


B62 


FLRYQGVEF 


144, 00 


9 


4 


B*2702 


LRYQGVEFM 


100,00 


9 


4 


B*2705 


LRYQGVEFM 


3000, 00 


9 


4 


B*2705 


YQGVEFMSF 


100, 00 


9 


4 


B62 


YQGVEFMSF 


160, 00 


9 


4 


Cw*0401 


EFMSFLTAL 


400,00 


9 


4 


Cw*0401 


SFLTALKRF 


220, 00 


9 


4 


A*0201 


FLTALKRFL 


108, 09 


9 


4 


B*2705 


KRFLQGIPK 


30000,00 


4 


B*5102 


QGIPKKNCI 


240, 00 


9 


4 


A3 


SLFGMSLMK 


300, 00 


9 


4 


B*2705 


SLFGMSLMK 


150,00 


9 


4 


Cw*0401 


LFGMSLMKF 


220,00 


9 


4 


A*0201 


LQGSVICFV 


151, 65 


9 


4 


A68.1 


SVICFVNSK 


240, 00 


9 


4 


Cw*0401 


CFVNSKSHF 


110, 00 


9 


4 


B*2705 


LRNALDGNL 


2000, 00 


9 


4 


A68.1 


LVSMDVKHR 


300,00 


9 


4 


B*2705 


HRPLVQLKC 


200, 00 


9 


4 


B*2705 


VQLKCPPLL 


200, 00 


9 


4 


B*5102 


PPLLITSNI 


145,20 


9 


4 


B*2705 


SRWPYLHNR 


5000, 00 


9 


4 


B*5103 


WPYLHNRLV 


132, 00 


9 


4 


B*5102 


WPYLHNRLV 


1331, 00 


9 


4 


B*2705 


KNWKSFFSR 


150, 00 


9 


4 


Cw*0401 


FFSRTWSRL 


240, 00 


9 


4 


B14 


SRTWSRLS L 


100, 00 


9 


4 


B*2705 


SRTWSRLSL 


2000, 00 


9 


4 


B62 


KLRSTAAALY 


120, 00 


10 


4 


B*2702 


LRSTAAALYW 


100, 00 


10 


4 


B*2705 


LRSTAAALYW 


200, 00 


10 


4 


B*5102 


AAL YWYKTG I 


600, 00 


10 


4 


B*5103 


AALYWYKTGI 


132, 00 


10 


4 


B*5102 


TPEWIQRQTV 


133,10 


10 


_4. . . 


. B* 2 


QRQTVLQHSF 


200, 00 


10 


4 


B*2705 


QRQTVLQHSF 


1000,00 


10 


4 


B*2705 


LQHSFNDCTF 


100, 00 


10 


4 


B*2705 


VQ WAYDND IV 


300, 00 


10 


4 


B*5201 


VQ WAYDND IV 


990, 00 


10 


4 


A68 . 1 


IVDDSEIAYK 


120, 00 


10 


4 


B60 


SEIAYKYAQL 


352, 00 


10 


4 


Cw*0301 


SEIAYKYAQL 


100, 00 


10 


4 


A68 . 1 


IVKDCATMCR 


200, 00 


10 


4 


B*2705 


CRHYKRAEKK 


2000, 00 


10 


4 


Cw*0401 


HYKRAEKKQM 


100, 00 


10 


4 


B*2705 


KRAEKKQMSM 


1800, 00 


10 


4 


B*2705 


KQMSMSQWI K 


600, 00 


10 


4 


B*2705 


SQWIKYRCDR 


500, 00 


10 


4 


B*2705 


DRVDDGGDWK 


200, 00 


10 


4 


B*3701 


GDWKQ I VMFL 


300, 00 


10 


4 


Cw*0401 


MFLRYQGVEF 


100,00 


10 


4 


B*2705 


LRYQGVEFMS 


1000, 00 


10 


4 


Cw*0401 


. RYQGVEFMSF 


110, 00 


10 


4 


A24 


RYQGVEFMSF 


360,00 


10 


4 


A*0201 


YQGVEFMSFL 


478, 93 


10 


4 


B*2705 


YQGVEFMSFL 


200, 00 


10 


4 


B*2705 


VEFMSFLTAL 


150, 00 


10 


4 


B6 0 


VEFMSFLTAL 


160, 00 


10 


4 


Cw*0401 SFLTALKRFL 


200, 00 


10 


4 


B*5102 


TALKRFLQGI 


726,00 


10 


4 


B*5103 


TALKRFLQGI 


132, 00 


10 


4 


B*2705 


KRFLQGIPKK 


30000, 00 


4 


Cw*03 01 QGIPKKNCIL 


100, 00 


10 


4 


B*3501 


I PKKNC ILL Y 


120,00 


10 


4 


A3 


LLYGAANTGK 


150,00 


10 


4 


B*2705 


LLYGAANTGK 


150, 00 


10 
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3 
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HPV 


type 16 


3 


1253 
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3 
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3 


1255 
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3 


1256 


HPV 
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3 


1257 


HPV 
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3 


1258 


HPV 
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3 


1259 
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3 


1260 


HPV 
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3 


1261 
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3 


1262 


HPV 
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3 


1263 


HPV 


type 16 


3 


1264 


HPV 
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3 


1265 


HPV 


type 16 


3 


1266 


HPV 


type 16 


3 


1267 


HPV 


type 16 


3 


1268 


HPV 


type 16 


3 


1269 


HPV 


type 16 


3 


1270 


HPV 


type 16 


3 


1271 


HPV 


type 16 


3 


1272 


HPV 


type 16 


3 


1273 


HPV 


type 16 


3 


1274 


HPV 


type 16 


3 


1275 


HPV 


type 16 


3 


1276 


HPV 


type 16 


3 


1277 


HPV 


type 16 


3 


1278 


HPV 


type 16 


3 


1279 


HPV 


type 16 


3 


1280 


HPV 


type 16 


3 


1281 


HPV 


type 16 


3 


1282 


HPV 


type 16 


3 


1283 


HPV 


type 16 


3 
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--type 16 


3 


1285 


HPV 
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3 


1286 
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3 


1287 
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3 


1288 


HPV 
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3 


1289 
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3 


1290 
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3 


1291 


HPV 
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3 


1292 


HPV 
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3 


1293 


HPV 
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3 


1294 


HPV 


type 16 


3 


1295 


HPV 


type 16 


3 


1296 


HPV 


type 16 


3 


1297 


HPV 


type 16 


3 


1298 


HPV 


type 16 


3 


1299 


HPV 


type 16 


3 


1300 


HPV 


type 16 


3 


1301 


HPV 


type 16 


3 


1302 


HPV 


type 16 


3 


1303 


HPV 


type 16 


3 


1304 


HPV 


type 16 


3 


1305 


HPV 


type 16 


3 


1306 


HPV 


type 16 


3 


1307 


HPV 


type 16 


3 


1308 


HPV 


type 16 


3 


1309 


HPV 


type 16 


3 


1310 


HPV 


type 16 


3 


1311 


HPV 
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3 


1312 


HPV 
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3 


1313 


HPV 


type 16 


3 


1314 


HPV 


type 16 


3 


1315 


HPV 


type 16 


3 
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4 


Cw*0401 


LFGMSLMKFL 


240 , 00 


10 


4 


Cw*0401 


KFLQGSVICF 


2 00 , 00 


10 


4 


A*0201 


FLQGSVICFV 


4047 , 23 


10 


4 


A*0201 


FVNSKSHFWL 


274,29 


10 


4 


B*5102 


DATVPCWNYI 


220, 00 


10 


4 


B*5103 


DATVPCWNYI 


121 , 00 


10 


4 


B*2705 


LRNALDGNLV 


600 , 00 


10 


4 


B*5102 


CPPLLITSNI 


484 , 00 


10 


4 


B*2702 


SRWPYLHNRL 


300 , 00 


10 


4 


B*2705 


SRWPYLHNRL 


10000 , 00 




4 


B*5102 


WPYLHNRLW 


1210, 00 


10 


4 


B*5103 


WP Y LHNRLW 


145, 20 


10 


4 


B*5201 


WPYLHNRLW 


300, 00 


10 


4 


A*0201 


YLHNRLWFT 


433 , 63 


10 


4 


B*2705 


NRLWFTFPN 


200 , 00 


10 


4 


Cw*0401 


VFTFPNEFPF 


100, 00 


10 


4 


B*5102 


FPFDENGNPV 


2200, 00 


10 


4 


B60 


DENGNPVYEL 


320, 00 


10 


4 


Cw*0401 


SFFSRTWSRL 


240, 00 


10 


4 


B*2705 


SRTWSRLSLH 


200, 00 


10 


5 


B*5103 


LACFLLCFV 


100,00 


9 


5 


B*5102 


LACFLLCFV 


100, 00 


9 


5 


Cw*0401 


CFLLCFVCF 


100, 00 


9 


5 


A*0201 


FLLCFVCFC 


4064, 58 


9 


5 


A*0201 


LLCFVCFCV 


685,78 


9 


5 


A*0201 


FLLCFVCFCV 


6865,90 


10 


6 


B*2705 


LRLGVLLY 


1000, 00 


8 


6 


B*2705 


LRLGVLLYI 


600,00 


9 


6 


A*0205 


GVLLYILYL 


100, 80 


9 


6 


A*0201 


LLYILYLFI 


468, 22 


9 


6 


A3 


ILYLFIYHY 


270, 00 


9 


6 


B62 


ILYLFIYHY 


104, 00 


9 


6 


A24 


LYLFIYHYF 


210, 00 


9 


6 


Cw*0401 


LYLFIYHYF 


100, 00 


9 


6 


B14 


LRLGVLLYI L 


300, 00 


10 


6 


B*2705 


LRLGVLLYI L 


2000, 00 


10 


6 


B62 


RLGVLLYILY 


192, 00 


10 


6 


A*0201 


VLLYILYLFI 


541, 38 


10 


6 


A3 


LLYILYLFIY 


270, 00 


10 


6 


B62 


ILYLF I YHYF 


114, 40 


10 


7 


B*2705 


HRLPNFIK 


2000, 00 


8 


7 


B*5102 


HANRQVHV 


121, 00 


8 


7 


B*2705 


NRQVHVHL 


2000, 00 


8 


7 


B8 


YLRLKAKL 


160, 00 


8 


7 


B*2705 


LRLKAKLL 


2000, 00 


8 


7 


B*2705 


LQNAQNVHR 


100, 00 


9 


7 


B*2705 


HRLPNFIKH 


200, 00 


9 


7 


B7 


ANRQVHVHL 


120, 00 


9 


7 


B*2705 


NRQVHVHLT 


200, 00 


9 


7 


B*2705 


RQVHVHLTL 


600 , 00 


9 


7 


B*3901 


VHVHLTLYL 


180, 00 


9 


7 


A68.1 


HVHLTLYLR 


200, 00 


9 


7 


B*3901 


VHLTLYLRL 


180, 00 


9 


7 


Cw*0301 


VHLTLYLRL 


100 , 00 


9 


7 


A24 


LYLRLKAKL 


396, 00 


9 


7 


Cw*0401 


LYLRLKAKL 


264, 00 


9 


7 


B8 


YLRLKAKLL 


160, 00 


9 


7 


B14 


LRLKAKLLL 


100, 00 


9 


_7..- 


. B*2705 . 


LRLKAKLLL.. _ 


2Q00, 00 




7 


B*2705 


LQNAQNVHRL 


200, 00 


10 


7 


B*2705 


AQNVHRLPNF 


100, 00 


10 


7 


A68.1 


NVHRLPNFIK 


120, 00 


10 


7 


B*2705 


NRQVHVHLTL 


2000, 00 


10 


7 


B*2705 


RQVHVHLTLY 


300,00 


10 


7 


B*2705 


TLYLRLKAKL 


150, 00 


10 


7 


Cw*0401 


LYLRLKAKLL 


200, 00 


10 


7 


A24 


LYLRLKAKLL 


300,00 


10 


7 


B*2705 


LRLKAKLLLN 


20 0, 00 


10 


7 


A*0201 


LLNKYYNMEV 


118 , 24 


10 


7 


Cw*0401 


YYNMEVWVYF 


100,00 


10 


7 


A24 


YYNMEVWVYF 


210,00 


10 


7 


A*0201 


YNMEVWVYFL 


123 , 10 


10 


8 


B*5102 


QGLPQLQI 


290, 40 


8 


8 


B*5102 


LPQLQIHL 


133 » 10 


8 


8 


Cw*0401 


LPQLQIHLL 


160 , 00 


9 


8 


B*5102 


LPQLQIHLL 


133 , 10 


9 


8 


B*3901 


FHWEQGLPQL 


540 , 00 


10 


8 


Cw*03 01 


QGLPQLQIHL 


100 , 00 


10 


8 


B*5102 


LPQLQIHLLL 


110 , 00 


10 


10 


B*2705 


HQHLYLPF 


iuu , uu 


g 


10 


B*5102 


FPQMYQDL 


220, 00 


8 


10 


B*2705 


QMYQDLVL 


250, 00 


8 


10 


B*2705 


YQDLVLLL 


200,00 


8 


10 


B*2705 


LQLIPHLL 


200,00 


8 


10 


B*5102 


FPQMYQDLV 


440, 00 


9 


10 


A*0201 


QMYQDLVLL 


113,55 


9 


10 


B*2705 


QMYQDLVLL 


250,00 


9 


10 


A24 


MYQDLVLLL 


432,00 


9 


10 


Cw*0401 


MYQDLVLLL 


480,00 


9 


10 


A*0201 


LLLQLIPHL 


309, 05 


9 
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1316 


HPV 


type 16 


3 


10 


B*2705 


LQLIPHLLY 


100 , 00 


9 


1317 


HPV 


type 16 


3 


10 


B*5102 


LPFPQMYQDL 


550 ,00 


10 


1318 


HPV 


type 16 


3 


10 


Cw*0301 


LPFPQMYQDL 


180 , 00 


10 


1319 


HPV 


type 16 


3 


10 


Cw*0401 


LPFPQMYQDL 


105 , 60 


10 


1320 


HPV 


type 16 


3 


10 


B*5102 


FPQMYQDLVL 


n n n 
AA U , UU 


10 


1321 


HPV 


type 16 


3 


10 


A*0201 


QMYQDLVLLL 


113 , 55 


10 


1322 


HPV 


type 16 


3 


10 


B*2705 


QMYQDLVLLL 


250 , 00 


10 


1323 


HPV 


type 16 


3 


10 


B*2705 


YQDLVLLLQL 


inn n n 
ZUU / UU 


10 


1324 


HPV 


type 16 


3 


10 


B*3701 


QDLVLLLQLI 


200 , 00 


10 


1325 


HPV 


type 16 


3 


10 


A*0201 


VLLLQLIPHL 


309 , 05 


10 


1326 


HPV 


type 16 


3 


10 


A*0201 


LLLQLIPHLL 


134 , 37 


10 


1327 


HPV 


type 16 


3 


11 


B*5102 


IPLSLTHL 


330 , 00 


8 


1328 


HPV 


type 16 


3 


11 


B*2705 


LQKLEGIL 


200 , 00 


8 


1329 


HPV 


type 16 


3 


11 


B*3901 


LHFHHPLL 


180 , 00 


8 


1330 


HPV 


type 16 


3 


11 


B*5102 


HPLLVHII 


1452 , 00 


8 


1331 


HPV 


type 16 


3 


11 


B*2705 


FLWIHLLL 


150 , 00 


8 


1332 


HPV 


type 16 


3 


11 


A*0201 


LLLHIIIPL 


309 , 05 


9 


1333 


HPV 


type 16 


3 


11 


B*3901 


LHIIIPLSL 


180 , 00 


9 


1334 


HPV 


type 16 


3 


11 


B*2705 


HLYCSLQHLi 


150 , 00 


9 


1335 


HPV 


type 16 


3 


11 


B*5102 


HPLLVHIIM 


108, 90 


9 


1336 


HPV 


type 16 


3 


11 


A3 


LLVHIIMKK 


135 , 00 


9 


1337 


HPV 


type 16 


3 


11 


Cw*0401 


KFLWIHLLL 


200 , 00 


9 


1338 


HPV 


type 16 


3 


11 


A*0201 


FLWIHLLLA 


436 , 26 


9 


1339 


HPV 


type 16 


3 


11 


B*3901 


IHLLLAQTL 


180, 00 


9 


1340 


HPV 


type 16 


3 


11 


A*0201 


LLLLHIIIPL 


309 , 05 


10 


1341 


HPV 


type 16 


3 


11 


Cw*0301 


I I IPLSLTHL 


100 , 00 


10 


1342 


HPV 


type 16 


3 


11 


Cw*0301 


LSLTHLYCSL 


100, 00 


10 


1343 


HPV 


type 16 


3 


11 


B*3901 


THL YC SLQHLt 


270, 00 


10 


1344 


HPV 


type 16 


3 


11 


B*2705 


LQKLEGILHF 


100, 00 


10 


1345 


HPV 


type 16 


3 


11 


B62 


LQKLEGILHF 


576 , 00 


10 


1346 


HPV 


type 16 


3 


11 


A*0201 


I LHFHHPLLV 


118, 24 


10 


1347 


HPV 


type 16 


3 


12 


B*5102 


LALGTVEL 


199 , 65 


8 


1348 


HPV 


type 16 


3 


12 


B*5103 


LALGTVELV 


132, 00 


9 


1349 


HPV 


type 16 


3 


12 


B*5102 


LALGTVELV 


399 ,30 


9 


1350 


HPV 


type 16 


3 


12 


A24 


HYVLWENL 


420, 00 


9 


1351 


HPV 


type 16 


3 


12 


Cw*0401 


HYVLWENL 


400, 00 


9 


1352 


HPV 


type 16 


3 


12 


B*5102 


LALGTVELVI 


726 , 00 


10 


1353 


HPV 


type 16 


3 


12 


B*5103 


LALGTVELVI 


145 , 20 


10 


1354 


HPV 


type 16 


3 


12 


B*3901 


KHYVLWENL 


270, 00 


10 


1355 


HPV 


type 16 


3 


13 


B*5102 


YPLHLYQV 


1452 , 00 


8 


1356 


HPV 


type 16 


3 


13 


B*2705 


HLYQVIFL 


150, 00 


8 


1357 


HPV 


type 16 


3 


13 


B*2705 


LQIQQFLL 


200, 00 


8 


1358 


HPV 


type 16 


3 


13 


B*2705 


QQFLLWH 


100, 00 


8 


1359 


HPV 


type 16 


3 


13 


B*5201 


YPLHLYQVI 


220 , 00 


9 


1360 


HPV 


type 16 


3 


13 


B*5102 


YPLHLYQVI 


2904 , 00 


9 


1361 


HPV 


type 16 


3 


13 


B*3901 


LHLYQVIFL 


270 , 00 


9 


1362 


HPV 


type 16 


3 


13 


A24 


LYQVIFLQI 


126, 00 


9 


1363 


HPV 


type 16 


3 


13 


Cw*0401 


IFLQIQQFL 


200, 00 


9 


1364 


HPV 


type 16 


3 


13 


A*0201 


FLQIQQFLL 


569 , 95 


9 


1365 


HPV 


type 16 
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B*3701 


QDLVLLLQLI 


200 , 00 


10 


A*0201 


VLLLQLIPHL 


309 , 05 


10 


A*0201 


LLLQLIPHLL 


134, 37 


10 


B*2705 


FLWIHLLL 


150 , 00 


8 


Cw*0401 


KFLWIHLLL 


200 , 00 


9 


A*0201 


FLWIHLLLA 


43 6/26 


9 


B*3901 


IHLLLAQTL 


180, 00 


9 


Cw*0301 


MWIIHYIFL 


100 , 00 


9 


A*0201 


WIIHYIFLV 


586, 85 


9 


A*0201 


YIFLVMIIV 


153 , 49 


9 


B*5201 


YIFLVMIIV 


120, 00 


9 


Cw*0401 


IFLVMIIVL 


440, 00 


9 


A*0201 


FLVMIIVLI 


110, 38 


9 


A* 02 05 


YIFLVMIIVL 


126 , 00 


10 


B*2705 


MQPHLLLL 


200, 00 


8 


B*5102 


QPHLLLLI 


440, 00 


8 


B*2705 


LQILLQPR 


100, 00 


8 


B*2705 


LQPRYHLY 


100, 00 


8 


B*2705 


PRYHLYPL 


1000, 00 


8 


B*3901 


YHLYPLHL 


270, 00 


8 


B*5102 


YPLHLYQV 


1452 , 00 


8 


B*2705 


HLYQVIFL 


150, 00 


8 


B*2705 


LQIQQFLL 


200, 00 


8 


B*2705 


QQFLLWH 


100, 00 


8 


Cw*0401 


QPHLLLLIM 


120, 00 


9 


A*0201 


LLLLIMDYM 


193, 70 


9 


A*0201 


LIMDYMIFM 


222 , 85 


9 


B*2705 


MQMTLLQIL 


200, 00 


9 


B*2705 


LQILLQPRY 


100, 00 


9 


B62 


LQILLQPRY 


160, 00 


9 


A*02Q1 


ILLQPRYHL 


134, 37 


9 


B7 


QPRYHLYPL 


800, 00 


9 


Cw*0401 


QPRYHLYPL 


176, 00 


9 


B*2705 


PRYHLYPLH 


100, 00 


9 


A24 


RYHLYPLHL 


400, 00 


9 


Cw*0401 


RYHLYPLHL 


330, 00 


9 


B*5201 


YPLHLYQVI 


220, 00 


9 


B*5102 


YPLHLYQVI 


2904, 00 


9 


B*3901 


LHLYQVIFL 


270, 00 


9 


A24 


LYQVIFLQI 


126, 00 


9 


Cw*0401 


IFLQIQQFL 


200, 00 


9 


A*0201 


FLQIQQFLL 


569, 95 


9 


B*2705 


QQFLLWHT 


100, 00 


9 


A*0201 


LLWHTIFL 


199, 74 


9 


B*5201 


MQPHLLLLIM 


198, 00 


10 


A*0201 


LLIMDYMIFM 


106, 84 


10 


Cw*0401 


DYMIFMQMTL 


220, 00 


10 


A24 


DYMIFMQMTL 


300, 00 


10 


A*0201 


YMIFMQMTIiIj 


163 , 23 


10 


B*2705 


MQMTLLQILL 


200, 00 


10 


B*2705 


LQPRYHLY PL 


200, 00 


10 


B*2705 


PRYHLYPLHL 


1000, 00 


10 


A24 


LYPLHLYQVI 


108, 00 


10 


A*0201 


VIFLQIQQFL 


101, 62 


10 


Cw*0401 


IFLQIQQFLL 


200, 00 


10 


A*0201 


FLQIQQFLLV 


607, 88 


10 


B*5201 


LQIQQFLLW 


495, 00 


10 


B*2705 


QQFLLWHTI 


300,00 


10 


. B*5201 


. QQELLWHTX ... 


12 0,. 0 0 . 


10 


Cw*0401 


QFLLWHTIF 


100, 00 


10 


A*0201 


FLLWHTIFL 


1999, 73 


10 


B*2705 


ARTNIYYH 


200, 00 


8 


B*2705 


SRLLAVGH 


200, 00 


8 


B*5102 


KPNNNKIL 


121, 00 


8 


B*5201 


LQYRVFRI 


150, 00 


8 


B*2705 


YRVFRIHL 


2000, 00 


8 


B*5102 


NPDTQRLV 


121, 00 


8 


B*2705 


QRLVWACV 


600, 00 


8 


B*5102 


WACVGVEV 


121, 00 


8 


B*2705 


GRGQPLGV 


600, 00 
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B*2705 


KQTQLCLI 


180 , 00 
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B*5102 


SPCTNVAV 


242 , 00 
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NPGDCPPL 


100 , 00 
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YPDYIKMV 


200 , 00 
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B*2705 


LRREQMFV 


600 , 00 
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RREQMFVR 


3000, 00 
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QMFVRHLF 


125, 00 
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AQIFNKPY 
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QRAQGHNN 


200, 00 
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TRSTNMSL 


Z\JUU , uu 
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RHGEEYDL 
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LQFIFQLC 
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FQLCKITL 


200, 00 
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QPPPGGTL 
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YRFVTQAI 
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TQAIACQK 


200, 00 
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APKEDDPL 


180, 00 
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FPLGRKFL 
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200,00 
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16 


B*2705 


LQAGLKAK 


16 


B8 


KAKPKFTL 


16 


B*2705 


KRKATPTT 


16 


B*2705 


MQVTFIYIL 


16 


B*3901 


YHIFFQMSL 


16 


Cw*0401 


IFFQMSLWL 


16 


Cw*0401 


LPSEATVYL 


16 


B*5102 


LPSEATVYL 


16 


B*5103 


EATVYLPPV 


16 


B*5102 


EATVYLPPV 


16 


B*5102 


LPPVPVSKV 


16 


B*2705 


ARTNIYYHA 


16 


A24 


YYHAGTSRL 


16 


Cw*0401 


YYHAGTSRL 


16 


B*5102 


KPNNNKILV 


16 


Cw*0301 


ILVPKVSGL 


16 


B*3501 


VPKVSGLQY 


16 


A*0201 


GLQYRVFRI 


16 


A24 


QYRVFRIHL 


16 


Cw*0401 


QYRVFRIHL 


16 


B*2705 


FRIHLPDPN 


16 


Cw*0401 
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A24 
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16 
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FYNPDTQRL 
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B60 


VEVGRGQPL 
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A24 


DYKQTQLCL 


16 


Cw*0401 


DYKQTQLCL 
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B*2705 


TQLCLIGCK 
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B*3701 
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16 


B*5102 
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16 


Cw*0301 


CKYPDYIKM 
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Cw*0401 


FFYLRREQM 


16 


A24 


FYLRREQMF 


16 


Cw*0401 


FYLRREQMF 


16 


A*0201 


YLRREQMFV 


16 
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LRREQMFVR 


16 
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16 


B60 
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16 
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NRAGTVGEN 


16 
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RAGTVGENV 


16 


B*5102 


RAGTVGENV 
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NVPDDLYIK 


16 


Cw*0401 


YFPTPSGSM 
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B*5102 


FPTPSGSMV 
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16 


B*5102 
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A68.1 


FVTWDTTR 


16 


B*2705 


TRSTNMSLC 
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LRHGEEYDL 
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B*2705 


LQFIFQLCK 


16 
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IFQLCKITL 


16 


B*2705 


LQPPPGGTL 


16 


B*2702 


YRFVTQAIA 


. 16 


„ . . B* 2.7 05. 


. YRFVTQAIA .._ 


16 


A24 


KYTFWEVNL 


16 


Cw*0401 


KYTFWEVNL 


16 


Cw*0401 


KFSADLDQF 


16 


B62 


DQFPLGRKF 


16 


Cw*0401 


QFPLGRKFL 


16 


B*5102 


FPLGRKFLL 


16 


B*2705 


KRKATPTTS 


16 


B8 


TAKRKKRKL 


16 


Cw*0401 


VYHIFFQMSL 


16 


A24 


VYHIFFQMSL 


16 


A*0201 


SLWLPSEATV 


16 


A*0201 


WLPSEATVYL 


16 


A*0201 


YLPPVPVSKV 


16 


B*5102 


LPPVPVSKW 


16 


B*5201 


LPPVPVSKW 


16 


A68.1 


WSTDEYVAR 


16 


Cw*0401 


IYYHAGTSRL 


16 


A24 


IYYHAGTSRL 


16 


Cw*0401 


YYHAGTSRLL 


16 


A24 


YYHAGTSRLL 


16 


B*5102 


HAGTSRIiliAV 


16 


B*5103 


HAGTSRLLAV 


16 


B*2702 


SRLLAVGHPY 


16 


B*2705 


SRLLAVGHPY 


16 


B*5102 


LAVGHPYF PI 


16 


B*5103 


LAVGHPYFPI 


- 16 


A68.1 


AVGHPYF P IK 


16 


A*0205 


KIIiVPKVSGL 


16 


B*5102 


SGLQYRVFRI 


16 


B*2705 


LQYRVFRIHL 


16 


B*2705 


FRIHLPDPNK 



200,00 8 

160,00 8 

600,00 8 

200,00 9 

180,00 9 

220,00 9 

105,60 9 

133,10 9 

110,00 9 

100,00 9 

400,00 9 
200,00 ' 9 

200,00 9 

300,00 9 

242,00 9 

120,00 9 

120,00 9 

139,17 9 

200,00 9 

220,00 9 

200,00 9 

110,00 9 

432,00 9 

240,00 9 

320,00 9 

330,00 9 

550,00 9 

290,40 9 

200,00 9 



1000, 00 


9 


200, 00 


9 


240, 00 


9 


200, 00 


9 


200, 00 


9 


1200, 00 


9 


125, 00 


9 


110, 00 


9 


180, 00 


9 


110, 00 


9 


133, 73 


9 


1000, 00 


9 


600, 00 


9 


160, 00 


9 


200, 00 


9 


121, 00 


9 


133, 10 


9 


120, 00 


9 


110, 00 


9 


400, 00 


9 


110, 00 


9 


AQA, , UU 


9 


300, 00 


9 


200, 00 


9 


2000, 00 


9 


1000, 00 


9 


200, 00 


9 


200, 00 


9 


100, 00 


9 


1000 f 00 


9 


400,00 


~9 


200, 00 


9 


200, 00 


9 


192, 00 


9 


200, 00 


9 


660, 00 


9 


600, 00 


9 


320, 00 


9 


330, 00 


10 


200, 00 


10 


577,28 


10 


540, 47 


10 


735, 86 


10 


242, 00 


10 


435, 60 


10 


200, 00 


10 


200, 00 


10 


200, 00 


10 


360, 00 


10 


200, 00 


10 


110, 00 


10 


121, 00 


10 


200, 00 


10 


1000, 00 


10 


660, 00 


10 


110, 00 


10 


240, 00 


10 


126, 00 


10 


528, 00 


10 


1000, 00 


10 


2000, 00 


10 
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1946 


HPV 


type 16 


3 


16 


Cw*0401 


SFYNPDTQRL 


inn n n 
zuu, uu 


10 


1947 


HPV 


type 16 


3 


16 


B*2705 


QRLVWACVGV 


600 / 00 


±U 


1948 


HPV 


type 16 


3 


16 


B*2705 


GRGQPLGVGI 


DUU i UU 


10 


1949 


HPV 


type 16 


3 


16 


B*5102 


NAGVDNREC I 


242 , 00 


1 n 


1950 


HPV 


type 16 


3 


16 


B*5103 


NAGVDNREC I 


±z ± , UU 


10 


1951 


HPV 


type 16 


3 


16 


B*2705 


NREC I SMDYK 


o n n n nn 
Z UUU , UU 


10 


1952 


HPV 


type 16 


3 


16 


B7 


NPGDCPPIiEL 


120 , 00 


10 


1953 


HPV 


type 16 


3 


16 


B*5102 


NPGDC PPIiEL 


100 , 00 


10 


1954 


HPV 


type 16 


3 


16 


B*5102 


CPPLELINTV 


26 6, 2 0 


10 


1955 


HPV 


type 16 


3 


16 


B*5102 


PPLiELINTVI 


145 / 2 0 


10 


1956 


HPV 


type 16 


3 


16 


Cw*0401 


GFGAMDFTTL 


o n n n n 
AVU t UU 


10 


1957 


HPV 


type 16 


3 


16 


B*2705 


LQANKSEVPL 


i n n nn 
AUU i UU 


10 


1958 


HPV 


type 16 


3 


16 


Al 


VSEPYGDSLF 


135 / 00 


10 


1959 


HPV 


type 16 


3 


16 


Cw*0401 


IiFFYLRREQM 


110 , 00 


10 


1960 


HPV 


type 16 


3 


16 


Cw*0401 


FFYLRREQMF 


110 , 00 


10 


1961 


HPV 


type 16 


3 


16 


B*2705 


LRREQMFVRH 


i n n nn 
A\j\J , UU 


10 


1962 


HPV 


type 16 


3 


16 


B*2705 


RREQMFVRHLt 


-i o n n nn 
1800/ 00 


10 


1963 


HPV 


type 16 


3 


16 


B*2705 


QMFVRHLFNR 


125 / 00 


10 


1964 


HPV 


type 16 


3 


16 


B*2705 


VRHLFNRAGT 


200 , 00 


10 


1965 


HPV 


type 16 


3 


16 


B*2705 


NRAGTVGENV 


600 , 00 


10 


1966 


HPV 


type 16 


3 


16 


Cw*0401 


NYFPTPSGSM 


132 , 00 


10 


1967 


HPV 


type 16 


3 


16 


B*2705 


AQ I FNKPYWL 


inn n n 

200 , 00 


10 


1968 


HPV 


type 16 


3 


16 


B*2705 


QRAQGHNNGI 


600 , 00 


10 


1969 


HPV 


type 16 


3 


16 


B*2705 


TRSTNMSLCA 


o n n nn 
200 , 00 


10 


1970 


HPV 


type 16 


3 


16 


B*2705 


KEYLRHGEEY 


225 , 00 


10 


1971 


HPV 


type 16 


3 


16 


Cw*0401 


EYDLQFIFQL 


600 , 00 


10 


1972 


HPV 


type 16 


3 


16 


A24 


EYDLQFIFQL 


inn n n 

200 f 00 


10 


1973 


HPV 


type 16 


3 


16 


B*2705 


LQFIFQLCKI 


300 , 00 


10 


1974 


HPV 


type 16 


3 


16 


A*0201 


TLTADVMTYI 


131 , 97 


10 


1975 


HPV 


type 16 


3 


16 


A*0201 


TILEDWNFGL 


258 , 44 


10 


1976 


HPV 


type 16 


3 


16 


B*2702 


YRFVTQAIAC 


i r\ r\ n n 

100 , 00 


10 


1977 


HPV 


type 16 


3 


16 


B*2705 


YRFVTQAIAC 


1000 , 00 


10 


1978 


HPV 


type 16 


3 


16 


A68 . 1 


FVTQAIACQK 


120 , 00 


10 


1979 


HPV 


type 16 


3 


16 


B*2705 


CQKHTPPAPK 


n n n n n 
200 , 00 


10 


1980 


HPV 


type 16 


3 


16 


Cw*0401 


QFPLGRKFL1) 


220,00 


10 


1981 


HPV 


type 16 


3 


16 


B*2705 


GRKFLLQAGL 


2000 , 00 


10 


1982 


HPV 


type 16 


3 


16 


B*2705 


KRKATPTTSS 


600, 00 


10 


1983 


HPV 


type 16 


3 


17 


B*2705 


KLYVCLYV 


135 , 00 


8 


1984 


HPV 


type 16 


3 


17 


B*2705 


CLYVWYNK 


150 , 00 


8 


1985 


HPV 


type 16 


3 


17 


A3 


CLYVLVNIK 


300,00 


9 


1986 


HPV 


type 16 


3 


17 


B*2705 


CLYVLVNIK 


150, 00 


9 


1987 


HPV 


type 16 


3 


17 


A24 


LYVLVNIKL 


462 , 00 


9 


1988 


HPV 


type 16 


3 


17 


Cw*0401 


LYVLVNIKL 


220 , 00 


9 


1989 


HPV 


type 16 


3 


17 


A*0201 


VLVNIKLYV 


650 , 31 


9 


1990 


HPV 


type 16 


3 


17 


Cw*0301 


VNIKLYVCL 


100 , 00 


9 


1991 


HPV 


type 16 


3 


17 


B*2705 


CLYVLVNIKL 


150 , 00 


10 


1992 


HPV 


type 16 


3 


17 


A*0201 


YVLVNIKLYV 


569 , 69 


10 


1993 


HPV 


type 16 


3 


17 


B*2705 


KLYVCLYVWY 


225 , 00 


10 


1994 


HPV 


type 16 


3 


17 


A68 . 1 


WCLYVWYNK 


■1 i n n n 

120, 00 


10 


1995 


HPV 


type 16 


3 


17 


A*0201 


CLYVWYNKHV 


222 , 57 


10 


1996 


HPV 


type 16 


3 


17 


Cw*0401 


WYNKHVCMCF 


100 , 00 


10 


1997 


HPV 


type 16 


3 


17 


A24 


WYNKHVCMCF 


210 , 00 


10 


1998 


HPV 


type 16 


3 


18 


Cw*0301 


FGLHIYKQL 


ion n n 

12 0,00 


9 


1999 


HPV 


type 16 


3 


18 


B*5102 


FGLHIYKQL 


145 , 20 


9 


2000 


HPV 


type 16 


3 


18 


A68 . 1 


KVSHTTjFICK 


120 , 00 


10 


2001 


HPV 


type 16 


3 


18 


B*2705 


VQTDFGLHIY 


100 , 00 


10 


2002 


HPV 


type 16 


3 


18 


B62 


VQTDFGLHIY 


176 , 00 


10 


2003 


HPV 


type 16 


3 


18 


Al 


QTDFGLHIYK 


125 , 00 


10 


-2004 


.HPV 


_ type 16.. 


.3 


18 ..... 


Cw_*_Q401 


_ DFJ3LHIYKQL_ 


200 ,00 


10 


2005 


HPV 


type 16 


3 


18 


B*5102 


FGLHIYKQLI 


580 , 80 


10 


2006 


HPV 


type 16 


4 


1 


B*5102 


LGYKPISI 


a n a n n 

484 , 00 


8 


2007 


HPV 


type 16 


4 


1 


B*5201 


LGYKPISIF 


225 , 00 


9 


2008 


HPV 


type 16 


4 


2 


B*5102 


GPNQPLCI 


a a n n n 
440 , 00 


8 


2009 


HPV 


type 16 


4 


2 


B*5102 


QPLCIWII 


t n n n n n 

12 00 , 00 


8 


2010 


HPV 


type 16 


4 


2 


A24 


TYTGPNQPL 


n a n n n 
zl4U , UU 


9 


2011 


HPV 


type 16 


4 


2 


Cw*0401 


TYTGPNQPL 


inn n n 
zUU, UU 


9 


2012 


HPV 


type 16 


4 


2 


B*5201 


NQPLCIWII 


240 , 00 


9 


2013 


HPV 


type 16 


4 


2 


B*5102 


GPNQPLCIWI 


a a n An 
440 , 0U 


10 


2014 


HPV 


type 16 


4 


2 


B*2705 


NQPLCIWIIK 


inn n n 


10 


2015 


HPV 


type 16 


4 


3 


A*0201 


MVNVYVVFV 


13 0,88 


9 


2016 


HPV 


type 16 


4 


3 


A*0201 


NMVNVYVVFV 


635 , 43 


10 


2017 


HPV 


type 16 


4 


4 


B*2705 


HQKELLYL 


inn n n 
A U U , U U 


8 


2018 


HPV 


type 16 


4 


4 


B*2705 


LQEYNLIK 


inn nn 
A UU , UU 


8 


2019 


HPV 


type 16 


4 


4 


B*2705 


KEYCMHHQK 


450 , 00 


9 


2020 


HPV 


type 16 


4 


4 


B*3901 


HHQKELLYL 


135 , 00 


9 


2021 


HPV 


type 16 


4 


4 


A*0201 


LLYLQEYNL 


116 , 21 


9 


2022 


HPV 


type 16 


4 


4 


B*2705 


LLYLQEYNL 


150 , 00 


9 


2023 


HPV 


type 16 


4 


4 


A3 


YLQEYNLIK 


180, 00 


9 


2024 


HPV 


type 16 


4 


4 


Cw*0401 


EYCMHHQKEL 


ii n n n 
A A U , UU 




2025 




type 16 


4 


4 


A24 


EYCMHHQKEL 


220, 00 


10 


2026 


HPV 


type 16 


4 


4 


B*3901 


MHHQKELLYL 


135, 00 


10 


2027 


HPV 


type 16 


4 


4 


A*0201 


YLQEYNLIKM 


215,50 


10 


2028 


HPV 


type 16 


4 


6 


B*2705 


QLYPKSQDL 


150, 00 


9 


2029 


HPV 


type 16 


4 


6 


Cw*0301 


QLYPKSQDL 


120, 00 


9 


2030 


HPV 


type 16 


4 


6 


B*5102 


YPKSQDLEL 


110, 00 


9 


2031 


HPV 


type 16 


4 


6 


B*2705 


KQLYPKSQDL 


600, 00 


10 


2032 


HPV 


type 16 


4 


6 


Cw*0401 


LYPKSQDLEL 


200, 00 


10 


2033 


HPV 


type 16 


4 


6 


A24 


LYPKSQDLEL 


330, 00 


10 


2034 


HPV 


type 16 


4 


6 


B*3501 


YPKSQDLELY 


180, 00 


10 


2035 


HPV 


type 16 


4 


9 


B*2705 


GEWKVQML 


150,00 


8 



WO 2004/011650 
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- 196 - 



2036 


HPV 


type 16 


4 


9 


A* 02 01 


LIHLGEWKV 


121 , 93 


Q 


2037 


HPV 


type 16 


4 


10 


B*5102 


KGVLQEQV 


159 / 72 


Q 
O 


2038 


HPV 


type 16 


4 


11 


B*2705 


VRLYPTLF 


1 nnn nn 
xuuu , uu 


g 


2039 


HPV 


type 16 


4 


11 


B*5102 


YPTLFQFL 


242 ,00 


Q 

o 


2040 


HPV 


type 16 


4 


11 


B*2705 


FQFLTHQK 


1 nn n nn 
1 UU u , uu 


8 


2041 


HPV 


type 16 


4 


11 


B*2705 


HQKIHPYF 


100 / 00 




2042 


HPV 


type 16 


4 


11 


B*5102 


HPYFHIVI 


nn nn 
AA uu, uu 


g 


2043 


HPV 


type 16 


4 


11 


B*5102 


FPMEYTQCV 


532 f 40 


9 


2044 


HPV 


type 16 


4 


11 


B*2705 


MEYTQCVRL 


150 / 00 


9 


2045 


HPV 


type 16 


4 


11 


B60 


MEYTQCVRL 


352 , 00 


9 


2046 


HPV 


type 16 


4 


11 


Cw*0301 


QCVRLYPTL 


180 , 00 


9 


2047 


HPV 


type 16 


4 


11 


B*2705 


RLYPTLFQF 


225 / 00 


9 


2048 


HPV 


type 16 


4 


11 


A24 


LYPTLFQFL 


518 , 40 


9 


2049 


HPV 


type 16 


4 


11 


Cw*0401 


LYPTLFQFL 


200 , 00 


9 


2050 


HPV 


type 16 


4 


11 


B*2705 


FQFLTHQKI 


300 , 00 


9 


2051 


HPV 


type 16 


4 


11 


B*5102 


FQFLTHQKI 


106 , 48 


9 


2052 


HPV 


type 16 


4 


11 


B*5201 


HPYFHIVI F 


125 , 00 


9 


2053 


HPV 


type 16 


4 


11 


B*2705 


TQCVRLYPTL 


200 , 00 


10 


2054 


HPV 


type 16 


4 


11 


B*2702 


VRLYPTLFQF 


200 , 00 


10 


2055 


HPV 


type 16 


4 


11 


B*2705 


VRLYPTLFQF 


1000 / 00 


10 


2056 


HPV 


type 16 


4 


11 


A*0201 


RLYPTLFQFL 


714 , 36 


10 


2057 


HPV 


type 16 


4 


11 


B*2705 


RLYPTLFQFL 


450 , 00 


10 


2058 


HPV 


type 16 


4 


11 


Cw*0301 


RLYPTLFQFL 


600 , 00 


10 


2059 


HPV 


type 16 


4 


11 


A3 


TLFQFLTHQK 


100 , 00 


10 


2060 


HPV 


type 16 


4 


11 


B*2705 


TLFQFLTHQK 


150 , 00 


10 


2061 


HPV 


type 16 


4 


11 


B*5102 


HPYFHIVI FV 


1000 , 00 


10 


2062 


HPV 


type 16 


4 


11 


B*5103 


HPYFHIVI FV 


120 , 00 


10 


2063 


HPV 


type 16 


4 


11 


B*5201 


HPYFHIVIFV 


150 / 00 


10 


2064 


HPV 


type 16 


4 


12 


B*5102 


LPVCMFYKV 


1200 , 00 


9 


2065 


HPV 


type 16 


4 


13 


A*0201 


LLLSTIVIPI 


150 , 93 


10 


2066 


HPV 


type 16 


4 


14 


B*5102 


NAVRIGAL 


165 , 00 


8 


2067 


HPV 


type 16 


4 


14 


B*2705 


VRIGALST 


200 , 00 


8 


2068 


HPV 


type 16 


4 


14 


B*5102 


GALSTESL 


165 , 00 


8 


2069 


HPV 


type 16 


4 


14 


B*5102 


FPVSGSDL 


660 , 00 


8 


2070 


HPV 


type 16 


4 


14 


B*2705 


GRWIWCV 


3000 / 00 


8 


2071 


HPV 


type 16 


4 


14 


B*5102 


VPKATALV 


110 , 00 


8 


2072 


HPV 


type 16 


4 


14 


B*5102 


KATALVWV 


100 , 00 


8 


2073 


HPV 


type 16 


4 


14 


B*5102 


LAKCCLII 


100 , 00 


8 


2074 


HPV 


type 16 


4 


14 


Cw*0401 


GFPVSGSDL 


200,00 


9 


2075 


HPV 


type 16 


4 


14 


B*5801 


VSGSDLGRW 


105 , 60 


9 


2076 


HPV 


type 16 


4 


14 


B*2705 


GRWIWCVS 


1000 , 00 


9 


2077 


HPV 


type 16 


4 


14 


A*0201 


WIWCVSSV 


101/ 18 


9 


2078 


HPV 


type 16 


4 


14 


A68. 1 


WCVSSVPK 


120 , 00 


9 


2079 


HPV 


type 16 


4 


14 


Cw*0301 


SSVPKATAL 


100 , 00 


9 


2080 


HPV 


type 16 


4 


14 


A68. 1 


WVAAGWLAK 


240 , 00 


9 


2081 


HPV 


type 16 


4 


14 


B*5102 


AGWLAKCCL 


110 , 00 


9 


2082 


HPV 


type 16 


4 


14 


B*2705 


VRIGALSTES 


200 , 00 


10 


2083 


HPV 


type 16 


4 


14 


A*0201 


NLWWQGFPV 


403 , 40 


10 


2084 


HPV 


type 16 


4 


14 


B*5102 


QGFPVSGSDL 


100 , 00 


10 


2085 


HPV 


type 16 


4 


14 


B*2705 


GRWIWCVS S 


1000 , 00 


10 


2086 


HPV 


type 16 


4 


14 


A68 . 1 


I WCVSSVPK 


240 , 00 


10 


2087 


HPV 


type 16 


4 


14 


B*5102 


VPKATALVWV 


100/ 00 


10 


2088 


HPV 


type 16 


4 


14 


B*5102 


AGWLAKCCLI 


440 , 00 


10 


2089 


HPV 


type 16 


4 


15 


B*5102 


TPTSTTIL 


121 , 00 


8 


2090 


HPV 


type 16 


4 


15 


B*5801 


TSTTILTTW 


158 , 40 


9 


2091 


HPV 


type 16 


4 


15 


A*0201 


ILTTWCFSL 


210, 63 


9 


2092 


HPV 


type 16 


4 


15 


B*5102 


TATTPTSTTI 


266,20 


10 


2093 


HPV 


type 16 


4 


15 


B*5103 


TATTPTSTTI 


121 , 00 


10 


■2094 - 


... . HPV- 


- - type 16 


„ 4 - . 


- -15 


.Cw*0401 


. CFSLMAPFYL 


„ 22.0 ,_0_0 _ 


.10 . 


2095 


HPV 


type 16 


4 


16 


Cw*0401 


HFSIAIPAVF 


LA U, UU 


10 


2096 


HPV 


type 16 


4 


18 


B*5103 


SACPAGPSI 


110 , 00 


9 


2097 


HPV 


type 16 


4 


18 


B*5102 


SACPAGPSI 


200 , 00 


9 


2098 


HPV 


type 16 


4 


19 


B*5102 


APVGPETL 


33 0, 00 


8 


2099 


HPV 


type 16 


4 


19 


A*0201 


CITWTFWV 


305 , 07 


9 


2100 


HPV 


type 16 


4 


2 


B*2705 


MQPNSVEATK 


200 , 00 


10 


2101 


HPV 


type 16 


4 


2 


B*5801 


NSVEATKWAW 


160 , 00 


10 


2102 


HPV 


type 16 


4 


2 


A68 . 1 


SVEATKWAWR 


200 , 00 


10 


2103 


HPV 


type 16 


4 


3 


B*5102 


LGYKPISI 


484 , 00 


8 


2104 


HPV 


type 16 


4 


3 


B*5201 


LGYKPISIF 


225 , 00 


9 


2105 


HPV 


type 16 


4 


8 


B*2705 


IRAYNLRY 


300, 00 


8 


2106 


HPV 


type 16 


4 


8 


B*2705 


RRQVDSGL 


c n n n nn 
OUUU , UU 


8 


2107 


HPV 


type 16 


4 


8 


B*2705 


TRQPKRHL 


o n n n nn 
ZUUU, uu 


^ 


2108 


HPV 


type 16 


4 


8 


B*2705 


RQPKRHLK 


600 , 00 


8 


2109 


HPV 


type 16 


4 


8 


B*2705 


KRHLKKNM 


i onn nn 
loUU , UU 


8 


2110 


HPV 


type 16 


4 


8 


A24 


IYVCACNIF 


*i o r\ n n 

180 , 00 


9 


2111 


HPV 


type 16 


4 


8 


Cw*0401 


IYVCACNIF 


-i 1 n n n 
J.J.U , UU 


9 


2112 


HPV 


type 16 


4 


8 


B14 


LRYWDRRQV 


100 , 00 


9 


2113 


HPV 


type 16 


4 


8 


B*2705 


LRYWDRRQV 


onn n n 
y UU , U U 


9 


2114 


HPV 


type 16 


4 


8 


B*2705 


DRRQVDSGL 


onn n n 
A\i\j , u u 


Q 


2115 


HPV 


type 16 




g 


B*2705 


RRQVDSGLT 


600 , 00 


9 


2116 


HPV 


type 16 


4 


8 


B*2705 


RQVDSGLTR 


300, 00 


9 


2117 


HPV 


type 16 


4 


8 


B*2705 


TRQPKRHLK 


2000, 00 


9 


2118 


HPV 


type 16 


4 


8 


B*2705 


RQPKRHLKK 


600/00 


9 


2119 


HPV 


type 16 


4 


8 


B*2705 


KRHLKKNMV 


1800, 00 


9 


2120 


HPV 


type 16 


4 


8 


A*0201 


MVNVYWFV 


130, 88 


9 


2121 


HPV 


type 16 


4 


8 


A68.1 


YVCACNIFIR 


200/00 


10 


2122 


HPV 


type 16 


4 


8 


B*2705 


LRYWDRRQVD 


100/00 


10 


2123 


HPV 


type 16 


4 


8 


B*2705 


RRQVDSGLTR 


3000, 00 


10 


2124 


HPV 


type 16 


4 


8 


B*2705 


TRQPKRHLKK 


2000,00 


10 


2125 


HPV 


type 16 


4 


8 


B*3501 


QPKRHLKKNM 


120/00 


10 



WO 2004/011650 
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2126 


HPV 


type 16 


4 


8 


2127 


HPV 


type 16 


4 


8 


2128 


HPV 


type 16 


4 


8 


2129 


HPV 


type 16 


4 


10 


2130 


HPV 


type 16 


4 


10 


2131 


HPV 


type 16 


4 


10 


2132 


HPV 


type 16 


4 


10 


2133 


HPV 


type 16 


4 


10 


2134 


HPV 


type 16 


4 


10 


2135 


HPV 


type 16 


4 


10 


2136 


HPV 


type 16 


4 


10 


2137 


HPV 


type 16 


4 


11 


2138 


HPV 


type 16 


4 


11 


2139 


HPV 


type 16 


4 


11 


2140 


HPV 


type 16 


4 


11 


2141 


HPV 


type 16 


4 


11 


2142 


HPV 


type 16 


4 


11 


2143 


HPV 


type 16 


4 


11 


2144 


HPV 


type 16 


4 


12 


2145 


HPV 


type 16 


4 


12 


2146 


HPV 


type 16 


4 


12 


2147 


HPV 


type 16 


4 


12 


2148 


HPV 


type 16 


4 


13 


2149 


HPV 


type 16 


4 


13 


2150 


HPV 


type 16 


4 


13 


2151 


HPV 


type 16 


4 


13 


2152 


HPV 


type 16 


4 


13 


2153 


HPV 


type 16 


4 


13 


2154 


HPV 


type 16 


4 


13 


2155 


HPV 


type 16 


4 


13 


2156 


HPV 


type 16 


4 


13 


2157 


HPV 


type 16 


4 


13 


2158 


HPV 


type 16 


4 


13 


2159 


HPV 


type 16 


4 


13 


2160 


HPV 


type 16 


4 


13 


2161 


HPV 


type 16 


4 


13 


2162 


HPV 


type 16 


4 


13 


2163 


HPV 


type 16 


4 


13 


2164 


HPV 


type 16 


4 


13 


2165 


HPV 


type 16 


4 


13 


2166 


HPV 


type 16 


4 


13 


2167 


HPV 


type 16 


4 


13 


2168 


HPV 


type 16 


4 


13 


2169 


HPV 


type 16 


4 


13 


2170 


HPV 


type 16 


4 


13 


2171 


HPV 


type 16 


4 


13 


2172 


HPV 


type 16 


4 


13 


2173 


HPV 


type 16 


4 


14 


2174 


HPV 


type 16 


4 


14 


2175 


HPV 


type 16 


4 


15 


2176 


HPV 


type 16 


4 


15 


2177 


HPV 


type 16 


4 


15 


2178 


HPV 


type 16 


4 


15 


2179 


HPV 


type 16 


4 


15 


2180 


HPV 


type 16 


4 


15 


2181 


HPV 


type 16 


4 


16 


2182 


HPV 


type 16 


4 


16 


2183 


HPV 


type 16 


4 


16 


. 2184.. 


.HPV 


type .16 . 


.A. ... 


... .. 16. 


2185 


HPV 


type 16 


4 


16 


2186 


HPV 


type 16 


4 


16 


2187 


HPV 


type 16 


4 


16 


2188 


HPV 


type 16 


4 


16 


2189 


HPV 


type 16 


4 


16 


2190 


HPV 


type 16 


4 


16 


2191 


HPV 


type 16 


4 


16 


2192 


HPV 


type 16 


4 


16 


2193 


HPV 


type 16 


4 


16 


2194 


HPV 


type 16 


4 


16 


2195 


HPV 


type 16 


4 


16 


2196 


HPV 


type 16 


4 


16 


2197 


HPV 


type 16 


4 


16 


2198 


HPV 


type 16 


4 


16 


2199 


HPV 


type 16 


4 


16 


2200 
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6- 


.. .11 


B*5103 


. NAGLCKATI 


L . 121, Q0_ 


.9 


6 


11 


B*5102 


NAGLCKATI 


242 , 00 


9 


6 


11 


A3 


GLCKATISK 


120, 00 


9 


6 


11 


B*5102 


GAILILLSL 


165, 00 


9 


6 


11 


B62 


ILLSLLEKY 


104 , 00 


9 


6 


11 


A*0201 


SLLEKYNVL 


199 , 30 


9 


6 


11 


A*0205 


SLLEKYNVL 


126 , 00 


9 


6 


11 


Cw*0301 


SLLEKYNVL 


150 , 00 


9 


6 


11 


A24 


KYNVLSTSI 


180 , 00 


9 


6 


11 


Cw*03 01 


TSIPSYAGL 


500 , 00 


9 


6 


11 


A*0201 


GLSYVISLV 


159/ 97 


9 


6 


11 


A68 .1 


TTLTCCWR 


100 , 00 


9 


6 


11 


A68 . 1 


CWRLYNPR 


400 , 00 


9 


6 


11 


A68 . 1 


WRLYNPRR 


200 , 00 


9 


6 


11 


B*2705 


GRDPGMGVL 


2000 , 00 


9 


6 


11 


B*3701 


RDPGMGVLL 


200 , 00 


9 


6 


11 


B*5102 


DPGMGVLLV 


220,00 


9 


6 


11 


A*0201 


GMGVLLVTV 


115 , 53 


9 


6 


11 


A*0201 


LLVTVLGFV 


194 , 44 


9 


6 


11 


B*5102 


LGFVLTINV 


220 , 00 


9 


6 


11 


B*2705 


VRLEVNAGLC 


200 , 00 


10 


6 


11 


B*5102 


,-1 7v tt TT T CT T 

GAXLr J. JjJj b Jjli 


165 00 


10 


6 


11 


A*0201 


LLSLLEKYNV 


118!24 


10 


6 


11 


Cw*0301 


LSLLEKYNVL 


100, 00 


10 


6 


11 


B*5102 


IPSYAGLSYV 


242, 00 


10 


6 


11 


B*5102 


YAGLSYVI SL 


110, 00 


10 


6 


11 


B*5102 


AGLSYVISLV 


145,20 


10 


6 


11 


A68.1 


CWRLYNPRR 


400, 00 


10 


6 


11 


B*2705 


RRATGRDPGM 


1800, 00 


10 


6 


11 


B*2705 


GRDPGMGVLL 


2000, 00 


10 


6 


11 


A*0201 


VLLVTVLGFV 


719, 44 


10 


6 


11 


A*0201 


VLGFVLTINV 


118,24 


10 
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2756 


HPV 


type 


16 


6 


12 


B*2705 


SRLCFFGA 


200 , 00 


8 


2757 


HPV 


type 


16 


6 


12 


B*2705 


GQVLPNNF 


100 , 00 


8 


2758 


HPV 


type 


16 


6 


12 


B*2705 


FRRGYFVA 


200 , 00 


8 


2759 


HPV 


type 


16 


6 


12 


B*2705 


RRGYFVAA 


600 , 00 


8 


2760 


HPV 


type 


16 


6 


12 


Cw*0401 


FFGAQGDGF 


100 , 00 


9 


2761 


HPV 


type 


16 


6 


12 


B*2705 


GRGGWGQV 


600 , 00 


9 


2762 


HPV 


type 


16 


6 


12 


B*2705 


GQVLPNNFR 


100 , 00 


9 


2763 


HPV 


type 


16 


6 


12 


A68 . 1 


QVLPNNFRR 


600 , 00 


9 


2764 


HPV 


type 


16 


6 


12 


B*2705 


F RRGYFVAA 


200 , 00 


9 


2765 


HPV 


type 


16 


6 


12 


B*2705 


RRGYFVAAK 


6000 , 00 


9 


2766 


HPV 


type 


16 


6 


12 


A68.1 


FVAAKHRCR 


400 , 00 


9 


2767 


HPV 


type 


16 


6 


12 


Cw*0401 


CFFGAQGDGF 


100 , 00 


10 


2768 


HPV 


type 


16 


6 


12 


B*2705 


AQGDGFGMGR 


100 , 00 


10 


2769 


HPV 


type 


16 


6 


12 


B*5102 


DGFGMGRGGV 


242 , 00 


10 


277 0 


HPV 


type 


16 


6 


12 


B*2705 


GRGGWGQVL 


2000, 00 


10 


2771 


HPV 


type 


16 


6 


12 


B*2705 


G QVLPNNFRR 


100, 00 


10 


2772 


HPV 


type 


16 


6 


12 


B*2705 


FRRGYFVAAK 


2000 , 00 


10 


2773 


HPV 


type 


16 


6 


12 


B*2705 


RRGYFVAAKH 


600, 00 


10 


2774 


HPV 


type 


16 


6 


13 


B*2705 


TRMNFPYF 


1000, 00 


8 


2775 


HPV 


type 


16 


6 


13 


B*5102 


FPYFIFTI 


4000, 00 


8 


2776 


HPV 


type 


16 


6 


13 


B*2705 


TRMNFPYF I 


600, 00 


9 


2777 


HPV 


type 


16 


6 


13 


B*5201 


FPYFIFTIF 


250 , 00 


9 


2778 


HPV 


type 


16 


6 


13 


A*0201 


FIFTIFFCI 


269, 06 


9 


2779 


HPV 


type 


16 


6 


13 


Cw*0401 


IFFCIIFKL 


440 , 00 


9 


2780 


HPV 


type 


16 


6 


13 


B*2702 


TRMNFPYF IF 


200, 00 


10 


2781 


HPV 


type 


16 


6 


13 


B*2705 


TRMNFPYF IF 


1000, 00 


10 


2782 


HPV 


type 


16 


6 


13 


Cw*0401 


NFPYFIFTIF 


100, 00 


10 


2783 


HPV 


type 


16 


6 


13 


Cw*0401 


IFTIFFCIIF 


100, 00 


10 


2784 


HPV 


type 


16 


6 


13 


A*0201 


TIFFCIIFKL 


144, 98 


10 


2785 


HPV 


type 


16 


6 


14 


Cw*0401 


HFHCISMFF 


150, 00 


9 


2786 


HPV 


type 


16 


6 


14 


B*5801 


ISMFFYTSCW 


120, 00 


10 


2787 


HPV 


type 


16 


6 


15 


B*2705 


FRFRQMET 


1000, 00 


8 


2788 


HPV 


type 


16 


6 


15 


B*2702 


FRFRQMETH 


100, 00 


9 


2789 


HPV 


type 


16 


6 


15 


B*2705 


FRFRQMETH 


1000, 00 


9 


2790 


HPV 


type 


16 


6 


18 


B*5102 


NPLQFLPV 


660, 00 


8 


2791 


HPV 


type 


16 


6 


18 


B*2705 


LQFLPVNY 


500, 00 


8 


2792 


HPV 


type 


16 


6 


18 


A*0205 


LVYNVYTLL 


142, 80 


9 


2793 


HPV 


type 


16 


6 


18 


Cw*0301 


LVYNVYTLL 


100, 00 


9 


2794 


HPV 


type 


16 


6 


18 


A24 


VYTLLHNPL 


288, 00 


9 


2795 


HPV 


type 


16 


6 


18 


Cw*0401 


VYTLLHNPL 


200, 00 


9 


2796 


HPV 


type 


16 


6 


18 


A*0201 


LLHNPLQFL 


459, 40 


9 


2797 


HPV 


type 


16 


6 


18 


B*2702 


LQFLPVNYF 


100, 00 


9 


2798 


HPV 


type 


16 


6 


18 


B*2705 


LQFLPVNYF 


500, 00 


9 


2799 


HPV 


type 


16 


6 


18 


Cw*0301 


QFLPVNYFL 


100, 00 


9 


2800 


HPV 


type 


16 


6 


18 


Cw*0401 


QFLPVNYFL 


240, 00 


9 


2801 


HPV 


type 


16 


6 


18 


Cw*0301 


LLVYNVYTLL 


100, 00 


10 


2802 


HPV 


type 


16 


6 


18 


A*0201 


TLLHNPLQFL 


999, 87 


10 


2803 


HPV 


type 


16 


6 


18 


B*2705 


LQFLPVNYFL 


1000, 00 


10 


2804 


HPV 


type 


16 


6 


18 


B*5201 


LQFLPVNYFL 


13 0, 68 


10 


2805 


HPV 


type 


16 


6 


19 


B*2705 


MQFHYRLL 


1000, 00 


8 


2806 


HPV 


type 


16 


6 


19 


B*2705 


YRLLCHYR 


1000, 00 


8 


2807 


HPV 


type 


16 


6 


19 


B*2705 


YRRPIVPS 


200, 00 


8 


2808 


HPV 


type 


16 


6 


19 


B*2705 


RRPIVPSV 


1800 , 00 


8 


2809 


HPV 


type 


16 


6 


19 


B*5102 


RPIVPSVI 


1200, 00 


8 


2810 


HPV 


type 


16 


6 


19 


A24 


IYMQFHYRL 


300, 00 


9 


2811 


HPV 


type 


16 


6 


19 


Cw*0401 


IYMQFHYRL 


200, 00 


9 


2812 


HPV 


type 


16 


6 


19 


B*2705 


MQFHYRLLC 


100, 00 


9 


2813 


HPV 


type 


16 


6 


19 


B*2705 


YRLLCHYRR 


1000, 00 


9 


._. 2814 


-HPV 


type .16. 


.6 .... 


19.. 


B*2705 . 


YRRPIVPSV ... . 


600,00 


9 


2815 


HPV 


type 


16 


6 


19 


B*2702 


RRPIVPSVI 


180, 00 


9 


2816 


HPV 


type 


16 


6 


19 


B*2705 


RRPIVPSVI 


1800, 00 


9 


2817 


HPV 


type 


16 


6 


19 


B*5201 


RPIVPSVI I 


132 , 00 


9 


2818 


HPV 


type 


16 


6 


19 


B*5102 


RPIVPSVI I 


1200, 00 


9 


2819 


HPV 


type 


16 


6 


19 


Cw*0301 


IYMQFHYRLL 


100, 00 


10 


2820 


HPV 


type 


16 


6 


19 


Cw*0401 


IYMQFHYRLL 


220, 00 


10 


2821 


HPV 


type 


16 


6 


19 


A24 


IYMQFHYRLL 


300 , 00 


10 


2822 


HPV 


type 


16 


6 


19 


B*2705 


MQFHYRLLCH 


100 , 00 


10 


2823 


HPV 


type 


16 


6 


19 


B*2705 


YRRPIVPSVI 


600, 00 


10 


2824 


HPV 


type 


16 


6 


19 


B*2702 


RRPIVPSVI I 


180, 00 


10 


2825 


HPV 


type 


16 


6 


19 


B*2705 


RRPIVPSVI I 


1800, 00 


10 


2826 


HPV 


type 


16 


6 


20 


Cw*0401 


VFVSILACL 


480, 00 


9 


2827 


HPV 


type 


16 


6 


20 


A*0205 


FVFVSILACL 


252 , 00 


10 


2828 


HPV 


type 


16 


6 


21 


B*5102 


FALSSYTL 


150 , 00 


8 


2829 


HPV 


type 


16 


6 


21 


Cw*0401 


LFYTNIMLL 


400 , 00 


9 


2830 


HPV 


type 


16 


6 


21 


A24 


FYTNIMLLL 


280, 00 


9 


2831 


HPV 


type 


16 


6 


21 


Cw*0401 


FYTNIMLLL 


240, 00 


9 


2832 


HPV 


type 


16 


6 


21 


Cw*0301 


MLLLYYAIL 


100, 00 


9 


2833 


HPV 


type 


16 


6 


21 


A24 


LYYAILEAL 


280 , 00 


9 


2834 


HPV 


type 


16 


6 


21 


Cw*0401 


LYYAILEAL 


400 , 00 


9 


6oJ3 


HPV 


type 


16 


6 


AX. 


B6 0 




640 00 


9 


2836 


HPV 


type 


16 


6 


21 


Cw*0401 


LFYTNIMLLL 


240 ! 00 


10 


2837 


HPV 


type 


16 


6 


21 


Cw*0301 


IMLLLYYAIL 


100, 00 


10 


2838 


HPV 


type 


16 


6 


21 


A*0201 


LLYYAILEAL 


130, 97 


10 


2839 


HPV 


type 


16 


6 


21 


B*2705 


LLYYAILEAL 


150, 00 


10 


2840 


HPV 


type 


16 


6 


23 


B*2705 


QRMCCLCF 


1000, 00 


8 


2841 


HPV 


type 


16 


6 


23 


A3 


MLFCFLCSK 


450, 00 


9 


2842 


HPV 


type 


16 


6 


23 


B*2705 


MLFCFLCSK 


150, 00 


9 


2843 


HPV 


type 


16 


6 


23 


Cw*0401 


CFLCSKQRM 


100, 00 


9 


2844 


HPV 


type 


16 


6 


23 


B*2705 


KQRMCCLCF 


300, 00 


9 


2845 


HPV 


type 


16 


6 


23 


B62 


KQRMCCLCF 


288, 00 


9 



WO 2004/011650 



PCT/EP2003/008112 



2846 


HPV 


type 16 


6 


23 


2847 


HPV 


type 16 


6 


23 


2848 


HPV 


type 16 


6 


23 


2849 


HPV 


type 16 


6 


23 


2850 


HPV 


type 16 


6 


23 


2851 


HPV 


type 16 


6 


23 


2852 


HPV 


type 16 


6 


23 


2853 


HPV 


type 16 


6 


24 


2854 


HPV 


type 16 


6 


24 


2855 


HPV 


type 16 


6 


25 


2856 


HPV 


type 16 


6 


25 


2857 


HPV 


type 16 


6 


25 


2858 


HPV 


type 16 


6 


25 


2859 


HPV 


type 16 


6 


25 


2860 


HPV 


type 16 


6 


25 


2861 


HPV 


type 16 


6 


25 


2862 


HPV 


type 16 


6 


25 


2863 


HPV 


type 16 


6 


25 


2864 


HPV 


type 16 


6 


25 


2865 


HPV 


type 16 


6 


25 


2866 


HPV 


type 16 


6 


25 


2867 


HPV 


type 16 


6 


25 


2868 


HPV 


type 16 


6 


25 


2869 


HPV 


type 16 


6 


25 


2870 


HPV 


type 16 


6 


25 


2871 


HPV 


type 16 


6 


25 


2872 


HPV 


type 16 


6 


25 


2873 


HPV 


type 16 


6 


25 


2874 


HPV 


type 16 


6 


25 


2875 


HPV 


type 16 


6 


1 


2876 


HPV 


type 16 


6 


1 


2877 


HPV 


type 16 


6 


1 


2878 


HPV 


type 16 


6 


1 


2879 


HPV 


type 16 


6 


1 


2880 


HPV 


type 16 


6 


1 


2881 


HPV 


type 16 


6 


1 


2882 


HPV 


type 16 


6 


1 


2883 


HPV 


type 16 


6 


1 


2884 


HPV 


type 16 


6 


1 


2885 


HPV 


type 16 


6 


1 


2886 


HPV 


type 16 


6 


2 


2887 


HPV 


type 16 


6 


2 


2888 


HPV 


type 16 


6 


2 


2889 


HPV 


type 16 


6 


2 


2890 


HPV 


type 16 


6 


2 


2891 


HPV 


type 16 


6 


2 


2892 


HPV 


type 16 


6 


2 


2893 


HPV 


type 16 


6 


2 


2894 


HPV 


type 16 


6 


2 


2895 


HPV 


type 16 


6 


2 


2896 


HPV 


type 16 


6 


2 


2897 


HPV 


type 16 


6 


2 


2898 


HPV 


type 16 


6 


2 


2899 


HPV 


type 16 


6 


2 


2900 


HPV 


type 16 


6 


3 


2901 


HPV 


type 16 


6 


3 


2902 


HPV 


type 16 


6 


3 


2903 


HPV 


type 16 


6 


3 


2904 


— HPV 


type 16 


.6-- 


- -3- 


2905 


HPV 


type 16 


6 


3 


2906 


HPV 


type 16 


6 


3 


2907 


HPV 


type 16 


6 


3 


2908 


HPV 


type 16 


6 


3 


2909 


HPV 


type 16 


6 


4 


2910 


HPV 


type 16 


6 


4 


2911 


HPV 


type 16 


6 


5 


2912 


HPV 


type 16 


6 


5 


2913 


HPV 


type 16 


6 


5 


2914 


HPV 


type 16 


6 


5 


2915 


HPV 


type 16 


6 


6 


2916 


HPV 


type 16 


6 


6 


2917 


HPV 


type 16 


6 


6 


2918 


HPV 


type 16 


6 


6 


2919 


HPV 


type 16 


6 


6 


2920 


HPV 


type 16 


6 


6 


2921 


HPV 


type 16 


6 


6 


2922 


HPV 


type 16 


6 


6 


2923 


HPV 


type 16 


6 


6 


2924 


HPV 


type 16 


6 


6 


2925 


HPV 


type 16 


6 


6 


2926 


HPV 


type 16 


6 


6 


2927 


HPV 


type 16 


6 


6 


2928 


HPV 


type 16 


6 


6 


2929 


HPV 


type 16 


6 


6 


2930 


HPV 


type 16 


6 


6 


2931 


HPV 


type 16 


6 


6 


2932 


HPV 


type 16 


6 


7 


2933 


HPV 


type 16 


6 


7 


2934 


HPV 


type 16 


6 


7 


2935 


HPV 


type 16 


6 


7 
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B*2705 


QRMCCLCFC 


200, 00 


9 


B*2705 


RMCCLCFCL 


150/ 00 


9 


Cw*0401 


LYCISMLFCF 


220/00 


10 


A24 


LYCISMLFCF 


100 , 00 


10 


Cw*0301 


YCISMLFCFL 


100/ 00 


10 


A3 


SMLFCFLCSK 


135/ 00 


10 


B*2705 


QRMCCLCFCL 


2000, 00 


10 


B*2705 


LRTDGAHN 


200, 00 


8 


B*2705 


LRTDGAHNS 


200,00 


9 


B*2705 


HRPVHRFL 


2000 , 00 


8 


B*5102 


RPVHRPLI 


1320, 00 


8 


B*2705 


HRPLILWN 


200, 00 


8 


B*5102 


RPLILWNL 


300, 00 


8 


B*2705 


ILWNLCFL 


150, 00 


8 


B*2705 


SRCLCFSS 


200, 00 


8 


B14 


HRPVHRPLI 


120, 00 


9 


B*2705 


HRPVHRPLI 


600, 00 


9 


B*5102 


RPVHRPLILi 


330, 00 


9 


B14 


HRPLILWNL 


120,00 


9 


B*2705 


HRPLILWNL 


2000, 00 


9 


A*0201 


LILWNLCFL 


233, 72 


9 


Cw*0401 


CFLSRCLCF 


110, 00 


9 


Cw*0401 


CFSSGHSGF 


100, 00 


9 


B*2705 


QQDIHRPVHR 


100, 00 


10 


B14 


HRPVHRPLIL 


400, 00 


10 


B*2705 


HRPVHRPLIL 


2000, 00 


10 


B*2705 


HRPLILWNLC 


200, 00 


10 


A3 


ILWNLCFL SR 


120, 00 


10 


B*2705 


SRCLCFSSGH 


200, 00 


10 


B*2705 


NRDLARMA 


200, 00 


8 


B*2705 


ARMASRKR 


300, 00 


8 


B*2705 


SRKRTSLN 


200, 00 


8 


B*2705 


KRTSLNHS 


600, 00 


8 


B*2705 


GQENRDLAR 


100, 00 


9 


B*2705 


NRDLARMAS 


200, 00 


9 


B*2705 


SRKRTSLNH 


200, 00 


9 


B*2705 


KRTSLNHSC 


600, 00 


9 


B*2705 


NRDLARMASR 


1000, 00 


10 


B*2705 


RMASRKRTSL 


150, 00 


10 


B*2705 


SRKRTSLNHS 


200, 00 


10 


B*5102 


MGLALQNI 


264, 00 


8 


B*2705 


LQNIVYIK 


200, 00 


8 


B*2705 


KQDVANIV 


180, 00 


8 


B*5201 


MGLALQNIV 


360, 00 


9 


B*5102 


MGLALQNIV 


132, 00 


9 


B*5103 


LALQNIVYI 


175, 69 


9 


B*5102 


LALQNIVYI 


878, 46 


9 


A3 


ALQNIVYIK 


270, 00 


9 


B*2705 


KQKQDVANI 


180, 00 


9 


B*2705 


KQDVANIVY 


300, 00 


9 


A*02Q1 


GLALQNIVYI 


131, 97 


10 


B*2705 


KQKQDVANIV 


180, 00 


10 


B*5201 


KQKQDVANIV 


200, 00 


10 


B*2705 


KQDVANIVYI 


180, 00 


10 


B*2705 


TQAFKNTY 


100, 00 


8 


B*2705 


TRVYYTIH 


200, 00 


8 


A68.1 


DTIVTQAFK 


180, 00 


9 


B*2705 


TRVYYTIHT 


200, 00 


9 


._B*3801 


. LHDIIVTQ AF _ _ 


11.7 , 00 


10 


B*2705 


TQAFKNTYTR 


100, 00 


10 


B*5102 


QAFKNTYTRV 


1210, 00 


10 


B*5103 


QAFKNTYTRV 


120, 00 


10 


B*2705 


TRVYYTIHTN 


200, 00 


10 


Cw*0401 


MYKYPVELHF 


110, 00 


10 


A24 


MYKYPVELHF 


140, 00 


10 


B*3901 


QHWYMGIL 


180, 00 


8 


B*5102 


MGILCPSV 


132 , 00 


8 


B*2705 


LQHWYMGIL 


200, 00 


9 


A*0201 


YMGILCPSV 


231, 07 


9 


B*3901 


DHDLPQHL 


270 , 00 


8 


B*2705 


HRPKPAAV 


600 , 00 


8 


B*3501 


RPKPAAVY 


240 , 00 


8 


B*2705 


MRCQENQT 


200 , 00 


8 


B*2702 


HRPKPAAVY 


200 , 00 


9 


B*2705 


HRPKPAAVY 


1000 , 00 


9 


Cw*0401 


RPKPAAVYL 


105 , 60 


9 


B*3501 


RPKPAAVYL 


120 , 00 


9 


Cw*0702 


KPAAVYLDY 


115 , 20 


9 


A68 . 1 


AVYLDYKMR 


200 , 00 


9 


B*2702 


MRCQENQTY 


o r\ f\ Art 

200 , 00 


9 


B*2705 


MRCQENQTY 


1000, 00 


9 


A24 


TYWGQVNVF 


120, 00 


9 


Cw*0401 


TYWGQVNVF 


200, 00 


9 


B*2705 


HRPKPAAVYL 


2000, 00 


10 


B*2702 


MRCQENQTYW 


100, 00 


10 


B*2705 


MRCQENQTYW 


200, 00 


10 


B*2705 


VQHIHPCL 


200, 00 


8 


Cw*0401 


MFLHDNICL 


200, 00 


9 


A*0201 


FLHDNICLC 


215,50 


9 


A*0201 


FLHDNICLCV 


1311,75 


10 



WO 2004/011650 



PCT/EP2003/008112 



2936 


HPV 


type 


16 


6 


8 


2937 


HPV 


type 


16 


6 


8 


2938 


HPV 


type 


16 


6 


8 


2939 


HPV 


type 


16 


6 


8 


2940 


HPV 


type 


16 


6 


8 


2941 


HPV 


type 


16 


6 


9 


2942 


HPV 


type 


16 


6 


9 


2943 


HPV 


type 


16 


6 


9 


2944 


HPV 


type 


16 


6 


9 


2945 


HPV 


type 


16 


6 


9 


2946 


HPV 


type 


16 


6 


9 


2947 


HPV 


type 


16 


6 


9 


2948 


HPV 


type 


16 


6 


9 


2949 


HPV 


type 


16 


6 


9 


2950 


HPV 


type 


16 


6 


9 


2951 


HPV 


type 


16 


6 


9 


2952 


HPV 


type 


16 


6 


9 


2953 


HPV 


type 


16 


6 


9 


2954 


HPV 


type 


16 


6 


9 


2955 


HPV 


type 


16 


6 


9 


2956 


HPV 


type 


16 


6 


9 


2957 


HPV 


type 


16 


6 


9 


2958 


HPV 


type 


16 


6 


9 


2959 


HPV 


type 


16 


6 


9 


2960 


HPV 


type 


16 


6 


9 


2961 


HPV 


type 


16 


6 


9 


2962 


HPV 


type 


16 


6 


9 


2963 


HPV 


type 


16 


6 


9 


2964 


HPV 


type 


16 


6 


9 


2965 


HPV 


type 


16 


6 


9 


2966 


HPV 


type 


16 


6 


9 


2967 


HPV 


type 


16 


6 


9 


2968 


HPV 


type 


16 


6 


9 


2969 


HPV 


type 


16 


6 


9 


2970 


HPV 


type 


16 


6 


9 


2971 


HPV 


type 


16 


6 


9 


2972 


HPV 


type 


16 


6 


9 


2973 


HPV 


type 


16 


6 


9 


2974 


HPV 


type 


16 


6 


9 


2975 


HPV 


type 


16 


6 


9 


2976 


HPV 


type 


16 


6 


9 


2977 


HPV 


type 


16 


6 


9 


2978 


HPV 


type 


16 


6 


9 


2979 


HPV 


type 


16 


6 


9 


2980 


HPV 


type 


16 


6 


9 


2981 


HPV 


type 


16 


6 


10 


2982 


HPV 


type 


16 


6 


10 


2983 


HPV 


type 


16 


6 


10 


2984 


HPV 


type 


16 


6 


10 


2985 


HPV 


type 


16 


6 


10 


2986 


HPV 


type 


16 


6 


10 


2987 


HPV 


type 


16 


6 


10 


2988 


HPV 


type 


16 


6 


10 


2989 


HPV 


type 


16 


6 


10 


2990 


HPV 


type 


16 


6 


10 


2991 


HPV 


type 


16 


6 


10 


2992 


HPV 


type 


16 


6 


10 


2993 


HPV 


type 


16 


6 


10 


-2394 


. . . HPV- . . 


. ...type X6 


... 6 


10 


2995 


HPV 


type 


16 


6 


10 


2996 


HPV 


type 


16 


6 


10 


2997 


HPV 


type 


16 


6 


10 


2998 


HPV 


type 


16 


6 


10 


2999 


HPV 


type 


16 


6 


10 


3000 


HPV 


type 


16 


6 


10 


3001 


HPV 


type 


16 


6 


10 


3002 


HPV 


type 


16 


6 


10 


3003 


HPV 


type 


16 


6 


10 


3004 


HPV 


type 


16 


6 


10 


3005 


HPV 


type 


16 


6 


10 


3006 


HPV 


type 


16 


6 


10 


3007 


HPV 


type 


16 


6 


10 


3008 


HPV 


type 


16 


6 


11 


3009 


HPV 


type 


16 


6 


11 


3010 


HPV 


type 


16 


6 


11 


3011 


HPV 


type 


16 


6 


11 


3012 


HPV 


type 


16 


6 


11 


3013 


HPV 


type 


16 


6 


11 


3014 


HPV 


type 


16 


6 


11 


3015 


HPV 


type 


16 


c 
0 


11 


3016 


HPV 


type 


16 


6 


11 


3017 


HPV 


type 


16 


6 


11 


3018 


HPV 


type 


16 


6 


11 


3019 


HPV 


type 


16 


6 


11 


3020 


HPV 


type 


16 


6 


11 


3021 


HPV 


type 


16 


6 


11 


3022 


HPV 


type 


16 


6 


11 


3023 


HPV 


type 


16 


6 


11 


3024 


HPV 


type 


16 


6 


11 


3025 


HPV 


type 


16 


6 


11 



- 206 - 



B*5102 


YAPPKGIV 


onn a a 


8 


B*5102 


APPKGIW 


266 , 20 


8 


B*5103 


YAPPKGIW 


i a a a a 
J.UU , UU 


9 


B*5102 


YAPPKG1W 


o r\ r\ a a 
zUL), UU 


9 


B*5102 


KGIWFAGI 


2 64, 00 


9 


B*5102 


AGLCKATI 


240, 00 


8 


B*5102 


YAGLSYVI 


A A a a a 
440 , UU 


8 


B*2705 


VRLYNPRR 


300 , 00 


8 


B*2705 


GRDPGMGV 


600 , 00 


8 


B*5102 


DPGMGVLL 


110 / 00 


8 


B*5102 


MGVLLVTV 


132 ,00 


8 


B14 


VRLEVNAGL 


100 , 00 


9 


B*2705 


VRLEVNAGL 


2000 , 00 


9 


B*5103 


NAGLCKATI 


121 t 00 


9 


B*5102 


NAGLCKATI 


242 , 00 


9 


A3 


GLCKATISK 


120 , 00 


9 


B*5102 


GAILILLSL 


165 , 00 


9 


B62 


ILjLSLLEKY 


104 , 00 


9 


A*0201 


SLLEKYNVL 


199 / 30 


9 


A*0205 


SLLEKYNVL 


126 , 00 


9 


Cw*0301 


SLLEKYNVL 


150, 00 


9 


A24 


KYNVLSTSI 


180, 00 


9 


Cw*0301 


TSIPSYAGL 


500, 00 


9 


A*0201 


GLSYVISLV 


159 , 97 


9 


A6 8. 1 


TTLTCCWR 


100, 00 


9 


A68 . 1 


CWRLYNPR 


400, 00 


9 


A68 . 1 


WRLYNPRR 


200 , 00 


9 


B*2705 


GRDPGMGVL 


2000, 00 


9 


B*3701 


RDPGMGVLL 


200, 00 


9 


B*5102 


DPGMGVLLV 


220, 00 


9 


A*0201 


GMGVLLVTV 


115, 53 


9 


A*0201 


LLVTVLGFV 


194, 44 


9 


B*5102 


LGFVLTINV 


220, 00 


9 


B*2705 


VRLEVNAGLC 


200, 00 


10 


B*5102 


GAILILLSLL 


165, 00 


10 


A*0201 


LLSLLEKYNV 


118, 24 


10 


Cw*0301 


LSLLEKYNVL 


100 , 00 


10 


B*5102 


IPSYAGLSYV 


242 , 00 


10 


B*5102 


YAGLSYVI SL 


110, 00 


10 


B*5102 


AGLSYVISLV 


145, 20 


10 


A68.1 


CWRLYNPRR 


400, 00 


10 


B*2705 


RRATGRDPGM 


1800, 00 


10 


B*2705 


GRD PGMGVLL 


2000 , 00 


10 


A*0201 


VLLVTVLGFV 


719 , 44 


10 


A*0201 


VLGFVLTINV 


118 , 24 


10 


B*5102 


APASIKLV 


200, 00 


8 


B*5102 


GGLTGASV 


145 , 20 


8 


B*5102 


GASVSVAV 


100 , 00 


8 


B*5102 


GGLVPNGI 


264 , 00 


8 


B*5102 


VFNGIYPV 


220 , 00 


8 


B*5102 


RPPVPDPV 


200 , 00 


8 


B*5102 


NPPKNTPI 


532 , 40 


8 


B*5102 


VPACLHVL 


100 , 00 


8 


A68. 1 


DVGAPASIK 


720 , 00 


9 


B*5103 


GAPASIKLV 


110 , 00 


9 


B*5102 


GAPASIKLV 


121 , 00 


9 


B*2705 


VRPPVPDPV 


600 , 00 


9 


B*5102 


PPVPDPVPI 


120 , 00 


9 


B*5102 


NPPKWTPIL 


133 , 10 


9 


B*5102 


TPILPYCNI 


1320 , 00 


9 


B*5102 


SAIVLPSTL 


165 , 00 


9 


B*5102 


LGIMSGGHV 


120 , 00 


9 


B*5102 


GGLTGASVSV 


132 , 00 


10 


A*0201 


GLVPNGIYPV 


159 , 97 


10 


A68 . 1 


LVPNG I Y PVR 


zUU , UU 


10 


B*5102 


NGIYPVRPPV 


132 , 00 


10 


B*5102 


RPPVPDPVPI 


4UU , UU 


10 


B*5102 


I PNPPKNTPI 


A A f\ A A 

44U , UU 


10 


B*5102 


LPYCNICSAI 


OftAA A A 

ZUUU , UU 


10 


B*5103 


LPYCNICSAI 


1 O A A A 

1ZU , UU 


10 


B*3901 


GHVPACLHVL 


A ""7 A A A 

27 0, 00 


10 


Cw*0301 


GHVP AC LHVL 


1 f\ A A A 

100 , 00 


10 


B*2705 


MQYQDLSY 


500 , 00 


8 


B*2705 


SRHCNSFW 


1 A A A A 

zUU , UU 


8 


B*2705 


LRQKLVTL 


O A A A A A 
^JUUU , UU 


8 


B*2705 


RRHCSIQC 


600 ,00 


8 


B*2705 


IQCTMLFK 


AAA A A 
ZUU , UU 


8 


A*0201 


MLWMQYQDL 


452 , 14 


9 


B*2705 


MLWMQYQDL 


150 , 00 


9 






500 00 


g 


B*5801 


KSSRHCNSF 


132, 00 


9 


B*2702 


SRHCNSFWY 


200, 00 


9 


B*2705 


SRHCNSFWY 


1000, 00 


9 


A24 


WYFNLRQKL 


316, 80 


9 


Cw*0401 


WYFNLRQKL 


220, 00 


9 


B8 


NLRQKLVTL 


160, 00 


9 


B*2705 


RQKLVTLPF 


300, 00 


9 


B62 


RQKLVTLPF 


576,00 


9 


A*0201 


KLVTLPFTI 


211,79 


9 


B*5102 


LPFTIICKC 


121, 00 


9 



WO 2004/011650 



PCT/EP2003/008112 



- 207 - 



3026 


HPV 


type 


16 


6 


11 


Cw*0401 


MFYIMSCPM 


110, 00 


9 


3027 


HPV 


type 


16 


6 


11 


B*5102 


MPCRRHCSI 


440, 00 


9 


3028 


HPV 


type 


16 


6 


11 


B*2705 


CRRHCSIQC 


200, 00 


9 


3029 


HPV 


type 


16 


6 


11 


B*2705 


RRHCSIQCT 


600, 00 


9 


3030 


HPV 


type 


16 


6 


11 


B*2705 


MQYQDLSYRH 


100, 00 


10 


3031 


HPV 


type 


16 


6 


11 


B*2705 


YRHKSSRHCN 


200, 00 


10 


3032 


HPV 


type 


16 


6 


11 


B*5801 


KSSRHCNSPW 


240, 00 


10 


3033 


HPV 


type 


16 


6 


11 


B*2702 


SRHCNSFWYF 


200, 00 


10 


3034 


HPV 


type 


16 


6 


11 


B*2705 


SRHCNSFWYF 


1000, 00 


10 


3035 


HPV 


type 


16 


6 


11 


B*2702 


LRQKLVTLPF 


200, 00 


10 


3036 


HPV 


type 


16 


6 


11 


B*2705 


LRQKLVTLPF 


1000, 00 


10 


3037 


HPV 


type 


16 


6 


11 


B*2705 


CRRHCSIQCT 


200, 00 


10 


3038 


HPV 


type 


16 


6 


11 


B*2705 


RRHCSIQCTM 


1800, 00 


10 


3039 


HPV 


type 


16 


6 


12 


B*5102 


YGCSVTITV 


106, 48 


9 


3040 


HPV 


type 


16 


6 


13 


B*2705 


GQVLPNNF 


100, 00 


8 


3041 


HPV 


type 


16 


6 


13 


B*2705 


FRRGYFVA 


200, 00 


8 


3042 


HPV 


type 


16 


6 


13 


B*2705 


RRGYFVAA 


600, 00 


8 


3043 


HPV 


type 


16 


6 


13 


B*2705 


GRGGWGQV 


600, 00 


9 


3044 


HPV 


type 


16 


6 


13 


B*2705 


GQVLPNNFR 


100, 00 


9 


3045 


HPV 


type 


16 


6 


13 


A68.1 


QVLPNNFRR 


600, 00 


9 


3046 


HPV 


type 


16 


6 


13 


B*2705 


FRRGYFVAA 


200, 00 


9 


3047 


HPV 


type 


16 


6 


13 


B*2705 


RRGYFVAAK 


6000, 00 


9 


3048 


HPV 


type 


16 


6 


13 


A68.1 


FVAAKHRCR 


400, 00 


9 


3049 


HPV 


type 


16 


6 


13 


B*2705 


GRGGWGQVL 


2000, 00 


10 


3050 


HPV 


type 


16 


6 


13 


B*2705 


GQVLPNNF RR 


100, 00 


10 


3051 


HPV 


type 


16 


6 


13 


B*2705 


FRRGYFVAAK 


2000, 00 


10 


3052 


HPV 


type 


16 


6 


13 


B*2705 


RRGYFVAAKH 


600, 00 


10 


3053 


HPV 


type 


16 


6 


14 


B*5102 


FPYFIFTI 


4000, 00 


8 


3054 


HPV 


type 


16 


6 


14 


B*5201 


FPYFIFTIF 


250, 00 


9 


3055 


HPV 


type 


16 


6 


14 


A*0201 


FIFTIFFCI 


269 , 06 


9 


3056 


HPV 


type 


16 


6 


14 


Cw*0401 


IFFCIIFKIj 


440, 00 


9 


3057 


HPV 


type 


16 


6 


14 


Cw*0401 


NFPYFIFTIF 


100, 00 


10 


3058 


HPV 


type 


16 


6 


14 


Cw*0401 


IFTIFFCIIF 


100, 00 


10 


3059 


HPV 


type 


16 


6 


14 


A*0201 


TIFFCIIFKL 


144, 98 


10 


3060 


HPV 


type 


16 


6 


15 


B*5102 


IAYVSIKL 


302, 50 


8 


3061 


HPV 


type 


16 


6 


15 


B*5102 


CPVCIMHCI 


1200, 00 


9 


3062 


HPV 


type 


16 


6 


15 


A*0201 


CIMHCIAYV 


447, 61 


9 


3063 


HPV 


type 


16 


6 


15 


A24 


AYVSIKLHF 


210, 00 


9 


3064 


HPV 


type 


16 


6 


15 


Cw*0401 


AYVSIKLHF 


110, 00 


9 


3065 


HPV 


type 


16 


6 


15 


Cw*0401 


HFHCISMFF 


150, 00 


9 


3066 


HPV 


type 


16 


6 


15 


B*5801 


ISMFFYTSCW 


120, 00 


10 


3067 


HPV 


type 


16 


6 


16 


Cw*0401 


MFKSHFSGL 


220, 00 


9 


3068 


HPV 


type 


16 


6 


17 


B*5102 


EGILWPMV 


145, 20 


9 


3069 


HPV 


type 


16 


6 


17 


A*0201 


ILWPMVYA 


106, 84 


9 


3070 


HPV 


type 


16 


6 


17 


Cw*0301 


LWPMVYAL 


100, 00 


9 


3071 


HPV 


type 


16 


6 


18 


B*3901 


MHFLNCHL 


180, 00 


8 


3072 


HPV 


type 


16 


6 


18 


B*3901 


CHLCSSNRAL 


180, 00 


10 


3073 


HPV 


type 


16 


6 


20 


B*2705 


MQFHYRLL 


1000, 00 


8 


3074 


HPV 


type 


16 


6 


20 


B*2705 


YRLLCHYR 


1000, 00 


8 


3075 


HPV 


type 


16 


6 


20 


B*2705 


YRRPIVPS 


200, 00 


8 


3076 


HPV 


type 


16 


6 


20 


B*2705 


RRPIVPSV 


1800, 00 


8 


3077 


HPV 


type 


16 


6 


20 


B*5102 


RPIVPSVI 


1200, 00 


8 


3078 


HPV 


type 


16 


6 


20 


B*2705 


MQFHYRLLC 


100, 00 


9 


3079 


HPV 


type 


16 


6 


20 


B*2705 


YRLLCHYRR 


1000, 00 


9 


3080 


HPV 


type 


16 


6 


20 


B*2705 


YRRPIVPS V 


600, 00 


9 


3081 


HPV 


type 


16 


6 


20 


B*2702 


RRPIVPSVI 


180, 00 


9 


3082 


HPV 


type 


16 


6 


20 


B*2705 


RRPIVPSVI 


1800, 00 


9 


3083 


HPV 


type 


16 


6 


20 


B*5201 


RPIVPSVI I 


132, 00 


9 


-3084- 


• -HPV— 


type -16- 


„6~- .- 


2 0- 


- B*5102 - 


RPIVPSVII 


. . 1200, 00 


3 


3085 


HPV 


type 


16 


6 


20 


B*2705 


MQFHYRLLCH 


100, 00 


10 


3086 


HPV 


type 


16 


6 


20 


B*2705 


YRRPIVPSVI 


600, 00 


10 


3087 


HPV 


type 


16 


6 


20 


B*2702 


RRPIVPSVI I 


180, 00 


10 


3088 


HPV 


type 


16 


6 


20 


B*2705 


RRPIVPSVI I 


1800, 00 


10 


3089 


HPV 


type 


16 


6 


21 


B*5102 


EALSSYTL 


150, 00 


8 


3090 


HPV 


type 


16 


6 


21 


Cw*0301 


MLLLYYAIL 


100, 00 


9 


3091 


HPV 


type 


16 


6 


21 


A24 


LtY YAI LEAL 


280, 00 


9 


3092 


HPV 


type 


16 


6 


21 


Cw*0401 


LYYAILEAL 


400, 00 


9 


3093 


HPV 


type 


16 


6 


21 


B60 


LEALSSYTL 


640, 00 


9 


3094 


HPV 


type 


16 


6 


21 


A*0201 


LL Y YAI LEAL 


130,97 


10 


3095 


HPV 


type 


16 


6 


21 


B*2705 


LLYYAILEAL 


150, 00 


10 


3096 


HPV 


type 


16 


6 


22 


Cw*0301 


VTVFLYCQL 


100, 00 


9 


3097 


HPV 


type 


16 


6 


22 


A*0201 


FLYCQLYWV 


12951,14 9 


3098 


HPV 


type 


16 


6 


22 


Cw*0301 


WIVFLYCQL 


100, 00 


10 


3099 


HPV 


type 


16 


6 


23 


B*2705 


QQYTNRNT 


100, 00 


8 


3100 


HPV 


type 


16 


6 


23 


B*2705 


NRNTLIYY 


1000, 00 


8 


3101 


HPV 


type 


16 


6 


23 


B*2705 


QQYTNRNTL 


1000, 00 


9 


3102 


HPV 


type 


16 


6 


23 


B*2702 


NRNTLIYYF 


200, 00 


9 


3103 


HPV 


type 


16 


6 


23 


B*2705 


NRNTLIYYF 


1000, 00 


9 


3104 


HPV 


type 


16 


6 


23 


B*2705 


MQQYTNRNTL 


200, 00 


10 


3105 


HPV 


type 


16 


6 


23 




n A VTiWDMfTiT . T 

yy i ii\iru>j _l 


300,00 


10 


3106 


HPV 


type 


16 


6 


25 


B*2705 


FQSHGALL 


200, 00 


8 


3107 


HPV 


type 


16 


6 


25 


B*2705 


TRCLRFQI 


600,00 


8 


3108 


HPV 


type 


16 


6 


25 


B*2705 


LRFQIISF 


5000,00 


8 


3109 


HPV 


type 


16 


6 


25 


B*2705 


LQLYFVFL 


200, 00 


8 


3110 


HPV 


type 


16 


6 


25 


Cw*0401 


VFQSHGALL 


264, 00 


9 


3111 


HPV 


type 


16 


6 


25 


B*2705 


LQYCHTRCL 


300,00 


9 


3112 


HPV 


type 


16 


6 


25 


B*2705 


TRCLRFQI I 


600, 00 


9 


3113 


HPV 


type 


16 


6 


25 


B62 


CLRFQIISF 


144, 00 


9 


3114 


HPV 


type 


16 


6 


25 


B14 


LRFQIISFL 


300,00 


9 


3115 


HPV 


type 


16 


6 


25 


B*2702 


LRFQIISFL 


300,00 


9 



WO 2004/011650 
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3116 


HPV 


type 


16 


6 


25 


B*2705 


LRFQIISFL 


10000, 00 


9 


3117 


HPV 


type 


16 


6 


25 


B*2705 


FQIISFLQL 


200, 00 


9 


3118 


HPV 


type 


16 


6 


25 


Cw*0301 


FQIISFLQL 


100, 00 


9 


3119 


HPV 


type 


16 


6 


25 


Cw*0401 


SFLQLYFVF 


100, 00 


9 


3120 


HPV 


type 


16 


6 


25 


A*0201 


FLQLYFVFL 


1026, 89 


9 


3121 


HPV 


type 


16 


6 


25 


B*2705 


LQLYFVFLY 


100, 00 


9 


3122 


HPV 


type 


16 


6 


25 


B62 


LQLYFVFLY 


160, 00 


9 


3123 


HPV 


type 


16 


6 


25 


A*0201 


QIiYFVFLYI 


348, 87 


9 


3124 


HPV 


type 


16 


6 


25 


B*5102 


LPVTSAEFPL 


330, 00 


10 


3125 


HPV 


type 


16 


6 


25 


B*5102 


FPLQYCHTRC 


132, 00 


10 


3126 


HPV 


type 


16 


6 


25 


B*2705 


LQYCHTRCLR 


500, 00 


10 


3127 


HPV 


type 


16 


6 


25 


Cw*0401 


QYCHTRCLRF 


110, 00 


10 


3128 


HPV 


type 


16 


6 


25 


A24 


QYCHTRCLRF 


100, 00 


10 


3129 


HPV 


type 


16 


6 


25 


B*2705 


TRCLRFQIIS 


200, 00 


10 


3130 


HPV 


type 


16 


6 


25 


B*2705 


LRFQIISFLQ 


100, 00 


10 


3131 


HPV 


type 


16 


6 


25 


Cw*0401 


RFQIISFLQL 


200, 00 


10 


3132 


HPV 


type 


16 


6 


25 


B*2705 


FQIISFLQLY 


100, 00 


10 


3133 


HPV 


type 


16 


6 


25 


B62 


FQIISFLQLY 


160, 00 


10 


3134 


HPV 


type 


16 


6 


25 


A*0201 


IISFLQLYFV 


205, 66 


10 


3135 


HPV 


type 


16 


6 


25 


Cw*0301 


SFLQLYFVFL 


100, 00 


10 


3136 


HPV 


type 


16 


6 


25 


Cw*0401 


SFLQLYFVFL 


200, 00 


10 


3137 


HPV 


type 


16 


6 


25 


A3 


FLQLYFVFLY 


108, 00 


10 


3138 


HPV 


type 


16 


6 


26 


B*2705 


QRMCCLCF 


1000, 00 


8 


3139 


HPV 


type 


16 


6 


26 


A3 


MLFCFLCSK 


450, 00 


9 


3140 


HPV 


type 


16 


6 


26 


B*2705 


MLFCFLCSK 


150, 00 


9 


3141 


HPV 


type 


16 


6 


26 


Cw*0401 


CFLCSKQRM 


100, 00 


9 


3142 


HPV 


type 


16 


6 


26 


B*2705 


KQRMCCLCF 


300, 00 


9 


3143 


HPV 


type 


16 


6 


26 


B62 


KQRMCCLCF 


288, 00 


9 


3144 


HPV 


type 


16 


6 


26 


B*2705 


QRMCCLCFC 


200, 00 


9 


3145 


HPV 


type 


16 


6 


26 


B*2705 


RMCCLCFCL 


150, 00 


9 


3146 


HPV 


type 


16 


6 


26 


B*2705 


QRMCCLCFCL 


2000, 00 


10 


3147 


HPV 


type 


16 


6 


27 


B*2705 


VRFCLSSW 


1000, 00 


8 


3148 


HPV 


type 


16 


6 


27 


B*2702 


VRFCLSSWT 


100, 00 


9 


3149 


HPV 


type 


16 


6 


27 


B*2705 


VRFCLSSWT 


1000, 00 


9 


3150 


HPV 


type 


16 


6 


27 


B*2702 


VRFCLSSWTI 


300, 00 


10 


3151 


HPV 


type 


16 


6 


27 


B*2705 


VRFCLSSWTI 


3000, 00 


10 


3152 


HPV 


type 


16 


6 


27 


A*0201 


CLSSWTIYFI 


131, 97 


10 


3153 


HPV 


type 


16 


6 


28 


B*2705 


HRPVHRPL 


2000, 00 


8 


3154 


HPV 


type 


16 


6 


28 


B*5102 


RPVHRPLI 


1320, 00 


8 


3155 


HPV 


type 


16 


6 


28 


B*2705 


HRPLILWN 


200, 00 


8 


3156 


HPV 


type 


16 


6 


28 


B*5102 


RFLILWNL 


300, 00 


8 


3157 


HPV 


type 


16 


6 


28 


B*2705 


ILWNLCFL 


150,00 


8 


3158 


HPV 


type 


16 


6 


28 


B*2705 


SRCLCFSS 


200, 00 


8 


3159 


HPV 


type 


16 


6 


28 


B*2702 


CRCISMHDY 


200, 00 


9 


3160 


HPV 


type 


16 


6 


28 


B*2705 


CRCISMHDY 


1000, 00 


9 


3161 


HPV 


type 


16 


6 


28 


B*3901 


MHDYSWVSL 


270, 00 


9 


3162 


HPV 


type 


16 


6 


28 


B14 


HRPVHRPL I 


120, 00 


9 


3163 


HPV 


type 


16 


6 


28 


B*2705 


HRPVHRPL I 


600, 00 


9 


3164 


HPV 


type 


16 


6 


28 


B*5102 


RPVHRPLIL 


330, 00 


9 


3165 


HPV 


type 


16 


6 


28 


B14 


HRPLILWNL 


120, 00 


9 


3166 


HPV 


type 


16 


6 


28 


B*2705 


HRPLILWNL 


2000, 00 


9 


3167 


HPV 


type 


16 


6 


28 


A*0201 


LILWNLCFL 


233 , 72 


9 


3168 


HPV 


type 


16 


6 


28 


Cw*0401 


CFLSRCLCF 


110, 00 


9 


3169 


HPV 


type 


16 


6 


28 


Cw*0401 


CFSSGHSGF 


100, 00 


9 


3170 


HPV 


type 


16 


6 


28 


B*2705 


CRCISMHDYS 


200, 00 


10 


3171 


HPV 


type 


16 


6 


28 


A*0201 


SMHDYSWVSL 


107, 54 


10 


3172 


HPV 


type 


16 


6 


28 


Cw*0401 


DYSWSLRVL 


400, 00 


10 


3173 


HPV 


type 


16 


6 


28 


A24 


DYSWVSLRVL 


200, 00 


10 


.3174. 


HPV 


type 16. 


. 6 ... 


. 28. ... 


B* 2.7 05. 


QQDIHRPVHR ... . 


JLO.Q,_O0L 


.10. 


3175 


HPV 


type 


16 


6 


28 


B14 


HRPVHRPL I L 


400, 00 


10 


3176 


HPV 


type 


16 


6 


28 


B*2705 


HRPVHRPLIL 


2000, 00 


10 


3177 


HPV 


type 


16 


6 


28 


B*2705 


HRPLILWNLC 


200, 00 


10 


3178 


HPV 


type 


16 


6 


28 


A3 


ILWNLCFLSR 


120, 00 


10 


3179 


HPV 


type 


16 


6 


28 


B*2705 


SRCLCFSSGH 


200, 00 


10 


3180 


HPV 


type 


16 


6 


29 


B*2705 


SRKAKSYT 


200, 00 


8 


3181 


HPV 


type 


16 


6 


29 


B*2705 


SRRSKCCL 


2000, 00 


8 


3182 


HPV 


type 


16 


6 


29 


B*2 7 05 


LiQ YTHfaNJ. 


300 , 00 


8 


3183 


HPV 


type 


16 


6 


29 


B*2705 


SRKAKSYTS 


200, 00 


9 


3184 


HPV 


type 


16 


6 


29 


B*2702 


RRSNCCLQY 


600, 00 


9 


3185 


HPV 


type 


16 


6 


29 


B*2705 


RRSNCCLQY 


3000, 00 


9 


3186 


HPV 


type 


16 


6 


29 


B*2705 


LQYTHSNII 


300, 00 


9 


3187 


HPV 


type 


16 


6 


29 


B*5201 


LQYTHSNII 


825, 00 


9 


3188 


HPV 


type 


16 


6 


29 


B*2705 


SRKAKSYTSR 


1000, 00 


10 


3189 


HPV 


type 


16 


6 


29 


B*2702 


SRRSNCCLQY 


200, 00 


10 


3190 


HPV 


type 


16 


6 


29 


B*2705 


SRRSNCCLQY 


1000, 00 


10 


3191 


HPV 


type 


16 


6 


29 


B*2705 


RRSNCCLQYT 


600, 00 


10 


3192 


HPV 


type 


16 


6 


29 


B*2705 


LQYTHSNIIS 


100, 00 


10 



table 7 



4 . Influenza 
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Vaccination of mice with ncORF derived peptides from influenza A 
virus in combination with KLK / o-d(IC) 13 . Specific T-cell re- 
sponse is measured 7 days after vaccination, and animals are 
subsequently challenged with a lethal dose of mouse adapted in- 
fluenza A virus (x31) . Survival is monitored for 15 days. 

Materials 

Mice C57B1/6 (Harlan-Winkelmann, Germany) 

Peptides p82 (GLCTDVAML) 

Control peptide derived from EBV; HLA- 
A*0201; AA start 280 

pl574 (IASNENMETM) 

Control peptide derived from Influenza 
nucleoprotein, AA start 3 65 

pi 5 6 9 ( TMLYNKMEF ) 

Flu ncORF drived peptide from segment 
1, frame 1, ORF 1, AA start 569 

pl600 (SSIAAQDAL) 

Flu ncORF derived peptide from segment 

3, frame 6, ORF 2, AA start 83 

P1664 (VTXLNLALL) 

Flu ncORF derived peptide from segment 

4, frame 5, ORF 6, AA start 9 

Dose: lOOpg/peptide/mouse 

0-d(XC) 13 ODN 5' ICI C1C ICI CIC ICI CIC ICI CIC 
(=ODNla) IC3 ' 

was synthesized by Purimex Nucleic Acids Technology, 
Gottingen 
Dose: 5nmol /mouse 
KLK KLKLLLLLKLK-COOH 

was synthesized by MPS (Multiple Peptide System, USA) 
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Dose: 127nmol /mouse 



Formulation 



270mM Sorbit/lOmM Hepes 



virus 



Influenza A 



x31, mouse adapted influenza A virus, 

rec. virus derived from A/Pr/8/34 (seg 1, 2, 3, 5, 

7, 8) and A/Aichi/2 / 68 (seg 4, 6) 



Experimental setup (15 mice/ group) 



1. pl574 

2. pl569 

3. pl600 

4. pl664 



+ KLK + o-d(IC)i3 

+ KLK + o-d(IC)i 3 

+ KLK + o-d(IC)i 3 

+ KLK + o-d(IC)i3 



5. pl600+pl569 + KLK + o-d(IC) 13 

On day 0 mice were injected s.c. into both hind footpads with a 
total amount of lOOial vaccine/mouse (50ul/foot) containing the 
above listed compounds. On day 7, unseparated splenocytes from 5 
mice were stimulated in 9 6-well ELlspot plates in order to enu- 
merate the number of peptide-specif ic IFN-y producing cells for 
each experimental group. 

Remaining 10 mice were challenged with mouse adapted x31 influ- 
enza A virus (5* 10E5 pfu) . Survival was monitored for 15 days. 

Results ELlspot (Fig. 5a) 

Spleen cells of groups 1 and 3 (peptides pl574 and pl600) do not 
show any specific spots after restimulation with the respective 
peptides. Groups 2 and 4 (pl569 and pl664) specifically release 
IFN-y after restimulation. Group 5 was vaccinated with two indi- 
vidual peptides (not as a mix, pl600 and pl569) . Upon restimula- 
tion with either the mix of both peptides or pl5 69, specific 
cytokine release is detected. In contrast, upon restimulation 
with pl600 alone, no IFN-y spots are detectable. This is consist- 
ent with group 3 (pl600 alone) . 

Results challenge (Fig« 5b) 

Fig. 5b shows the survival rate of challenged mice with a lethal 
dose of mice adapted influenza A virus x31. Group 1 (pl574, re- 
ported protective epitope for H2-Db) protects 3 0% of all chal- 
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lenged mice. Peptide pl569 does not at all provide protection 
(0%) . In contrast, peptides pl600 and pl664 do protect 50% and 
62% of challenged animals, respectively- When animals are vac- 
cinated with two different peptides (group 5, peptides pl600 and 
1569) up to 70% of animals are protected. 
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Claims : 

1 . : Polypeptide encoded by an alternative reading frame of a 
pathogenic virus, characterized in that said polypeptide 

starts with a methionine amino acid residue, 

comprises an antigenic determinant and 

comprises more than 7 amino acid residues 
and fragments of said polypeptide comprising more than 7 amino 
acids . 

2 . Polypeptide or fragments according to claim 1 characterized 
in that said pathogenic virus is selected from the group con- 
sisting of Hepatitis A virus (HAV) , Hepatitis B virus (HBV) , 
Hepatitis C virus (HCV) , Hepatitis D virus (HDV) , Hepatitis E 
virus (HEV) , Hepatitis F virus (HFV) Hepatitis G virus (HGV) Hu- 
man Immunodeficiency virus (HIV), Influenza virus, Foot and 
Mouth Disease virus (FMDV) , Ebola virus, HTLV I, HTLV II, SIV, 
Parvovirus, Papilloma virus, Rotavirus, Adenovirus, Cytomega- 
lovirus, Feline Immunodeficiency virus (FIV) , Epstein-Barr virus 
(EBV) , Herpes simplex virus (HSV) , Herpes zoster virus (HZV) , 
Measles virus and oncogenic viruses. 

3 . Polypeptide or fragments according to claim 1 or 2 , charac- 
terized in that it comprises at least one cytotoxic T lymphocyte 
(CTL-) epitope. 

4. Polypeptide or fragments according to any one of claims 1 to 

3, characterized in that is comprises a cytotoxic T lymphocyte 
(CTL-) epitope for a HLA allele selected from the group consist- 
ing of A0201, Al, A24, A3, A31, B3501, B4403, B7 , B8 , especially 
A02 01, or mixtures thereof. 

5 . Polypeptide or fragments according to any one of claims 1 to 

4, characterized in that it comprises at least one T helper cell 
epitope . 

6 . Polypeptide or fragments according to any one of claims 1 to 

5, characterized in that is comprises a T helper cell epitope 
for a HLA allele selected from the group consisting of DP, DQ, 
DR or mixtures thereof 
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7. Polypeptide, selected from the group listed in table 2a) -n) 
(Seq.ID No. 1-822) or a fragment of said polypeptide comprising 
more than 7 amino acids . 

8 . Polypeptide comprising or consisting of a fragment selected 
from the group listed in table 4a) -n) , preferable fragments with 
a score of 50 or more, more preferred with a score of more than 
2 00, especially fragments with a score of more than 500. 

9. Polypeptide, selected from the group listed in table 6 and 
comprising 7 or more than 7 amino acid residues (Seq.ID No. 823- 
874) or a fragment of said polypeptide comprising more than 7 
amino acid residues. 

10. Polypeptide or fragments according to any one of claims 1 
to 9, characterized in that it is conjugated to a carrier, espe- 
cially to an immunomodulating substance. 

11 . Polypeptide or fragments according to any one of claims 1 
to 10, characterized in that it is conjugated to an immunomodu- 
lating substance selected from the group comprising polycationic 
substances, especially polycationic polypeptides, and immunomod- 
ulating nucleic acids, especially deoxyinosine- and/or deoxy ur- 
idine containing oli go deoxynucleo tides . 

12 . Polypeptide or fragments according to any one of claims 1 to 
11, characterized in that it comprises at least one T cell epi- 
tope. 

13 . Polypeptide or fragments according to any one of claims 1 
to 12, characterized in that it is encoded by an alternative 
reading frame which reads on the complementary strand as the 
functional reading frame of said pathogenic virus. 

14. Polypeptide or fragments according to any one of claims 1 
to 13, characterized in that it comprises at least one peptide 
selected from the group of peptides listed in table 4a, 4c, 4e, 
4g, 4i, 4k and 4m having a score of 50 or more, more preferred 
with a score of more than 200, especially with a score of more 
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than 500. 

15. Polypeptide or fragments according to any one of claims 1 
to 14, characterized in that it is used as a therapeutic agent. 

16. Polypeptide or fragments according to any one of claims 1 
to 15, characterized in that it comprises a tail consisting of 
two to seven amino acids, said amino acids being selected from 
F, I, L, A, Y, W or C, at at least one of its N- or C- terminus. 

17 . Polypeptide or fragments according to any one of claims 1 
to 15, characterized in that it comprises a tail consisting of 
two to seven amino acids, said amino acids being selected from E 
or D, at at least one of its N- or C- terminus. 

18 . Polypeptide or fragments according to any one of claims 1 
to 17, characterized in that it comprises a peptide selected 
from the group of peptides listed in table 7 having a score of 
50 or more, more preferred with a score of more than 200, espe- 
cially with a score of more than 500. 

19 . Pharmaceutial composition comprising one or more poly- 
peptides or fragments according to any one of claims 1 to 18. 

20. Pharmaceutical composition according to claim 19, character- 
ized in that it further comprises an immunomodulating substance, 
preferably selected from the group comprising polycationic sub- 
stances, especially polycationic polypeptides, and immunomodu- 
lating nucleic acids, especially deoxyinosine- and/or 
deoxyuridine containing oligodeoxynucleotides . 

21. Pharmaceutical composition according to claim 19 or 20, 
characterized in that it further comprises structural or func- 
tional polypeptides of a pathogenic virus or fragments thereof, 
especially structural or functional polypeptides or fragments 
thereof comprising an antigenic determinant. 

22. Pharmaceutical composition according to any one of claims 19 
to 21, characterized in that it contains per administerable 
dose 1 ng to 1 g, preferably 100 ng to 10 mg, especially 10 jug to 
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1 mg, of one or more polypeptides or fragments according to any 
one of claims 1 to 18. 

23. Pharmaceutical composition according to any one of claims 19 
to 22, characterized in that it is formulated as a vaccine. 

24. Pharmaceutical composition according to any one of claims 
19 to 23, characterized in that it comprises further active in- 
gredients, especially immunopotentiating cytokines, anti-inflam- 
matory substances, antimicrobial substances or combinations 
thereof . 

25. Pharmaceutical composition according to any one of claims 
19 to 24, characterized in that it further comprises a polyca- 
tionic polymer selected from the group consisting of a polyca- 
tionic peptide, especially polyarginine, polylysine or an 
antimicrobial peptide, especially a cathelicidin-derived antimi- 
crobial peptide, or a growth hormone, especially a human growth 
hormone . 

26. Pharmaceutical composition according to any one of claims 
19 to 25, characterized in that it further comprises auxiliary 
substances, especially a pharmaceutical ly acceptable carrier, 
buffer substances, stabilizers or combinations thereof. 

27. Use of a polypeptide or fragments according to any one of 
claims 1 to 18 for the manufacture of a medicament for treating 
or preventing an infection with said pathogenic virus. 
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ncOrf's from HCV 1b (4-6) 
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